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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ai, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2\5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al., 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2'-0-methyI 
nucleotides abolishes RNAi activity, whereas substitution of the 3*-terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5'-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al., 2001, Cell, 107, 309). 

15 Studies have shown that replacing the S'-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3'-overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity! Li et al, International PCT Publication No. WO 00/44914, and 
Beach et aL, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et aL, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2'-amino or 2'-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 



3 



(400/104) 

However, Kreutzer et ai similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et ai, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouraciI, 5-bromouracil, 5-iodouraciI, and 3-(aminoaIlyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyI)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al., 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al., 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et ai, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-dtrived gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL f International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al., International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1 144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al., International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

1 o SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural,' target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-Omethyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
• from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5'-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, FTP IB, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct,, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 1 9 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonuc leases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al t supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al.. 
International PCT Publication No. WO 00/44914, and Beach et al., International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 

5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate intemucleotide linkage at the 3 -end of said antisense region. The 

5 antisense region can comprise about one to about five phosphorothioate intemucleotide 
linkages at the 5'-end of said antisense region. The 3'-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3-terminai 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 

10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified intemucleotide linkage having Formula I: 

Z 

ii 

R 1 X P Y R 2 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3'-end, the 5'-end, or both of 
the 3' and Spends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
1 5 Formula I at the 5'-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating UNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alky!, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-aikenyl, N-alkenyt, SO-alkyl, aikyl-OSH, alkyl-OH, O-aikyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrroIe, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5'-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands. 



17 



(400/104) 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula III: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SOalkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyi, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula III can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5'-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3 f -end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or III, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3'-3\ 3'-2', 2*-3\ or 5'-5* configuration, such as at the 3'-end, the 5'- 
1 0 end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5'-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminaI phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3'-terminaI nucleotide overhangs having about 1 to about 4 (e.g., about I, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5'-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5'-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3. 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2 , -0-methyl, 2 , -deoxy-2 , -fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2 , -0-methyI, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2 , -deoxy-2'-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 , -end, 
the 5'-end, or both of the 3'- and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2 , -0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5'-end, or both of the 3'- and 5'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-Omethyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1 , 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5'-end, or both of the 3'- and 5'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and Spends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyI and/or 2*-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3*-end, 

1 5 the 5'-end, or both of the 3* and 5*-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 

22 



(400/104) 



terminal cap molecule at the 3'-end, the 5*-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5' 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3'-end, the 5'- 
end, or both of the 3'- and 5'-ends of one or both siNA sequence strands. In addition, the 
2'-5' internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2-5' internucleotide linkage, or about I, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2-5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I-VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3'-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 , -terminaI nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3'-terminal overhangs, such as 3'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3'-terminal overhangs, such as 3'-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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Rio 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl I, Rl2, and Rl3 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about l, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl l, Rl2, and Rl3 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
1 5 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyi-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R 2 

wherein each n is independently an integer from 1 to 12, each RI, R2 and R3 is» 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br; CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-aikyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5'-end, or both of the 3' and S'-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5'-end, or both of the 3' and S'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3'-end or the 5'-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3\ 3'-2\ 2*-3\ or 5'-5' configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 

27 



(400/104) 



nucleotides), wherein any nucleotides comprising a 3'-terminal nucleotide overhang that 
are present in said sense region are 2*-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides {e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any {e.g., one or more or all) purine nucleotides present in the 

10 antisense region are 2 , -0-methyl purine nucleotides {e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are T- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3'-terminal 
nucleotide overhang that are present in said antisense region are 2 -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 

5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 , -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2*-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3*- 
end, the 5'-end, or both of the 3' and Spends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more 2'- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 2'-0-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyI purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminaI 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2'- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 

5 one or more 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2 , -Omethyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3'-end, the 
5'-end, or both of the 3* and 5*-ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2'-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 

15 both of the 3' and 5'-ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can farther comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2 , -deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucIeotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 

5 nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and T- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-Omethyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyI nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally ftirther comprises a 3'-terminaI overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and Spends of the antisense 

20 sequence. The antisense region optionally further comprises a 3'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxynucIeotides, wherein 
the overhang nucleotides can ftirther comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-riboftjranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyI-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-OmethyI nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3*-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et ai f U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al., 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patei, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:31 13; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al. t Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al. f Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al.. 
Tetrahedron Lett. 1993, 34:301; Ono et al., Biochemistry 1991, 30:9914; Arnold et al., 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et aL, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem, Soc. 1991, 7/5:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2 , -hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5'-terminaI phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a S'-terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2', 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-Omethyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5-end, or both of the 3' and 5'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2-deoxy-2'-fIuoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2 , -deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3'-end, the 5'-end, or both of the 3* and Spends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
10 such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2*-deoxy-2*-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3' and S'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2 , -deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a ceil or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyI purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyI purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5'-end, or both of the 3' and Spends of the antisense 
sequence, the siNA optionally farther comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a S'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting, or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method ftirther comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

1 5 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 

10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method farther comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutical^ 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method. for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5'-protecting group, 
for example, a S'-O-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
1 0 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al y U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et oi, 2002, RNA, 8, 
842-850; Reinhart et al. t 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can farther comprise a terminal phosphate group, such 

5 as a 5'-phosphate (see for example Martinez et ai, 2002, Cell, 110, 563-574 and 
Schwarz et ai, 2002, Molecular Cell y 10, 537-568), or 5\3'-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA ? but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2'- 
hydroxy (^-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2'- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2'-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et aL, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et aL, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR ? BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et ai t 1987, CSHSymp. Quant. Biol. LII pp.123-133; Frier et ai f 1986, Proc. Nat. Acad 

25 Sci. USA 83:9373-9377; Turner et ai, 1987, 1 Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 



58 



(400/104) 



residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the T position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 200 1 , Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et ai t 2002, Nature Medicine, advance online 
publication doi: 1 0. 1 038/nm725 . 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3 , -TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyI modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2 , -0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells", column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having S'-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
. number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 

5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3'-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3'-terminaI internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3*-nucleotides are optionally complementary to the target RNA sequence, and having one 
3 , -terminal phosphorothioate internucleotide linkage and four 5'-terminaI 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2 , -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3'-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 , -Omethyl or 2 , -deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a S'-terminal glyceryl moiety and wherein the two terminal 
20 3'-nucIeotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
25 cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-Omethyl or 2*-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3- 
30 terminal glyceryl moiety and wherein the two terminal 3-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3'-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2- 
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deoxy-2*-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
5 cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 , -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucIeotides are optionally complementary to the target 
RNA sequence, and having one S'-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 r -0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 , -terminaI glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2 , -fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2*-deoxy-2 , -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucIeotides are optionally complementary to the target 
5 RNA sequence, and having one 3'-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-3'- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [S^'l^'-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) P'-S^'-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5 , -2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2'-deoxy nucleotide shown 5* 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3'-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPl#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fIuoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3*-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3'-terminaI phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3'-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3'-terminaI phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3Merminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
10 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3MerminaI dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3'-terminaI phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#3 13 16/3 1317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target FTP- IB mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3'-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2 , -deoxy-2 , -fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 , -terminal phosphorothioate internucleotide linkage 
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(RPI#3 1 306/3 1 307), which was also compared to a matched chemistry inverted control 
(RPI#3 1 3 1 8/3 1319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of FTP- IB RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3'-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 , -terminal phosphorothioate internucleotide linkage 
(RPI#313 10/3 131 1), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or ;; improved 

5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 

10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al t 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al y 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al„ 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et ai, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et ai, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et ai, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et ai, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et ai, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol., 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et ai, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et ai, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2 , -0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et aL, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that S'-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et aL, 1992, Methods in EnzymologylW, 3-19, 

20 Thompson et aL, International PCT Publication No. WO 99/54459, Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et aL, 1997, Methods MoL Bio., 74, 59, 
Brennan et aL, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 nmol scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2'-deoxy-2'- 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 nmol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 \iL of 0. 1 1 
M = 6.6 nmol) of 2'-0-methyI phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 nL of 0.25 M = 15 nmol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 jiL of 0.1 1 M = 4.4 nmol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 nL of 0.25 M = 
10 \imo\) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyL Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% N-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexedand the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et ai, 1987, J. Am. Chem. Sbc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et ai, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et ai, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 (imol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2'-0-methyIated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 nmol scale can be done on a 96-welI plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 nL of 0.11 M = 6.6 nmol) of 2'-0-methyI 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 |iL of 0.25 M = 15 jimol) 
can be used in each coupling cycle of 2 , -0-methyl residues relative to polymer-bound 5'- 
hydroxyl. A 66-fold excess (120 \iL of 0.1 1 M = 13.2 \xmo\) of alkylsilyl (ribo) protected 
phosphoramidite and a 1 50-fold excess of S-ethyl tetrazole ( 1 20 \iL of 0.25 M = 30 nmol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% /V-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-Iutidine in THF (ABI); oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 \iL of a solution of 1.5 mL N-methylpyrrolidinone, 750 nL 
TEA and 1 mL TEA»3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH 4 HC0 3 . 

79 



(400/104) 



Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA*3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH 4 HC0 3 . 

For purification of the trityl-on oligomers, the quenched NH 4 HC0 3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCI and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
1 5 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al., 1992, Science 256, 9923; Draper et al t International PCT publication No. 
WO 93/23569; Shabarova et al., 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al., 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,71 1; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et ai, 1995, Nucleic Acids Res. 23, 2677; Caruthers et ai, 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4'-C 
methylene bicyclo nucleotide (see for example Wengel et ai t International PCT 

30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2'-0-amino, 
2'-C-aIlyl, 2'-0-allyl, and other 2 , -modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5* and/or 
a 3'- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et ai, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-terminus (5'-cap) or at the 3'- 
terminal (3'-cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4 , ,5 , -methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; //zreo-pentofuranosyl nucleotide; 
acyclic 3\4-seco nucleotide; acyclic 3,4-dihydroxybutyI nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3'-3'-inverted nucleotide moiety; 3'-3'-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanedioI 
phosphate; 3'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3'- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3'-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5'-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4'-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 

5 phosphate; 1,2-aminododecyI phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
tf?reo-pentofiiranosyl nucleotide; acyclic 3\4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5 -5'-inverted nucleotide moiety; 5'-5'- 
inverted abasic moiety; 5'-phosphoramidate; 5'-phosphorothioate; 1,4-butanediol 

10 phosphate; 5'-amino; bridging and/or non-bridging 5'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the l'-position. 

20 An "alky!" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alky!" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR\ where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the T position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et ai, International PCT 
Publication No. WO 92/07065; Usman et al. t International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et a!., 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et aL, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et aL, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1' position, see for example Adamic et ah, U.S. Pat. No. 
5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the T carbon of P-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I-VII 
and/or other modifications described herein. 

In connection with 2 , -modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2'-C>- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et aL, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. BioL, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol., 137, 165-192; and Lee et al, 2000, ACS Symp. Sen, 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al., U.S. Pat. No. 6,395,713 

20 and Sullivan et al., PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'AIdin et al. t 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et ai, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1 153-1 158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al 9 PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronen wett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutical ly acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, inttapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutical^ acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol,, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al., 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 

15 al, 1999, FEBS Lett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et ai, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et ai, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutical^ effective amount of the desired compounds 
in a pharmaceutical^ acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of p-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutical ly effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutical^ effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an antioxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad Sci. y USA 83, 399; Scanlon et al, 

1991, Proc. Natl Acad Sci. USA y 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad Scl USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20, 4581-9; Sarverefa/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Ge«e Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1 992, Nucleic Acids Symp. Ser., 27, 1 5-6; Taira et al, 1 991 , Nucleic Acids Res., 1 9, 5 125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol. 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol III based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et aL, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et aL, 2002, Nature Biotechnology, 19, 500; and Novina et ai t 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or HI initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Nati Acad. ScL USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al. t 1993, Methods EnzymoL, 217,47-66; Zhou et aL, 1990, Mol 
Cell. Biol., 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabete/a/., 1992, Antisense Res. Dev. f 2,3-15; Ojwang et aL, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10802-6; Chen et aL, 1992, Nucleic Acids Res., 20, 4581-9; Yu et aL, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et aL, 1992, EMBO J., 11, 
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441 1-8; Lisziewicz et al, 1993, Proc. Natl. Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al t 1995, Nucleic Acids Res., 23, 2259; Suilenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 

5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al. t supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Ther., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 

10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
1 5 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3'-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5*-terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the S'-O-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyI. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a C 1 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIPA) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5'-0-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1.5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 



Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2^M siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
Iigase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3'-terminaI dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3'-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerfiil tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 , -0-methyI nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3'-end stabilization chemistries, 
including 3'-gIyceryl, 3'-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3'-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 

5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3'-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 

10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2 , -0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2 , -0-methyl or 2'-deoxy-2*- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3'-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3'-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3Merminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3'-terminaI modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
. siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
. siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3'-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3*-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate intemucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a Iuciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et ai, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,1 17; 6,469,158; Scaringe et ai, US Patent Nos. 6,1 1 1,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert~butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-OSiIyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et ai, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et a!., US 5,831,071, US 6,353,098, US 6,437,1 17, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2 ? -fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 1 5 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al., 1999, Genes and Development, 13, 3191-3197 and Zamore et al., 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifiiged and the supernatant isolated. The assay comprises a reaction 

5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 

10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without farther purification. Optionally, 
target RNA is 5'- 32 P-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 
cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 
10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 
1 5 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at IxlO 5 cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2|ig/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0 3 in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 



Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3*-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 nl reactions consisting of 10 jil total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 pM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifiigation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al f 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909; Shweiki et aL, 1 992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et aL, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et aL, 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et aL, 1993 
Diabetologia 36: 282-291; Pandey et aL 1995 supra; Zieche et aL, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et aL, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL, 
1994 Cell 79: 315-328; Senger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et aL, 1994 Cancer Res. 54: 4233-4237; Kim et aL, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl. 
Acad. ScL USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 

5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 

10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA 'activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PGR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et ai, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 jaM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 \iM in 82 mM Tris-CI, pH 6.9 

siNA, 1.67 \iG/\xL 9 SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 nG/nL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 \xg/\iU Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H 2 0 at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20|ig/eye treatment, 6 \iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 ^im pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 nL of 75 nM VEGF in 82 mM Tris HCI (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-CI pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et ai, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 ^m OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 nL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3. 1 .6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fIuoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-weIl plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^I/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3Merminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminai inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-weil plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

126 



(400/104) 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC -alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminaI dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control). 

Example 15: RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-weIl plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are Iysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3Merminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and S'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RP1#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were Iysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
5 and 3Merminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 

130 



(400/104) 



Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminaI phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^I/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 , -terminaI dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2 , -deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 , -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#3 13 12/3 1313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of FTP- IB RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing FTP- IB RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \il Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#3 1 3 1 8/3 1319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce FTP- IB RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21: RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ji l/we II and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then farther assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminaI dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fIuoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 ceils/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1035/3 1 1 1 1) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5 J and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1 3 1 0/3 131 1 ), 
which was also compared to a matched chemistry inverted control (RPI#3 1 322/3 1 323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF 100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, Ml 6248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XMJ) 15620), RAS (for example GenBank Accession 
No. NMJ)04283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NMJXH285) , 

30 phospholamban (for example GenBank Accession No. NM002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular Iysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 

5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 

10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 



A. 2.5 umol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Walt Time'RNA 














Phosphoramidites 


6.5 


163 uL 


45 sec 


2.5 min 


7.5 min 


S-Ethyt Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 pL 


5 sec 


5 sec 


5 sec 


/V-Methyl 
Imidazole 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


17 mL 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL I 


NA 


NA 


NA 



B. 0.2 umol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Walt Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time'RNA 














Phosphoramidites 


15 


31 pL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


A/-Methyf 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C. 0.2 umol Synthesis Cycle 96 well Instrument 



Reagent 


EquivalentsrDNA/ 
2 , -0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyl 


Wait Time* Ribo 














Phosphoramidites 


22/33766 


40/60/120 pL 


60 sec 


1 80 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


/V-Methyl 
Imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 pL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



Wait time does not include contact time during delivery. 



Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



fill 




Hi 






ggpBfigg 

illlil 


gmiectates 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


' 2 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ng/nL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 *iM 


3.53 ng/nL 


5 


Site 2340 
Stabl 
siRNA 


10 
Hg/eye 


1.67 
Hg/nL 


4 


R&D Systems 
VEGF-carrier 
free 
75 \iM 


3.53 jxg/nL 


5 


Site 2340 
Stabl 
siRNA 


3 

l*g/eye 


0.5 
Hg/nL 


5 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ng/nL 


5 


Site 2340 
Stabl 
siRNA 


1 

^g/eye 


0.167 


6 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 Mg/nL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 
Hg/eye 


1.67 
Mg/^L 


7 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/ nL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

Hg/eye 


0.5 
Hg/^L 


8 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ng/ |iL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

Hg/eye 


0.167 
Hg/^L 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5 '-end 
1 at 3' -end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


— 


All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3' -end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3' -end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3'-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-1 1 chemistries can comprise 3'-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KJAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec3 1 p homolog (KJAA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_0 14288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 
mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CA5>FK4 (CAbrK4j, mKJNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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NM_00I685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 


NM 015626 


Homo sapiens SOCS box-containing WD protein SWiP-1 (WSB1), mRNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33), mRNA 


NM 080830 


Homo sapiens cystatin 1 1 (CST1 1), mRNA 


NM 032329 


Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_l 30787 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


NM_1 06552 


Homo sapiens hypothetical protein FLJ 14249 similar to HS1 binding protein 3 
(FLJ 14249), transcript variant 2, mRNA 


NM_022460 


Homo sapiens hypothetical protein FLJ 14249 similar to HS1 binding protein 3 
(FLJ 14249), transcript variant 1, mRNA 


NM 130446 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 


NM 020314 


Homo sapiens esophageal cancer associated protein (MGC 1 6824), mRNA 


NMJ30395 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2, 
mRNA 


NM_020135 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 1, 
mRNA 


NM 130388 


Homo sapiens ankyrin repeat and SOCS box-containing 12 (ASB12), mRNA 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box -containing 14 (ASB14), mRNA 


NM 007191 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NMJ)25042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23), 
mRNA 


NMJ)80706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NMJ)80705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 1, mRNA 


NM_0 18727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 2, mRNA 


NM_080879 


Homo sapiens SOCS box containing protein RAR2A (RAR2A), mRNA 


NM 080871 


Homo sapiens ankyrin repeat and SOCS box-containing 10 (ASB10), mRNA 


NM 080870 


Homo sapiens DPCR1 protein (DPCR1), mRNA 


NM 080834 


Homo sapiens chromosome 20 open reading frame 152 (C20orfl52), mRNA 


NM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 


NM 080828 


Homo sapiens chromosome "20 open reading frame 173 (C20orfl73), mRNA 


NM 080819 


Homo sapiens G protein-coupled receptor 78 (GPR78), mRNA 


NM 080752 


Homo sapiens chromosome 20 open reading frame 164 (C20orfl64), mRNA 


NM 080749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63), mRNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1 , 
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mRNA _ . 


NM_0I2296 


Homo sapiens GRB2-associated binding protein i (U/vbzj, transcript variant i, 
mRNA 


NMJ)07247 


Homo sapiens API gamma subunit binding protein I (AFiOBPl), transcript 
variant 1 , mRNA 


NM_080551 


Homo sapiens API gamma subunit binding protein l (Ar iut>r i transcript 
variant 3, mRNA 


NM_080550 


Homo sapiens API gamma subunit oinaing protein i sjw luor i iranscnpi 
variant z, mKJNA 


NM {)[)\)yol 


riomo sapiens riDOSomai protein lzi ^rvrL.zi ), iiii\jn/\ 


NM UUiVli 


I I i~> m ponlanf caritia/tkraAnino nrAtpin UnQCP PR Pd. hfimnlAO f PR P4 ^ m R NJ A 

riomo sapiens senne/inreonine-proiein Kindle rivr't iiuiiiuiug ^rrvr*t^, iuj\jn/-\ 


NM_002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 00272V 


Homo sapiens nematopoieticaiiy expressed nomeooox ^nncA;, iiu\jn/\ 


NM 005893 


Homo sapiens calicin (CClN), mKJNA 


NM 0 1 Ijyj 


Homo sapiens nomoiog 01 mouse t>ivir-z inaucioie Kindle \DirsJZ) y iiiixjNiA 


NM 032027 


Homo sapiens oeta-amyloia oinaing protem precursor (Dorj, mtviNA 


NMJ)04051 


Homo sapiens 3 -hydroxy butyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


NM 013375 


Homo sapiens TATA-binding protein-binding protein (ABT1 ), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KJAA1622), transcript 
variant 1 , mRNA 


NM_020958 


Homo sapiens HLA 1 -like repeat-containing protein ^njaaiozzj, transcnpi 
variant 2, mRNA 


NM 004702 


Homo sapiens cychn E2 (LLNbz), transenpt vanant J, mKJNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1 , mRNA 


NM 057735 


Homo sapiens cychn E2 (CCNE2), transcript vanant 2, mKJNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW 10), mRNA 


NM__057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NMJ)01401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1 , mRNA 


NM_0 15084 


Homo sapiens mitochondrial nbosomal protem S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_03328l 


Homo sapiens mitochondrial nbosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial nbosomal protem l (MKrbJ I j, nuclear gene 
encoding mitochondnal protein, mKN A 


NM 012062 


Homo sapiens dynamin 1-like (DNM1 L), transcript variant 1 , mRNA 


NM 005648 


Homo sapiens transcription elongation factor B (Sill), polypeptide 1 (15kD, 
elongin C) (TCEB l ), mRNA 


NM 007070 


Homo sapiens FFCBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant l , mRNA 


XTNvt AC/4 111 

NIV1_Uj4I I j 


t l . ~ onAi^no r^XT A HonpnHpnt nmtpin L r in qcp r* cx 1 v/ti r" ci iHi in it-intPr?1Ptl no 

Homo sapiens LiiNA-uepenueni pruicui ivmaoc Launync ^uuiiiiiL-iiiLciaiiiiig 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens sre family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXLl 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1, mRNA 


NM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC 1 4 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDCt4 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


NM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LIS (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


NM_001656 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDI), 
transcript variant alpha, mRNA 


NM 021203 


Homo sapiens APMCF1 protein (APMCF1), mRNA 


NM_0 12095 


Homo sapiens adaptor-related protein complex 3, mu I subunit (AP^Ml), 
mRNA 


NM 001025 


Homo sapiens ribosomal protein S23 (RPS23), mRNA 


"V f 1 £ A A A A OA 

NM 032989 


Homo sapiens BCL2-antagonist or cell death (BAD), transcript variant 2, mKN A 


NM 004322 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 1 , mRNA 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


NM 031216 


Homo sapiens secl3-like protein (SEC13L), mRNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 13A (TEX 13 A), mRNA 


NM 001730 


Homo sapiens Kxuppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIPl), 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NMJ)31266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 , mRNA 


NMJ)04499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NM_031244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (S1RT5), transcript variant 2, mRNA 


NMJ) 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NMJ)06845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecutne-rich acidic protein-like protein (LANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATII), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 000778 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4AI 1), 
mRNA 


NM 006582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1 , mRNA 


NMJ)24482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase 11, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NM_005736 


Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 
(ACTR1A), mRNA 


NM 014031 


Homo sapiens VLCS-HI protein (VLCS-H1), mRNA 


NM 022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A), 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM 022802 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
mRNA 


\T» / AA1 Af 1 

NM 001951 


Homo sapiens E2F transcription factor 5, pl30-binding (E2F5), mRNA 


NM 022142 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


NM_0 12200 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosyltransferase I) 
(BjGAT3), mRNA 


NM 022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM 004962 


Homo sapiens growth differentiation factor 10 (GDF10), mRNA 


NM 007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


\t\ i AAf ^1 1 

NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NM 006083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ 10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 021082 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 
(SLC15A2), mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC51773), mRNA 


NM006671 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 
(SLC1A7), mRNA 


VII 1 AlA/f A 

NM 020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT0 17 protein (HT017), mRNA 


NM 020669 L 


Homo sapiens uncharacterized gastric protein ZA52P (LOC57399), mRNA 


1NM_UUJ /OU 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT014 (HT014), mRNA 


NM 020307 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


NM_007187 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4), mRNA 


NM_005644 


Homo sapiens TAF12 RNA polymerase 11, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NMJ)20247 


Homo sapiens hypothetical protein, clone 
Telethon(Italy_B41)_Strait02270 FL142 (LOC56997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 
mRNA 


NM 020153 


Homo sapiens hypothetical protein (LOC56912), mRNA 


NMJ)20149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NMJ)20120 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1), 
mRNA 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 


Homo sapiens GL002 protein (GL002), mRNA 


NM 020189 


Homo sapiens DC6 protein (DC6), mRNA 


NM_020188 


Homo sapiens DC 13 protein (DC 13), mRNA 


NM_020134 


Homo sapiens collapsin response mediator protein-5; CRMP3-associated 
molecule (CRMP5), mRNA 


NM 019893 


Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 


NM 019846 


Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens AIg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM 013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NMJM3347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24 186), mRNA 


NM 019011 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 


NM^O 18965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 
mRNA 


NM 019043 


Homo sapiens similar to proline-rich protein 48 (LOC545 1 8), mRNA 


NM 019006 


Homo sapiens protein associated with PRK1 (AWP1), mRNA 


NM 019101 


Homo sapiens apo lipoprotein M (G3A), mRNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054), mRNA 


NM 018992 


Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ 10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ 10007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NMJH24I3 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyi cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 


NMJ) 18643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM 1 ), 
mRNA 


NMJ) 18647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR02831 (PR02831), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 018615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO 1905 (PRO 1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PRO 1728 (PRO 1 728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


NMJ) 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS03 1 (MDS03 1 ), mRNA 


NMJ) 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubuIe affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


NM_0184 t 84 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22 A 1 1 ), mRNA 


NM 018445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA 1513 protein (KJAA 1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT0 1 2 (HT0 1 2), mRNA 


NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM_0 18487 ! 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA1 12), 
mRNA 


NM_ 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA | 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ207I8 (FLJ20718), mRNA 
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NM 017924 


Homo sapiens hypothetical protein FLJ20671 (FLJ20671), mRNA 


NM 017923 


Homo sapiens hypothetical protein FLJ20668 (FLJ20668), mRNA 


NM 017922 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 017908 


Homo sapiens hypothetical protein FLJ20626 (FLJ20626), mRNA 


NM 017906 


Homo sapiens hypothetical protein FLJ20624 (FLJ20624), mRNA 


NM 017904 


Homo sapiens hypothetical protein FLJ20619 (FLJ20619), mRNA 


NM 017890 


Homo sapiens hypothetical protein FLJ20583 (FLJ20583), mRNA 


NM 017887 


Homo sapiens hypothetical protein FLJ20580 (FLJ20580), mRNA 


NM 017886 


Homo sapiens hypothetical protein FLJ20574 (FLJ20574), mRNA 


NM 017880 


Homo sapiens hypothetical protein FLJ20558 (FLJ20558), mRNA 


NM 017878 


Homo sapiens HRAS-iike suppressor 2 (HRASLS2), mRNA ! 


NMJM7877 


Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 


NM 017875 


Homo sapiens hypothetical protein FLJ20551 (FLJ20551), mRNA 


NM 017870 


Homo sapiens hypothetical protein FLJ20539 (FLJ20539), mRNA 


NM 017867 


Homo sapiens hypothetical protein FLJ20534 (FLJ20534), mRNA 


NM 017864 


Homo sapiens hypothetical protein FLJ20530 (FLJ20530), mRNA 


NM 017857 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 017852 


Homo sapiens NALP2 protein (NALP2), mRNA 


NM 017850 


Homo sapiens hypothetical protein FLJ20508 (FLJ20508), mRNA 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM 017841 


Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 


NM 017839 


Homo sapiens hypothetical protein FLJ20481 (FLJ20481), mRNA 


NM 017837 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


NM 017832 


Homo sapiens hypothetical protein FLJ20457 (FLJ20457), mRNA 


NM 017827 


Homo sapiens hypothetical protein FLJ20450 (FLJ20450), mRNA 


NM 017826 


Homo sapiens hypothetical protein FLJ20449 (FLJ20449), mRNA 


NM 017823 


Homo sapiens hypothetical protein FLJ20442 (FLJ20442), mRNA 


NM 017822 


Homo sapiens hypothetical protein FLJ20436 (FLJ20436), mRNA 


NM 017821 


Homo sapiens hypothetical protein FLJ20435 (FLJ20435), mRNA 


NM 017815 


Homo sapiens hypothetical protein FLJ20424 (FLJ20424), mRNA 


NM 017811 


Homo sapiens hypothetical protein FLJ20419 (FLJ20419), mRNA 


NM 017810 


Homo sapiens hypothetical protein FLJ20417 (FLJ20417), mRNA 


NM 017802 


Homo sapiens hypothetical protein FLJ20397 (FLJ20397), mRNA 


NM 017792 


Homo sapiens hypothetical protein FLJ20373 (FLJ20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 017785 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM 017775 


Homo sapiens hypothetical protein FLJ20343 (FLJ20343), mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


NM_0 17770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/EIo3, 
yeast)-like 2 (ELOVL2), mRNA 


NM 017762 


Homo sapiens hypothetical protein FLJ20313 (FLJ20313), mRNA 


NM 017759 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA 


NM 017756 


Homo sapiens hypothetical protein FLJ20306 (FLJ20306), mRNA 


NM 017753 


Homo sapiens hypothetical protein FLJ20300 (FLJ20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


II • • »l a* 1 » T"*T 1^ *T**I /¥T I <*¥ /\ <•»•*■ **4 x w*» 1 1 A 

Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 01771 1 


I T _ • i . l . • i . •->¥ nftlftl /r*I I^A^AIX n\T a 

Homo sapiens hypothetical protein FLJ20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ20189 (FLJ20189), mRNA 


NM 017699 


* r • 1 .1 . » 1 • T"^T tA.A 1 T i / r™»T ¥ ^ i"\ 1 ^ A \ nVfA 

Homo sapiens hypothetical protein FLJ20174 (FLJ20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


« w • 1**1*1 J J * d* a * a * • . * a'<*» />^> I~V A T~\^ \ 

Homo sapiens ganghoside induced differentiation associated protein 2 (GDAP2), 
mRNA 


■v I 'k A* rt, 1 ^ ^ ^» r> 

NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


II • i . t . • | * • Tpw I1AIAC /T 1 ! 1^>A1 AT\ n VI A 

Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


¥T • 1 . 1 . • | . • r*» r iaaaaj / t™» t j s\ s\ f\ f\ jk \ T\ "V T A 

Homo sapiens hypothetical protein FLJ20094 (FLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


WW • 1 ,1 .• 1 • w-*w IAAAAA /f^ W t^ftftftAX r» 1 t A 

Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA 


NMO 17636 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

A /TTi Til M A \ ft\t i 

4 (TRPM4), mRNA 


Ml f ft 1 T/ 1 ^ i 

NM 017634 


Homo sapiens hypothetical protein FLJ20038 (FLJ20038), mRNA 


NM 017629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM 017622 


r T • 1 .1 . • I m • pT I«*l/\/\ 1 A / T f*l/\/\t A \ ri V T A 

Homo sapiens hypothetical protein FLJ20014 (FLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 


NM 018396 


¥¥ « j a* .1 Ii 1* /I A ■ »' 1 '¥ \ T*4 V T A 

Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


WT * 4 . * » « , » f— ■ f T « « r\ ✓ I - * T T « « f% ✓* \ T^ "VTA 

Homo sapiens hypothetical protein FLJ1 1286 (FLJ1 1286), mRNA 


-v t » # /\ * rt ^ ^ t 

NM 018371 
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Homo sapiens hypothetical protein FLJ1 1264 (FLJ1 1264), mRNA 


T "h g rt 1 rt ^ V rt 

NM 018368 
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Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240), mRNA 


NM 018367 


WT • 1 *J III* /'T»¥ ¥ ^1 A "\ VIA 

Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM 018364 
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Homo sapiens hypothetical protein FLJ1 1220 (FLJ1 1220), mRNA 


NM 018363 
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Homo sapiens hypothetical protein FLJ1 1218 (FLJ1 1218), mRNA 


NM 018361 
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Homo sapiens hypothetical protein FLJ1 1210 (FLJ1 1210), mRNA 


NM 018358 


¥¥ • 1 .1 • " | « * T**T f 1 1 1 AO / T^T T 1 t 1 AA\ rv VTA 

Homo sapiens hypothetical protein FLJ1 1 198 (FLJ1 1 198), mRNA 


NM 018353 


TT • 1 < t a * 1 a * r - ** T T t t t t\ / T~* T T 4 1 1 S~ \ T^k "V T A 

Homo sapiens hypothetical protein FLJl 1 186 (FLJ1 1 186), mRNA 


NM 018352 


TT * t a 1 a * 1 a • r~» ¥ T 4 fl t f\ A / T~» T T 4 t t J \ T> VTA 

Homo sapiens hypothetical protein FLJl 1 1 84 (FLJl 1 184), mRNA 


NM 018340 


Homo sapiens hypothetical protein FLJ 11151 (FLJ 11151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJl 1 149 (FLJl 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJl 1 136 (FLJl 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


¥i • i_ a!_ a * _ _ i a _ ■ r*>¥ ii i i *\/ /ri ii i i^aT\ n\i a 

Homo sapiens hypothetical protein FLJl 1 126 (FLJl 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJl 1 101 (FLJl 1101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJl 1088 (FLJl 1088), mRNA 


NM 018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein FLJ1 1026 (FIJI 1026), mRNA 


NM 018298 


Homo sapiens hypothetical protein FLJ1 1006 (FLJ1 1006), mRNA 


NM 018287 


Homo sapiens hypothetical protein FLJ 10971 (FLJ 10971), mRNA 


NM 018286 


Homo sapiens hypothetical protein FLJ 10970 (FLJ 10970), mRNA 


NM 018283 


Homo sapiens hypothetical protein FLJ 10956 (FLJ 10956), mRNA 


NM 018281 


Homo sapiens hypothetical protein FLJ 10948 (FLJ 10948), mRNA 


NM 018278 


Homo sapiens hypothetical protein FLJ 10933 (FLJ 10933), mRNA 


NM 0!8276 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 018273 


Homo sapiens hypothetical protein FLJ 1 0922 (FLJ 10922), mRNA 


NM 018272 


Homo sapiens hypothetical protein FLJ 10921 (FLJ 1092 1), mRNA 


NM 018268 


Homo sapiens hypothetical protein FLJ 10904 (FLJ 10904), mRNA 


NM 018265 


Homo sapiens hypothetical protein FLJ 1 090 1 (FLJ 1 090 1 ), mRNA 


NM 018254 


Homo sapiens hypothetical protein FLJ 1 0876 (FLJ 1 0876), mRNA 


NM 018253 


Homo sapiens hypothetical protein FLJ 10875 (FLJ 10875), mRNA 


NM 018252 


Homo sapiens hypothetical protein FLJ 1 0874 (FLJ 1 0874), mRNA \ 


NM 018245 


Homo sapiens hypothetical protein FLJ 10851 (FLJ 10851), mRNA 


NM 018241 


Homo sapiens hypothetical protein FLJ 10846 (FLJ 10846), mRNA 


NM 018239 


Homo sapiens hypothetical protein FLJ 10751 (FLJ 10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NM_0 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 
mRNA 


NM 018219 


Homo sapiens hypothetical protein FLJ 10786 (FLJ 10786), mRNA 


NM 018217 


Homo sapiens chromosome 20 open reading frame 3 1 (C20orf3 1 ), mRNA 


NMJH8212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FLJ 10773), mRNA 


NM 018211 


Homo sapiens hypothetical protein FLJ 10770 (KIAA1579), mRNA 


NM 018207 


Homo sapiens hypothetical protein FLJ 10759 (FLJ 10759), mRNA 


NM 018205 


Homo sapiens hypothetical protein FLJ 10751 (FLJ 10751), mRNA 


NM 018192 


Homo sapiens hypothetical protein FLJ 107 18 (FLJ 107 18), mRNA 


NM 018188 


Homo sapiens hypothetical protein FLJ 10709 (FLJ 10709), mRNA 


NM 018187 


Homo sapiens hypothetical protein FLJ 10707 (FLJ 10707), mRNA 


NM_018186 


Homo sapiens hypothetical protein FLJ 10706 (FLJ 10706), mRNA 


NM 018184 


Homo sapiens hypothetical protein FLJ 10702 (FLJ 10702), mRNA 


NM 018179 


Homo sapiens hypothetical protein FLJ 10688 (FLJ 10688), mRNA 


NM 018178 


Homo sapiens hypothetical protein FLJ 10687 (FLJ 10687), mRNA 


NM 018169 


Homo sapiens hypothetical protein FLJ 10652 (FLJ 10652), mRNA 


NM 018161 


Homo sapiens hypothetical protein FLJ 10631 (FLJ 10631), mRNA 


NM 018159 


Homo sapiens hypothetical protein FLJ 10628 (FLJ 10628), mRNA 


NM 018147 


Homo sapiens hypothetical protein FLJ 105 82 (FLJ 10582), mRNA 


NM 018142 


Homo sapiens hypothetical protein FLJ 10569 (FLJ 10569), mRNA 


NM 018137 


Homo sapiens protein arginine N-methyltransferase 6 (PRMT6), mRNA 


NM 018136 


Homo sapiens hypothetical protein FLJ 105 17 (FLJ 105 17), mRNA 


NM 018133 J 


Homo sapiens hypothetical protein FLJ 10546 (FLJ 10546), mRNA 


NM 018122 


Homo sapiens hypothetical protein FLJ 10514 (FLJ 1 05 1 4), mRNA 


NM_018120 


Homo sapiens hypothetical protein FLJ 1051 1 (FLJ 1051 1), mRNA 


NM 018119 


Homo sapiens hypothetical protein FLJ 10509 (FLJ 10509), mRNA 


NM 018116 


Homo sapiens misato (FLJ 10504), mRNA 


NM 018112 


Homo sapiens hypothetical protein FLJ 10493 (FLJ 10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ 1 0479 (FLJ 1 0479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ 10468 (FLJ 10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ 10466 (FLJ 10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ 10462 (FLJ 10462), mRNA 
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Homo sapiens hypothetical protein FLJ I04ou (tlj 10460), mRNA 


XIX A A 1 OAA"5 

NM 018093 


Homo sapiens nypotnetical protein rLJiu^jy i^rLj iu4j9j, mXNA 


NM 018092 
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Homo sapiens nypotnetical protein rLJiu<ou ^rLJiu^juj, mKMA 


XIX A A 1 OAA 1 

NM 018091 
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Homo sapiens nypotnetical protein rLJiiwzz ^rui IU422), mRNA 


vui A 1 OAA A 

NM 018090 


Homo sapiens nypotnetical protein rLJ iiwzu i^rLj iiwzo), mKNA 


VTii A t OAOT 

NM 018087 
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Homo sapiens nypotnetical protein rLJiU4U/ t^rLJ 1U40/), mKNA 


XTX A A 1 OAO£ 

NM 018086 
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Homo sapiens iidgetin (riuN), mKNA 


\ ii j A 1 OATO 

NM 018078 


Homo sapiens nypotnetical protein rLJ lUJ /o (rLJ 1 03 /o), mKNA 


NM 018076 
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Homo sapiens hypothetical protein rLJ 103 /o (rLJ 10376), mKNA 


XIX A a i omc 

NM 018075 


Homo sapiens hypothetical protein FLJ 10375 (FLJ 10375), mRNA 


XTX 4 A 1 OAT1 

NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


XlAvT A 1 QA^A 

NM U180/0 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


XTXif A 1 OAZTA 

NM 018060 


Homo sapiens hypothetical protein FLJ 10326 (FLJ 10326), mRNA 


XIX A A 1 OACjI 

NM 018054 


Homo sapiens homolog of rat nadrin (RJCH1), mRNA 


XTX A AIOAO 

NM 018052 


Homo sapiens hypothetical prote 


in FLJ 10305 (FLJ 10305), mRNA 


XTXif AIOACI 

NM 018051 


Homo sapiens hypothetical prote 


n FLJ 10300 (FLJ 10300), mRNA 


XTX if A 1 Of\A1 

NM 018047 


Homo sapiens hypothetical prote 


in FLJ 10290 (FLJ 10290), mRNA 


XTX A A 1 O r\A"J 

NM 018043 


Homo sapiens hypothetical prote 


in FLJ 10261 (FLJ 1026 1), mRNA 


XIX* A1 OAjIA 

NM 018040 


Homo sapiens hypothetical prote 


in FLJ 10252 (FLJ 10252), mRNA 


XTXif AIOAIA 

NM 018039 


Homo sapiens hypothetical prote 


in FLJ 10251 (FLJ 10251), mRNA 


XTXif A 1 O A') O 

NM 018038 


Homo sapiens hypothetical prote 


in FLJ 10246 (FLJ 10246), mRNA 


NM 018035 


Homo sapiens hypothetical prote 


in FLJ 10241 (FLJ 10241), mRNA 


NM 018034 


Homo sapiens hypothetical prote 


n FLJ 10233 (FLJ 10233), mRNA 


NM 018033 


Homo sapiens hypothetical prote 


n FLJ 10232 (FLJ 10232), mRNA 


NM 018026 


Homo sapiens hypothetical prote 


in FLJ 10209 (FLJ 10209), mRNA 


NM 018025 


Homo sapiens hypothetical prote 


n FLJ 10206 (FLJ 10206), mRNA 


NM 018011 


Homo sapiens hypothetical prote 


n FLJ 1 0 1 54 (FLJ 1 0 1 54), mRNA 


XTXif A1 OAAA 

NM 018009 


Homo sapiens hypothetical prote 


n FLJ10143 (FLJ10143), mRNA 


NM 018008 


Homo sapiens hypothetical prote 


n FLJ 1 0 1 42 (FLJ 1 0 1 42), mRNA 


XTXif A 1 OAA 1 

NM 018001 


Homo sapiens hypothetical prote 


n FLJ 1 0 1 20 (FLJ 1 0 1 20), mRNA 


NM 017994 


Homo sapiens hypothetical prote 


n FLJ 10099 (FLJ 10099), mRNA 


NM 017993 


Homo sapiens hypothetical prote 


n FLJ 10094 (FLJ 10094), mRNA 


NM 017988 


Homo sapiens hypothetical prote 


n FLJ 10074 (FLJ 10074), mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R), mRNA 


NM 017976 


Homo sapiens hypothetical protein FLJ 1003 8 (FLJ 1003 8), mRNA 


NM 0 18409 


Homo sapiens hypothetical protein DKFZp761O01 13 (DKFZp761O01 13), 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221), mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKJFZp547M236), mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K12IO), 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042), mRNA 


NM_0 18456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040), mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039), mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036), mRNA 


\l \ A A 1 O A O 

NM 018432 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35), mRNA 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3), 
mRNA 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucieoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KJDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2trprotein ( PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase fPCLl), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC5 1760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC5 1754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21AJ2),mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC51720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI- 1 47 protein (LOC5 1 65 1), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434JI54), mRNA 


NM^O 15981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC5 1608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-44 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC5 1283), mRNA 


NM 016526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC5 1 249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXPI ), mRNA 1 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) fDBRl ) T mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC5 1 1 59), mRNA 
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NM 016185 


Homo sapiens hematological and neurological expressed I (HN1), mRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51 152), mRNA 


NM 016139 


Homo sapiens 16.7Kd protein (LOC51 142), mRNA 


NMJM6I29 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (COPS4), mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC5 1 134), mRNA 


NM_0I61I9 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (LOC51 125), mRNA 


NM 016096 


Homo sapiens HSPC038 protein (LOC51 123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC51 1 18), mRNA 


NM 016014 


Homo sapiens CGI-67 protein (LOC5 1 104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mRNA j 


NM 015974 


Homo sapiens lambda-crystallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galan in-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase I 16 kDa subunit (LOC51082), mRNA 


NM 015953 


Homo sapiens eNOS interacting protein (NOSIP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo sapiens geminin (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORF (LOC51035), mRNA 


NM 016080 


Homo sapiens CGI- 150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI- 146 protein (LOC51029), mRNA 


NM 016052 


Homo sapiens CGI-1 15 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LOC51016), mRNA 


NM 015940 


Homo sapiens CGI- 10 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC251), mRNA 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM 016472 


Homo sapiens hypothetical protein (HSPC210), mRNA 


NM 016464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC194), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC189), mRNA 


NM 016404 


Homo sapiens hypothetical protein (HSPC152), mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 016399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


NM 016395 


Homo sapiens butyrate-induced transcript 1 (HSPC121), mRNA 


NM_0 16387 


Homo sapiens hypothetical protein (HSPC060), mRNA 1 


NM 016101 


Homo sapiens hypothetical protein (HSPC03 1 ), mRNA 


NM_0159I8 


Homo sapiens homolog of yeast RNase MRP/RNase P protein Pop5 (POP5), 
mRNA 


NM 016257 


Homo sapiens hippocalcin-Iike protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD0I5 protein (PTD015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO 1880 protein (PRO 1880), mRNA 


NM 014100 


Homo sapiens PRO 1770 protein (PRO 1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KJAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAAI01 8 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (K1AA1008), mRNA 


NM 014954 


Homo sapiens K1AA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KJAA0976), mRNA 


NM 014930 


Homo sapiens KJAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens K1AA0967 protein (K1AA0967), mRNA 


NM 014912 


Homo sapiens KJAA0940 protein (KIAA0940), mRNA 


NM_0 14021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM 014729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KJAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KJAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM 014732 


Homo sapiens KIAA0513 gene product (KIAA05 13), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA0431 protein (KIAA043 1), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KJAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KJAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens K1AA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KJAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), mRNA 


NM 014745 


Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KJAA0222), mRNA 


NM 014674 


Homo sapiens KJAA0212 gene product (KIAA0212), mRNA 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens K1AA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA01 30), mRNA 


NM_0 14755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NMJM4628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0110),mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens K1AA0102 gene product (KIAA0102), mRNA 


NM 014780 


Homo sapiens KJAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM_0 15684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM_014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM_014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N072 1 protein (DKFZP586N072 1 ), mRNA 


NM_015583 


Homo sapiens DKFZP586M0622 protein (DICFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DICFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DICFZP564K247), mRNA 


NM_0 15623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKPZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DJCFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NMJH4229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


NM_0 14402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 
mRNA 


NMJ) 14394 


Homo sapiens growth hormone inducible transmembrane protein (GHITM), 
mRNA 


NMJ) 1 4225 


Homo sapiens protein phosphatase 2 (formerly 2 A), regulatory subunit A (PR 
65), alpha isoform (PPP2R 1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metal loprotease 1 (pitrilysin family) (MP1), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


NM_0 14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP10), mRNA 


NMJ) 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 


NMJ) 14576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005884 


Homo sapiens p21(CDKNl A)-activated kinase 4 (PAK4), mRNA 


NMJ) 13434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens single-stranded DNA binding protein 2 (SSBP2), mRNA 


NM 013235 


Homo sapiens putative ribonuclease III (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUF), mRNA 


NM 013323 


Homo sapiens sorting nexin 1 1 (SNX1 1), mRNA 


NM 013388 


Homo sapiens prolactin regulatory element binding (PREB), mRNA 


NM 013328 


Homo sapiens pyrroline 5-carboxylate reductase isoform (P5CR2), mRNA 


NM 013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


NM 013285 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM 013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKJC3), mRNA 


NMJM3339 


Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA 


NM 005690 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 2, mRNA 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM 012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Homo sapiens fibrousheathin II (FSP-2), mRNA 


NM_0 12081 


Homo sapiens ELL-RELATED RNA POLYMERASE II, ELONGATION 
FACTOR (ELL2), mRNA 


NMJ)03996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 2, mRNA 


NM 005260 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 006685 


Homo sapiens proline rich 3 (PROL3), mRNA 


NMJ)07357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM 004133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NMJ)03144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1 , 
mRNA 


NM_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 2, 
mRNA 


NM 005162 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NM_005501 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant b, mRNA 


NM 007144 


Homo sapiens zinc finger protein 144 (Mel-1 8) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NM 007199 


Homo sapiens interleukin-1 receptor-associated kinase M (IRAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-GAPfTBC-containing (VRP), mRNA 


NM 007027 


Homo sapiens topoisomerase (DNA) Ii binding protein (TOPBP1), mRNA 


NMJ)06938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NMJ)06937 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mRNA 


NM 007029 


Homo sapiens stathmin-like 2 (STMN2), mRNA 


NM 007042 


Homo sapiens ribonuclease P (14kD) (RPP14), mRNA 


NM_006907 


Homo sapiens pyrroline-5-carboxyIate reductase 1 (PYCR1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


NM 007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006895 


Homo sapiens histamine N -methyl transferase (HNMT), mRNA 


NM 007071 


Homo sapiens HERV-H LTR-associating 3 (HHLA3), mRNA 


NM 007067 


Homo sapiens histone acetyltransferase (HBOA), mRNA 


NM_007006 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 
(CPSF5), mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIPA), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acety1glucosaminyltransferase 
6 (B3GNT6), mRNA 


NMJ)06653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-Iike 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXN1P), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTAT1P), mRNA 


NM_006281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) III (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidvlinositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBFl), mRNA 


NMJ)06473 


Homo sapiens TAF6-like RNA polymerase II, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin Mike) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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mRNA 


NMJ)06417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(MLCB), mRNA 


NM 006152 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM_006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZAl),mRNA 


NM 006086 . 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1 ), mRNA 


NM 005819 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-rich factor 2 (SERF2), mRNA 


NM 005805 


Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM_005869 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10), 
mRNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM_005693 


Homo sapiens nuclear receptor subfamily 1 , group H, member 3 (NR1 H3), 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


NM_005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NMJ)05838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ)05754 


Homo sapiens Ras-GTPase-activating protein SH3-domain-binding protein 
(G3BP), mRNA 


NM_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96), mRNA 


NMJ)05694 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NMJ)05881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


NM_0057I8 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NM_005399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA ! 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA j 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA I 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1 , group H, member 4 (NR1 H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 1 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA \ 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NMJ)05003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 , alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB 1 ), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NMJ)04175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RTN 1 ), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 11), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NM_004672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 


NMJ)04828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1 ), j 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (K1F5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KJAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 (KCNB2), mRNA 


NM 004848 


Homo sapiens basement membrane- induced gene (ICB-1), mRNA 


NM_004763 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A), 
transcript variant I, mRNA 


NMJ04814 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP), 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


NMJ)04832 


Homo sapiens glutathione-S-transferase like; glutathione transferase omega 
(GSTTLp28), mRNA 


NM 004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


NMJ)04483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 (ET(B)R-LP-2), mRNA 


NM 004440 


Homo sapiens EphA7 (EPHA7), mRNA 


NMJ)04757 


Homo sapiens small inducible cytokine subfamily E, member I (endothelial 
monocyte-activating) (SCYE1), mRNA 


NMJ)04427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mRNA 


NM 004422 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine- inducible kinase (CNK), mRNA 


NM_004365 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) (CETN3), 
mRNA 


NM 004680 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


NM 004291 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NMJ)04330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNIP2), 
mRNA 


NM 004024 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001177 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


NM_001509 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 1, mRNA 


NM 001349 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


NM_001329 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 
mRNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NM_003348 


Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA 


NMJ)03341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NMJ)03339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003 115 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA 


NMJW3305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


NMJ)03747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5A (STX5A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NMJ)03059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NMJ)03033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCDl), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RJPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3). mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NMJ)02718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 1 30), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein I (liprin beta 1) 
(PPFIBP1), mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NMJ)02685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (iOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 
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(PIP5K2B), mRNA 


NM_003629 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, 
gamma) (PIK3R3), mRNA 


NM_002649 


Homo sapiens phosphoinositide-3 -kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NM_000923 


Homo sapiens phosphodiesterase 4C, cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1), mRNA 


NMJ)02482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM_003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM_003676 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 
(DEGS), mRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo sapiens integrin, beta 8 (ITGB8), mRNA 


NM_002204 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (IL13RA1), mRNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


NM 002156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


NMJ)02053 


Homo sapiens guanylate binding protein I, interferon-inducible, 67kD (GBP1), 
mRNA 


NMJ)01482 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


NM 002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM_003758 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(EIF3S1), mRNA 


NM_00I404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 ! 


Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 

I^IIVI \J\J 1 # Oi. 


Homo saoiens CD72 antieen (CD72\ mRNA 


NM 001762 


Homo sapiens chaperonin containing TCP I , subunit 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA I 


NM 003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF 1 ), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase C (ITPKC), mRNA 


NM 014203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha- 1-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZp586I0418 (DKFZP586I0418), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 

l*i T * www 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC 16386), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 A 1 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM 080656 


Homo sapiens similar to RIKEN cDNA A430 1 0 1 B06 gene (MGC 13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421 El 8 gene (MGC 14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 01SS70 


Hnmn sanipns autism-related nrotein 1 fKIAA0442^ mRNA 


NM oisn? 


Hnmn saniens sortinp nextn 11 ^SNX13^ mRNA 


NM 0774S7 

IN 1V1 \J £.£.1J I 


Homo saniens similar to constitutive DhotomorDhocenic orotein 1 (ArabidoDsis) 
fFLJ10416) mRNA 


NM 030658 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 OCIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2), mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo sapiens cation channel of sperm (CATS PER), mRNA 


NM 053053 


Homo sapiens SPT3 -associated factor 42 (STAF42), mRNA 


NM 053048 


Homo sapiens hypothetical protein MGC16384 (MGC16384), mRNA 


NM 053047 


Homo sapiens hypothetical protein MGC 16063 (MGC 16063), mRNA 


NM 053040 


Homo sapiens PNAS-123 (LOC85028), mRNA 


NM_053039 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28), 
mRNA 


NM 053001 


Homo sapiens odd-skipped-related 2A protein (OSR2), mRNA 


NM 052997 


Homo sapiens breast cancer antigen NY-BR-1 (NY-BR-1), mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP-2), mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 


Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


NM 052931 


Homo sapiens activating NK receptor (KALI), mRNA 


NM 052879 


Homo sapiens c-Mpl binding protein (LOCI 13251), mRNA 


NM 030928 ! 


Homo sapiens DNA replication factor (CDT1), mRNA 


NM_025185 


Homo sapiens putative ankyrin- repeat containing protein (DKFZP564D 1 66), 
mRNA 


NM 015179 


Homo sapiens KIAA0690 protein (KIAA0690), mRNA 


NM 033626 


Homo sapiens JM1 1 protein (JM1 1), mRNA 


NM 022735 


Homo sapiens golgi phosphoprotein 1 (GOLPH1), mRNA 


NM_033547 


Homo sapiens hypothetical gene MGC16733 similar to CG121 13 (MGC16733), 
mRNA 


NM 032268 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


NM 016167 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM 033414 


Homo sapiens hypothetical protein MGC 17552 (MGC 17552), mRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 033317 


Homo sapiens hypothetical gene ZD52F10 (ZD52F10), mRNA 


NM 033266 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


NM 031955 


Homo sapiens NYD-SP12 protein (NYD-SP12), mRNA 


NM 033210 


Homo sapiens hypothetical protein FLJ 14855 (FLJ 14855), mRNA 


NM 033211 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo sapiens hypothetical protein MGC 16169 (MGC 16169), mRNA 


NM 033117 
i \f^j ii» 


Homo sapiens hypothetical protein MGC2734 (MGC2734), mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_0t4001 


Homo sapiens golgi associated, gamma adaptm ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGCl 1316 (MGC1 1316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGCl 3040 (MGCl 3040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGCl 6279 (MGCl 6279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGCl 4421 (MGCl 4421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGCl 4433 (MGCl 4433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGCl 4258 (MGCl 425 8), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGCl 4376 (MGCl 4376), mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC 15912 (MGC 1 59 1 2), mRNA | 


NM 032884 


Homo saniens hvoothetical Drotein MGCl 5882 (MGCl 5882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC 15563 (MGC 15563), mRNA 


MM 019875 


Homo saDiens hvDOthetical Drotein MGC 15482 (MGC 15482), mRNA 

1 1 \ji jdyj 1V1 lO 11 Jr yJ \J vi IV Li veil yt i \J i»» » ♦ » »•-' 1 w ~" \ / 7 


MM 019874 


Homo saDiens hvoothetical Drotein MGC 15438 (MGC 15438), mRNA 


MM 019879 


Homo saoiens NADPH oxidase- related, C2 domain-containing protein (JFC1), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L) mRNA 


MM 019866 


Hnmo saniens hvoothetical Drotein FLJ 14957 (FLJ 14957), mRNA 


MM 019860 

IN 1V1 UJLOW 


Homo sapiens hypothetical protein FLJ 14909 (FLJ 14909), mRNA 


MM 019858 

IN 1V1 UJlOJO 


Homo sapiens hypothetical protein FLJ 14904 (FLJ 14904), mRNA 


MM 039852 

1N1Y1 VJ^OJ^ 


Homo saoiens AUT-like 1. cysteine endopeptidase (S. cerevisiae) (AUTL1), 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FLJ 14827 (FLJ 14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FLJ 148 16 (FLJ 148 16), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLJ 14761 (FLJ 14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ 14681 (FLJ 14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ 14675 (FLJ 14675), mRNA 


NM 039822 


Homo sapiens hypothetical protein FLJ 14668 (FLJ 1 4668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FLJ 14642 (FLJ 14642), mRNA 


MM 039804 


Homo sapiens hypothetical protein FLJ 14547 (FLJ 14547), mRNA 


NM 032795 

1N1V1 UJi. / 


Homo sapiens hypothetical protein FLJ 14494 (FLJ 14494), mRNA 


MM 032783 


Homo sapiens hypothetical protein FLJ 14431 (FLJ 14431), mRNA 


MM 032766 

INIV1 \J J £* I \J\J 


Homo sapiens hypothetical protein MGC16179 (MGC 161 79), mRNA 


MM 032763 


Homo saDiens hvoothetical protein MGC 16 142 (MGCl 61 42), mRNA 


MM 032756 

1NLV1 V/J i> 1 J\J 


Homo sapiens hypothetical protein MGCl 5668 (MGC 15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


MM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


MM 032723 

1N1V1 UJi/LJ 


Homo sapiens hypothetical protein MGC 12760 (MGC 12760), mRNA 


MM 032790 

IN1V1 \Jj£,IL.\J 


Homo saDiens hvoothetical protein MGC 10724 (MGC 10724), mRNA 


MM 039715 

IN 1VI / 1 J 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


MM 019719 

IN IV1 yji / 1 x. 


Homo saDiens hvoothetical Drotein MGCl 3 170 (MGCl 3 170), mRNA 


MM 01971 1 

IN1VI KJJi. Ill 


Homo saDiens hvoothetical protein MGC 13090 (MGC 13090), mRNA 


MM 019706 


Homo sapiens hypothetical protein MGC 12966 (MGC 12966), mRNA 


MM 019705 

1NIV1 \Jj£,f\JJ 


Homo saoiens hvoothetical protein MGC 14801 (MGC 14801), mRNA 


MM 012694 


Homo sapiens hypothetical protein MGC 12935 (MGC 12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC 10646 (MGC 10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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Homo saoiens hvoothetical Drotein MGC2641 (MGC2641V mRNA 


NM 032601 


Homo sapiens methylmalonyl CoA epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 037593 


Homo saniens PKCI-1 -related HIT Drotein (HIT- 17), mRNA 


NM 032586 


Homo saniens testis transcriDt Y 8 (TTY8), mRNA 


NM 032SR2 


Homo saniens ubiauitin SDecific Drotease fNY-REN^O). mRNA 


NM 032580 

IN IVI UJ^JOU 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 




Momn *anien<: hvnothetical nrotein FLJ 14753 (FLJ 14753) mRNA 


NM 037SS7 


Homo saoiens HP43 8KD Drotein (HP43 8KJD) mRNA 


NM 032553 


Homo saniens nntative nurinerpic receDtor (FK.SG79) mRNA 


NM 032545 

IN IVI \Jj 4,J*U 


Homo sanien*; crvntic eene (CRYPTIC) mRNA 


NM 090063 


Homo canipnQ Movl 0 Molonev leukemia virus 1 0 homoloc (mouse) (MOV 10). 
mRNA 


NM 032S22 


Homo ^aniens hvoothetical Drotein MGC2629 (MGC2629), mRNA 


NM 032507 


Homo saoiens cerebral Drotein-4 fHUCEP-4). mRNA 


NM 032499 


Homo saoiens hvoothetical Drotein HH1 14 (HH1 14). mRNA 

1 l\J | 1 l\J Jup IVllJ »*V Kv U IvllvUl pi V fcw Ul * » * • ■ * /) ** * * 


NM 032494 


Homo saniens zinc fincer Drotein (LOC84524). mRNA 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 

IN IV! \JJ£.*rOl 


Homo saniens actio related orotein Ml (ARPM1). mRNA 


NM 032486 


Homo saoiens dvnactin 4 (MGC3248) mRNA 


NM 01944S 


Homo saniens MFGF1 1 orotein (MEGF1 1 ) mRNA 

rlUIIIVs oajJlCllD IVIUVJI 1 1 piwit>in ^i»ii-(\Ji 1 1 /> in**- 1 


NM 030898 


Homo saoiens hvoothetical Drotein FLJ21673 (FLJ21673), mRNA 


NM 032412 


Homo saniens nutative nuclear orotein ORF1-FL49 (ORF1-FL49), mRNA 


NM 03941 1 


Homo canipnQ e^onhaaeal ranrer related pene 4 Drotein (ECRG4). mRNA 


NM 01S947 

IN IVI V 1 J^*t / 


Homo ^aniens rvlindromatosis Tturhan tumor svndrome) (CYLD). mRNA 


NM 039330 


Homo saniens hvnothetical orotein MGC 12536 (MGCI2536). mRNA 


NM 039384. 


Homo saniens hvoothetical orotein FLJ23 1 83 (FLJ23 1 83) mRNA 


NM 039379 


Homo ^aniens hvnothetical nrotein MGC 1 6 1 86 (MGC 1 6 1 86) mRNA 


NM 039367 

IX IVI UJlJU / 


Homo saniens hvnothetical Drotein MGC15435 (MGC 15435), mRNA 

1 1U1 1 l\J jup 1 vl 1 J ilj pUUIvVlvul pi \J IW ill l » ivl i *s * -.J *s Vp* •-'"'/J »»«^^-» * * » 


NM 032354 


Homo saniens hvoothetical Drotein MGC 10744 (MGC 10744). mRNA 


NM 032347 


Homo saniens hvoothetical orotein MGC 13250 CMGC 13250), mRNA 


NM 039344 


Homo saniens hvnothetical Drotein MGC 13045 (MGC 13045). mRNA 


NM 032342 


Homo saoiens hvoothetical Drotein MGC 12992 (MGC 12992), mRNA 


NM 032340 


Homo saniens hvoothetical Drotein MGC 14833 (MGC 14833), mRNA 


NM 039338 
ix IVI UjZjjO 


Homo saniens hvnothetical nrotein MGC 148 17 (MGC 148 17), mRNA 


NM 039333 

IxlVl vJiJJJ 


Homo saniens hvnothetical nrotein MGC4248 (MGC4248). mRNA 


NM 0^9197 
ixtvi UJ^JZ/ 


Homo saniens hvnothetical nrotein MGC2993 (MGC2993) mRNA 


NM 039395 


Homo saniens hvnothetical orotein MGC1 1 102 (MGC1 1 102), mRNA 

IlVJIIIU odpiClli 1 iy ^UUIvllval j/iuiwill iTiviv i i i yi»ivv/i i • 1 * " * * 


NM 019394 

1N1V1 UJiJiH 


Homo caniens hvnothetical nrotein MGC13186 (MGC 13 186). mRNA 

nUIIIU odpiCIlo liy puuiwllval pi Wit 111 l>i\Jv i -J i uv ^i'ivn-/ * 1 wv/j ii u^-i * 


NM 039393 


Homo saniens hvnothetical orotein MGC 13 102 (MGC 13 102). mRNA 


NM 019390 
IxlVl Uj^j^u 


Homo saniens hvnothetical orotein MGC 13007 (MGC 13007). mRNA 

ElUIIlU OdpICIld lljr |JV/lllCHV«dl pi W IV 1*1 l»l\JV 1 — ' W » ^1'ivivi i -> \j\s i / j 1 


NM 01911 R 


Homo caniAnc hvnothetiral nrotein MGC 12945 (MGC 12945) mRNA 


NM 019117 


Homo cjinif^nc hvnothetiral nrotein MGC 1 2943 (MGC 12943) mRNA 


NM 032316 


Homo sapiens hypothetical protein MGC 12936 (MGC 12936), mRNA 




Urtmrt conipnc h\/nothf»tipa1 nrotpin MGC3900 ^MGC3200^ mRNA 

nomo sapiens nypoineiivai proicui ivivj^j ^uu ^ivi\j\^j^.w^, imum 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp76IJI523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp76 1 D22 1 (D(CFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp76 1 C 1 2 1 ), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp76 1 B 1 5 1 4 (DKFZp76 1 B 1 5 1 4), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mKNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein UK.rz,p4jHcioy (utvrZ,p4j4cioyj, mtviNA j 


NM 032264 


Homo sapiens hypothetical protein DKFZp434Dl77 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DKrZp4J4NUo:>U (DKJ , Zp4j4iNUo:>u;, 

r> via 

mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKPZp434G0920 (DKPZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DixrZp4J4Al /l (DK±£p4.>4Ai mruNA 


NM_032249 


Homo sapiens hypothetical protein UK.hZp4J4hl5lv (UisJ 4 Zp4j4r loiyj, 
mRNA 


NM 032248 


Homo sapiens nypotnetical protein DKJ*z.p4.>4r i / iy ^uivrz,p i *J i +r i / iy;, 
mKNA 


NM lb2246 


Homo sapiens nypotnexicai proiein L/ivr^p'O't juoi / ^j^ivtz^phjhjuoi '/> niivinm. 


NM 0J224D 


Homo sapiens nypotnetical proiein urwr^p^fj'tiiyio ^uivr^pHjtii^ioj, humnm 


NM U32223 


n„„„ Utrr<»/-vtUotI^o 1 nrntpin FT 177/177 /PI 177477^ mRNA 

Homo sapiens nypotneiicai proiein rLJzz'iz / ^rLJzzH^/^ nu\iN/\ 


XIX /f rt^oiAn 

NM UjzzUV 


T_I _ U,rr>/^tKi£»tIr'n 1 nrntpin FT 17 1 777 (V\ 17 1 777^ mRNA 

Homo sapiens nypouieucai proiein rLjzi / / / ^rLJzi / / mi\iN/\ 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


| Y _ „ ■ „ U*~±~.*U*%*l*sn\ „,ntam 17 T I17 1Q7 /"FT 117lQ7\ mDMA 

Homo sapiens nypotnetical protein rLJUiyj i^rLJiJivj;, mivfNA 


NM 032167 


Homo sapiens hypothetical protein FLJ 12363 (FLJ 12363), mRNA 


NM 032161 


ii • 1/ i a a i 0*7/\ — — — * ~ ! _ / Ty I a A 1 0*7A\ m D XI A 

Homo sapiens KIAA1870 protein (KJAA187U), mKNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DK.FZP566K1946), 
mRNA 


NMJ)32148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKJ-ZP4j4K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKi 7 ZP4j4L07l5), 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp4j4E2318 (DK.FZP4j4h2jlo), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp4j4L1717 (DlCFZP4j4L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKrZp564D047» (UKJ-Zr^C)4L)U4/5j, 
mRNA 


NM_032120 


Homo sapiens hypothetical protein DKFZp564UU52J (UlvTZr^()4(Ju^2j;, 
mRNA 


NM 020921 


Homo sapiens ninein (GSK3B interacting protein) (N1N), mKiNA 


NM 020441 


Homo sapiens hypothetical protein UKvhZp /o2iloo (Uis.rz,r /ozi looj, mtviN a 


NMJM8719 


. . l . i . ■ t rM/c7«i/:iF a"5 i i /T\vF7'rx7/i7r n*i i \ 

Homo sapiens hypothetical protein DKFZp762L031 1 (UNTiCp/oiLU^i i;, 

mRNA 


NM 015630 


Homo sapiens DICFZP5o6r2124 protein (UK.rZ.P3oorzi24j, mKJNA 


NM 015621 


Homo sapiens DiCFZP434C171 protein (UrvrZ,r4J4Ci /i;, mKiNA 


NM 015595 


t ¥ * rM/r7n/iT(ir\i AC n . A »Ain /p\ i/ c*7D/l 7/1Pi1/1A\ mP\I A 

Homo sapiens DKrZP4J4L)l4o protein (Ulvrz>r4j4Ui4o;, mivrN a 


NM 015496 


ii r\xs r*'7TiA') At * 1 C /TM/C7D/JT/4II 1 -.DMA 

Homo sapiens DKFZP43411 16 protein (DKJ*Z,P4J4U lo), mKJNA 


KI\yf fi 1 ^A7 1 
IN IVl \J l J** / l 


Hnmn cj»nir*nQ V}\C F7PS660 1 646 nmtpin ^008"! mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564DI72), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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kim momn 

FN [VI UJZUjU 


nomo Sapiens rixovjoj irrwovjo.?^ ihinjnav 


IN iVi UjZUZo 


Hnmn contpnc cprirWtlwnninp. kinase FKSG81 (FK^GRn mRNA 
nuiIIU Sapiens oCilIIwinreonillC mikuc i jtvijvjo i rvj\jo i 1 1 irvi ^ / v 


KIM 

r\ivi ujzuzj 


Hnmn canipnc CnACtf nmtf»in fTDA02^ mRNA 
ilUllIU bapiCIlo \-l-Jf\\Jt. piUlClI! \\>i-*rw£* j) iiuxa^rx 


KIM fi17ft7 1 
fN fvl UJZUZ1 


Mnmn caniAnc AHO^I nrntf»in ( A DO^ W mRNA 

nomo Sapiens t\u\jj i proiein \r\u\jj i j, imvi^n 


KIM fil 1 Q44 
IN fvl UJl7*t*f 


Mnmn caniAnc MiY-liWp hnmpnhnx nrotein 1 (Mil Dl^ mRNA 


xix if m i Q7A 
nm ujiyzu 


Mnmn conipnc ARGQQ nmtpin f ARG99^ mRNA 
nomo Sapiens rYivvJ.7 7 prOLClll ^Ai\\J j j ) y \ i nvn r\. 


kim rnidRfi 


UnmA canipnc hvnnthpfiral nrntpin AD034 TAD0^4^ mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434121 17), mRNA 


XI M mi/177 
NM UJ 14 / / 


nomo Sapiens nypoineiicai proiem rvivjv^ivjvv/ ^ivivj^ t uis\j^r\ 


XI M A71/47A 

NM_U.> 14 /o 


u Amn canine Kvfnr»thAti^al nrntpin ViK F7n4^4Rft44 ( DKF7P414R044^ mRNA 
nomo Sapiens nypoineiicai proiem LTvrz^pH jhduhh ^ivr^rtjtDU'ttj, i uiyinm 


XTM n7U77 
NM UJ14/Z 


U/tmrt conianc k\mr»tk*»ti^a 1 nrnt«>in \ACiC 1 1 1 14 (\ACiC) 1 1 141 mRKJA 

nomo Sapiens nypouieucai protein ivivjv^i 1 1 ^ivivjv^i i utj, iuiyin/a 


KIM HI 1/171 
IN M Uj 14/1 


nomo Sapiens nypoineiicai proicin iviuviu7uu ^iviu\^iu7uu;, nnvi^n 


XTM All 4^7 
IN M_UJ 1 43 / 


nomo Sapiens memurane-spaluling H-uoiiidiiib, buuidiiiny ay, iiiciiiuci od 
^M^4AJlR^ mRKJA 


kim rnid^n 


UnrrtA canipnc K\mr»tK*»tir»al nrntpin ^PSI'?^^ mRKJA 

nomo Sapiens nypouieiicai pioiciu pjj^u ^r^j^uy, mumia 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM UJ14J5 


rtonio sapiens nypoineiicai proiem L/ixxz^p/oi 11 /z yL/r\^r /oi 11 iihvin/\ 


NM U3I4J4 


riomo sapiens nypoineiicai proiein ivivjv^ jh'+z ^ivivjv^jh*+z^, iiiivinm. 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


XIX A A1 

NM 015497 


Homo sapiens UKJ*Zrjo4LiZUZZ protein ^uKTz.rj04<jzuzz;, nuviN/\ 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 

O XT A 

mRNA 


XIX A A^ 1 'iAC 

NM 031295 


Homo sapiens hypothetical protein rrizzo (rr izzo;, itik.jna 


XTXX mitAI 

NM 031291 


U„ U,r«>-v*U^*;^«1 nrntain 1^1^177^/11/1X1171^ /'H 1^ P7PA 1 /1KJ 1 7 1 ^ 

Homo sapiens nypotnetical protein Dis.rZ,p4j4Niz.}j ^uixTz.r4j4NizjD;, 
mRNA 


XIX if A*5 1 Ortft 

NM_031290 


Homo sapiens nypotnetical protein uivrz,p4j4ivi i /z ^uixxz.r4j4Ni i /zj, 

mDXl A 

mKJNA 


XIXX A"J 1 77A 

NM UJIz/U 


Homo sapiens rrcvji jvo protein ^rtv^i jvo^, uuvinm 


XTM A7 17/CQ 

INM UjIZOo 


11-.—.-. conionc DDHflAAl r\rrvt^irt /^PROfl4Al\ mRKJA 

Homo sapiens rK\JU40i protein ^rivvyu4oi ) y miviN/A 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DFCFZP434G2226), 

mKJNA 


XIM ni17^5 

NM UlJJjo 


I_If\w*s> ormiAno nanti/Ix/l'>rninin/> /IpiminOCP fVHP T I nP A Il.rOmnvl fl 1 mRKJA 

nomo sapiens peptiuyiarginine ueiminase type 1 ^nr/\L/-Loiuny ivj, iiii\jn/\ 


XT\/f AlAQftA 

fNM UjUVoU 


U AmA ponionc K\mr\tK^ti^al nmrpin FT 117^71 /'FT I 1 9 A7 1 "\ mRKJA 

nomo sapiens nypomeiicai protein r l,j i zo / 1 ^flji zo / 1 inrviNM. 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


XI\i4 A7AO?'5 


n. m . u.^^tViotiVol r\mtt>in nk r F7r*7Al F9 1 10 /T)k r F7P7^1 F9 1 10^ 

Homo sapiens nypotnetical protein uivrz-p to i cz 1 1 u ^uivr z,r /oi cz 1 1 u;, 

rviDXf A 

mRNA 


XIX A f\*if\S\A 1 

NM 030941 


Homo sapiens exonuciease Ncr-sp ^LUCoioyi;, itlkjna 


NM 0JU9J9 


Unrnn conionc K \/^/^tKi=»ti r q I nrntpin FT T19£1Q/FT T19A10\ mRKJA 

Homo sapiens nypoineiicai protein tljizoi:? ^ruizoi7j, iiuviNiA 


NM 030938 


Homo sapiens likely ortnoiog oi rat vacuole memorane protein i ^ vivir i;, 

mDXI A 

mKJNA 


XIX* A7A077 

NM U3U9JZ 


Homo sapiens Qiapnanous nomoiog j ^urosopmid^ ^uiArnj j, iiuvin/\ 


KIM A1AQ77 

nm ujuyz/ 


U« m n pnnionc K\/r»<-\tKoti^Q I nrAtpin \AC\C 1 11^9 /MPir 1 1 1 S 9^ mRKJA 

Homo sapiens nypoineiicai proiein iviov^i ujz ^ivi\jv-«i uj^j, inrvi>/^ 


XI\yf ATAQ7S 

NM UJU9ZO 


II AmA ponione h\^n*Vi<atir»0 1 r\tv\t#»in FT 1 17^77 ^FT 1 1 9 S77^ mRKJA 

Homo sapiens nypoineiicai proiein r lj i z j / / lj i z j / itlixinm 


XTXvf AT AO 1 0 

NM UJUVlo 


Homo sapiens nypomeiicai protein Myui4 ^iviiui^j, miviNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


xix4 n^Aonn 

NM 030899 


II-. _^ ~ y. nn r» Mn kt«n»Uai!/>nl CT I77/IA7 /CI 17 1 A A7\ mRKJA 

Homo sapiens nypotnetical protein rLJZJ4u/ ^rLJZJ4u/^ > mKiNA 


NM fHR£S7 

IN IVI VJ 1 OD J / 


Unmn car*if»nc mvnnpnrin ^N4Y7\TKJ^ mRKJA 
nuiIIU oapicilo iiiywiicui ui yivi i i^i^i jj iiuuiA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKPZP564L2423), 
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mKNA 


XIX jf A^AOni 

NM 030802 


Homo sapiens C/bDr-inauced protein (LUCoijjoJ, mKNA 


NM 03080Q 


Homo sapiens hypothetical protein DKJ*z.pjo4uioo4 (UKJ - Zrjo4uioo4j, 
mRNA 


NM 030799 


Homo sapiens nypotnetical protein Ar I40zzz> (At* i4Uzz>j, mKJNA 


NM 030793 


Homo sapiens nypotnetical protein orizy (or jzv;, mKNA 


XtXiff A^AIAI 

NM 030792 


Homo sapiens nypotnetical protein rr iooj (rr loo j), mKNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute earner ramiiy 38, member 1 (SLC38A1), mKNA 


NM 030672 


ft ♦ |_ .i ■ . f->i I | A? 1 1 /ri IIAT11\ I"> XT A 

Homo sapiens hypothetical protein FLJ10312 (FLJ10312), mRNA 


NM 024947 


» t • 1 .ii ^ 1 * * r?t riOT>A /CI 1 1 ^T>A\ _,n\l A 

Homo sapiens hypothetical protein FLJ 12729 (FLJ 12729), mKNA 


NM 024963 


Homo sapiens hypothetical protein FLJ1 1467 (FLJl 1467), mKNA 


XIV A A I 1/AA 

NM 017600 


Homo sapiens hypothetical protein DKFZp434M033l (UKFZp434M0jjl), 

nxi a 

mKNA 


NM 030652 


Homo sapiens NG3 protein (N03), mKNA 


XIX A f\1f\£. C 1 

NM 030651 


Homo sapiens chromosome 6 open reading frame 3 1 (C6orD 1 ), mRNA 


NM 020444 


Homo sapiens K1AA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mKNA 


NM 025154 


j f • 1/ T A A AO 1 A — _~ /IX TA A AO 1 A\ O XI A 

Homo sapiens KIAA0810 protein (K1AA0810), mKNA 


NM 017515 


T 1 _ _ • . A ] j. _ " _ /¥ f Olw T f~\ \ T t \ T") "VTA 

Homo sapiens novel protein (HSNOVI), mKNA 


NM 024924 


it ■ L.—-.«u*4:»-i tti inAoc /n inftoc\ M n\i a 

Homo sapiens hypothetical protein FLJ 12985 (FLJ 12985), mKNA 


\ii 4 A^Af TA 

NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 

X jf \ „D\f A 

M), mRNA 


XIX A AH A/T O 

NM 022068 


Homo sapiens hypothetical protein FLJ23403 (rLJ 23403), mKNA 


NM 025179 


Tin .™ ,-■ ^ _| A „,' H AT /DT VX1 A T\ D XI A 

Homo sapiens plexin Az (rLANAz), mKNA 


X I X jff A 1 vlAn 

NM 014033 


Homo sapiens DKFZP586A0522 protein (DivrZr5ooA0522), mKNA 


NM 006468 


Homo sapiens polymerase (KNA) ill (UNA directed) (ozkjj) (KtLoz), mKNA 


NM 025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


XIX y* AIO^I 

NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


XTXjf AOO^I 

NM 025261 


Homo sapiens 06C protein (06C), mKNA 


NM 025260 


Homo sapiens G6B protein (G6B), mKNA 


XIX -* AIOCA 

NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mRNA 


XIX if AIOI 1 

NM 025231 


Homo sapiens hypothetical protein FLJ22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


XIX jf A^MAI 

NM 025201 


Homo sapiens hypothetical prote 


nPP1628 (PP1628), mRNA 


xix jf A^c i 

NM 025192 


Homo sapiens hypothetical prote 


n FLJ23071 (FLJ23071), mRNA 


XTXX AOCIOO 

NM 025188 


Homo sapiens hypothetical prote 


n FLJ 13181 (FLJ13181), mRNA 


xix 4 A^cn< 

NM 025174 


Homo sapiens hypothetical prote 


n FLJ23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical prote 


n FLJ22637 (FLJ22637), mRNA 


XTXif A^f 1 / A 

NM 025160 


Homo sapiens hypothetical prote 


n FLJ2 1016 (FLJ2 1016), mRNA 


NM 025153 


Homo sapiens hypothetical prote 


n FLJ21477 (FLJ21477), mRNA 


NM 025151 


Homo sapiens hypothetical prote 


n FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical prote 


n FLJ20920 (FLJ20920), mRNA 


NM 025144 


Homo sapiens hypothetical prote 


n FLJ22670 (FLJ22670), mRNA _J 


INM U/jlJO 


Homo sapiens hypothetical prote 


n FLJ 1266 1 (FLJ 12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ 13263 (FLJ 13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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NM 025098 


n ArwA „ * _ „ U.mAfkat^nl MW\*a!n CI IOO#C/l/l /CI lOOA/l/i\ m D XT A 

Homo sapiens hypothetical protein rLJ22o44 (rLJzzo^^j, mKNA 


NM U25097 


Homo sapiens hypothetical protein rLJzi iuo {ruj^i iuo), mKNA 


NM 025095 


Homo sapiens hypothetical protein ruizjjjs (rLJ-ojjs), mKNA 


NM 025086 


Homo sapiens hypothetical protein rLJzzjyo (rLJzzoyo), imNA 


NM 025080 


n„^„ ^„ u»#w*^»U«*-2i-»rtl nr/stoin CT noil/* /CT 1001 1 /x\ mDMA 

Homo sapiens hypothetical protein rLJzzo 10 (rLJzz^io), mKNA 


NM 025079 


1 1 n I-, u. m AfUAt: n Al ...tA.'n CT 101011 /CT 10101 1 \ mDMA 

Homo sapiens hypothetical protein rLJZJzJi (n-jzozj i j, mKNA 


NM 025077 


Homo sapiens hypotnetical protein rLJ i jy^y (rLJ i jy^y;, ituuna 


NM 025076 


11 U.mrvtTko+I^rtl nrntam CT 101 ^01 /CI 101^01 \ mDMA 

Homo sapiens hypothetical protein rLJzjjyi (rLJZjjyi), itikna 


vil 4 A^f ATI 

NM 025072 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5), mRNA 


Xtx i A1CA1A 

NM 025070 


U _ „ _ U.mrkikatiVol nrA tAin CT 100040 /CT 1000/10^ mDMA 

Homo sapiens hypothetical protein rLJzzzHz (rLJzzzHZ), rruviN/\ 


NM 025058 


i y i_. , , »1. 1 CI 10*2000 /CI TOIOOOA mDMA 

Homo sapiens hypothetical protein rLJzjzzy (rLJzjzzy), mKiNAs 


NM 025055 


u„^ rt :^_»„ u,*ntU a *l/.ol ___4 a ; n ci I011/%C /CI TOll^tt^i mDMA 

Homo sapiens hypothetical protein rLJZJ 100 (rLJZJ 100;, itikna 


NM 025044 , 


1 1„ _ • 1 . .__4.ru -4.:,--, | » M »ain CI lOO/IO/C /CT IOO/10/">\ mDMA 

Homo sapiens hypothetical protein rLJzZ4/o (rLJZZ4/o), itikna 


NM 025043 


11 : __ _ 1 _ *l ^«.: _ _ 1 _._-.*~m CI TOO/1 A/1 /CT IOO/ifl/f^ m DM A 

Homo sapiens hypothetical protein FLJ224U4 (rLJzZ4U4), mKNA 


NM 025041 


11 • 1 _ *l „«.:__ 1 _ 4-:_ ci m 1 ti /ci I001^1^ mDMA 

Homo sapiens hypothetical protein FLJ221 /J (rLJzzl /J), mKNA 


NM 025034 


11 • 1 . ii _ 1 _.-_♦„;_ ci 10 1 oqa /ci ioioon\ m DM a 

Homo sapiens hypothetical protein rLJzlzyu (rLJZlzyo), mKNA 


vii 1 A^f AT> 

NM 025032 


1 t ■ u.^-.^.*U«*:««l CT 10 10*70 /CT TO10*7O\ mDMA 

Homo sapiens hypothetical protein rLJ21z/z (rLJzlz/z), mKNA 


NM 025029 


I J ^ --_.*, U.~*^.*U«.*I^«1 M «>r>«-A*r« CT T1/11/1/C /CI 11 /I 1 /i A ^ mDMA 

Homo sapiens hypothetical protein rLJl4J4o (rLJ i4J4oj, mivNA 


VI\ 1 AOCAAC 

NM 025005 


U««« U.« A ik A i!/.nl nprttaln CT 11111^ /CT T 1 1 1 1 •"*, \ mDMA 

Homo sapiens hypothetical protein rLJijJij ^rLJijjiD;, itikina 


NM 024998 


if • i a * | ci I 1 T7A/( /CT T100A/1\ mDXTA 

Homo sapiens hypothetical protein rLJ12/U4 (rLJ12/U4), mKNA 


VTl I /\^ iAAi 

NM 024994 


Homo sapiens hypothetical protein rLJ 12595 (rLJ 12593), mKNA 


NM 024977 


Homo sapiens hypothetical protein rLJ 120/5 (rLJ Izu/o), mKNA 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1996 (rLJ 1 199o), mKNA 


NM 024956 


it • l . | i • „ • CT nine /CT IO*5*5'7C\ mDXTA 

Homo sapiens hypothetical protein FLJ23375 (rLJzjJ/D), mKNA 


NM 024944 


Homo sapiens chromosome 21 open reading rrame os (Czlortbs), mKNA 


V T% M Af\ A^ 

NM 024942 


ft _ • t ^* ' „ I I— CT I1*5/1fiA/CT T 1 1 /1 0 n \ m D XT A 

Homo sapiens hypothetical protein rLJl J4yu (rLJ 134VUJ, mKiNA 


NM 024941 


ti ~ l~ — *U»*:»*I ci 1 1 *} /C 1 1 /CT T11/*^1 ^ mDXTA 

Homo sapiens hypothetical protein rLJ 1361 1 (rLJliol Ij, mKNA 


NM 024938 


it • i . • | CT 11 I^Q"* /CT Tl 1*20*3\ mDXT A 

Homo sapiens hypothetical protein rLJl 1 jo j (rLJ I Uoi), mKNA 


NM 024935 


it • i_ _ A i i ct wiaon /ct ti*5£Q*7 , \ mDXTA 

Homo sapiens hypothetical protein rLJ 13687 (rLJlJoo/;, mKNA 


NM 024920 


it u .i i • ^ ci TlylOOl /CI T1/1001\ mDXTA 

Homo sapiens hypothetical protein rLJ 14281 (rLJ 14251), mKNA 


NM 024919 


ii _ i . i ^ * i CT l"iO/ 1 C /CT TTOiC 1 ^ \ mDXT A 

Homo sapiens hypothetical protein rLJ22615 (rLJ22615), mKNA 


NM 024917 


it • i_ .1 - • ] . _ • ci 11 l/OI /CT 1 1 *)/ Q mDXTA 

Homo sapiens hypothetical protein FLJ 12687 (rLJ 12687), mKNA 


NM 024914 


it • l ^.iL-*' _i x _ ' ci I1*20£0 /CT HIO^ON mDXTA 

Homo sapiens hypothetical protein rLJ 13262 (rLJ 13262), mKNA 


\ 11 i JIM | 

NM 0249 11 


r t _ t . l * * i CT TO*5Afl1 /CT TOI AO 1 \ mDXTA 

Homo sapiens hypothetical protein rLJ23091 (rLJ23U9I), mKNA 


NM 024909 


it _ i .1 i ci 11 *» 1 CO /TI T1*21<0\ mD XT A 

Homo sapiens hypothetical protein r LJ I j 1 58 (r LJ 1 3 1 58), mKNA 


NM 024908 


it _ i - x* 1 _« CT 1 1 Oflll /CT I1*1Q*71\ mDXTA 

Homo sapiens hypothetical protein rLJ 12973 (rLJ 129/3), mKNA 


NM 024906 


it • i A i_ . ■ i _ _ i„ • r->r ni AT) /CT T01A*21\ mDXTA 

Homo sapiens hypothetical protein rLJ21032 (FLJ21U32), mKNA 


NM 024897 


it • |_ _ A i t : _ CI n*)/T*t /CI TO^iCT^X mDXTA 

Homo sapiens hypothetical protein FLJ22672 (rLJ 226/2), mKNA 


NM 024889 


ww ♦ i .1 | _ . _ ♦ r>i i*>">c*>*7 /CT TO 1 C? "7\ mDXTA 

Homo sapiens hypothetical protein FLJ23537 (FLJ23537), mKNA 


NM 024886 


■ t • . i . • | r-«f it j^oA /CT Tl ilOOAX M D\I A 

Homo sapiens hypothetical protein FLJ 14280 (FLJ 14250), mKNA 


NM 024882 


*r • i . l . • | _ . _ • _ p< t in i OA /CT 1111 OA\ M n\t a 

Homo sapiens hypothetical protein FLJ 1 3 1 89 (FLJ 1 3 1 89), mKNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FLJ23556), mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578), mKNA 


NM 024853 


Homo sapiens hypothetical protein FLJ 13385 (FLJ 13385), mRNA 


NM 024848 


w r • ■ .i • i • n ii *>aa t /n 11 Tftyl 1 \ l)\l 1 

Homo sapiens hypothetical protein FLJ 13941 (FLJ 13941), mRNA 


NM U2454/ 


H_ m _ conianc Vktmntk<»tir>Q 1 nrrtt^iri CI 10 1 OA Pi /CF 10 1 040^ mRMA 

Homo sapiens nypomeiicai protein ri-jziz^u ^rLrjzizHuy, uiixiN/\ 


NM 024841 


Homo sapiens hypothetical protein FLJ 142 13 (FLJ 142 13), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1 ), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA i 
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NM 024813 


Homo sapiens hypothetical prote 


n FLJ 1 3 1 50 (FLJ 1 3 1 50), mRNA 


NM 024811 


Homo sapiens hypothetical prote 


in FLJ 12529 (FLJ 12529), mRNA 


NM 024810 


Homo sapiens hypothetical prote 


n FLJ23018 (FLJ23018), mRNA 


NM 024809 


Homo sapiens hypothetical prote 


n FLJ 12975 (FLJ 12975), mRNA 


NM 024808 


Homo sapiens hypothetical prote 


n FLJ22624 (FLJ22624), mRNA 


NM 024807 


Homo sapiens hypothetical prote 


n FLJ 1 3693 (FLJ 13693), mRNA 


NM 024806 


Homo sapiens hypothetical prote 


n FLJ23554 (FLJ23554), mRNA 


NM 024799 


Homo sapiens hypothetical prote 


n FLJ 13224 (FLJ 13224), mRNA 


NM 024796 


Homo sapiens hypothetical prote 


n FLJ22639 (FLJ22639), mRNA 


NM 024789 


Homo sapiens hypothetical prote 


n FLJ22529 (FLJ22529), mRNA 


NM 024784 


Homo sapiens hypothetical prote 


n FLJ23392 (FLJ23392), mRNA 


NM 024780 


Homo sapiens hypothetical prote 


n FLJ13593 (FLJ13593), mRNA 


NM 024773 


Homo sapiens hypothetical protei 


n FLJ 13798 (FLJ 13798), mRNA 


NM 024772 


Homo sapiens hypothetical protein FLJ23 1 5 1 (FLJ23 151), mRNA 


NM 024771 


Homo sapiens hypothetical protein FLJ13848 (FLJ13848), mRNA 


NM 024763 


Homo sapiens hypothetical protein FLJ23 129 (FLJ23 129), mRNA 


NM 024754 


Homo sapiens hypothetical protein FLJ 12598 (FLJ 12598), mRNA 


NM 024749 


Homo sapiens hypothetical protein FLJ 12505 (FLJ 12505), mRNA 


NM 024746 


Homo sapiens hypothetical protein FLJ 1 3840 (FLJ 13840), mRNA 


NM 024732 


Homo sapiens hypothetical protein FLJ14351 (FLJ14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


NM 024727 


Homo sapiens hypothetical protein FLJ23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FLJ 13322 (FLJ 13322), mRNA 


NM 024717 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FLJ22625 (FLJ22625), mRNA 


NM 024709 


Homo sapiens hypothetical protein FLJ 14146 (FLJ 14146), mRNA 


NM 024705 


Homo sapiens hypothetical protein FLJ 13639 (FLJ 13639), mRNA 


NM 024703 


Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


NM 024701 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASBI3), mRNA 


NM 024700 


Homo sapiens Smad nuclear interacting protein (SN1P1), mRNA 


NM 024695 


Homo sapiens hypothetical protein FLJ 13993 (FLJ 13993), mRNA 


NM 024693 


Homo sapiens hypothetical protein FLJ20909 (FLJ20909), mRNA 


NM 024688 


Homo sapiens hypothetical protein FLJ 13031 (FLJ 13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FLJ23033 (FLJ23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein FLJ23441 (FLJ23441), mRNA 


NM 024675 


Homo sapiens hypothetical protein FLJ21816 (FLJ21816), mRNA 


NM 024672 


Homo sapiens hypothetical protein FLJ23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FLJ 11 506 (FLJ 1 1506), mRNA 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


NM 024650 


Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mRNA 


NM 024649 


Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 


NM 024647 


Homo sapiens hypothetical protein FLJ 13287 (FLJ 13287), mRNA 


NM 024640 


Homo sapiens hypothetical protein FLJ23476 (FLJ23476), mRNA 


NM_024636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FLJ23 1 53), mRNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23188 (FLJ23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM_024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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IN IV1 UZ*K) 1 j 


Homo sapiens phafin 2 (FLJ 1 3 1 87), mRNA 


MM 094610 
[NM UZHOIU 


Homo sapiens hypothet 


_ _ i ci m^Ti /CI I99697\ mDXTA 

cal protein rLJzzozJ (rLJZZozjj, mKNA 


tvi\>f 094/^00 


Homo sapiens hypothet 


--Ataln CI HI Oil 1 fUl 19 1 84 1 \ mDXTA 

cal protein rLJZio41 (rLJZ io4i ), mKNA 


WTv/l 094A0£ 
IN M UZ*f QUO 


Homo sapiens hypothet 


■ CI T 1 1 "7C/C /'CI 1 1 1 756\ mDXTA 

cal protein rLJl 1 /jo (rLJi I / jo), mKNA 


mm 094*>ns 

INIVl UZtOUJ 


Homo sapiens hypothet 


cal protein FLJ20896 (FLJ20896), mRNA 


MM 094A09 


Homo sapiens hypothet 


cal protein FLJ21 156 (FLJ21 156), mRNA 


MM 094<\Q5 
INM UZHjyj 


Homo sapiens hypothet 


ical protein FLJ 12666 (FLJ 12666), mRNA 


MM 094<\£S 
INM UZHjoj 


Homo sapiens hypothet 


ical protein FLJ22160 (FLJ22160), mRNA 


MM 094^R4 
INM UZhjoh 


Homo sapiens hypothet 


cal protein FLJ 13646 (FLJ 13646), mRNA 


MM 094<\R0 


Homo sapiens hypothet 


teal protein FLJ 1 3 1 1 9 (FLJ 13119), mRNA 


MM 094^70 

IN IVl vZ4j / I/ 


Homo sapiens hypothet 


ical prote 


in FLJ1 1712 (FLJ1 1712), mRNA 


MM 094^/>^ 

IN IVl UZHJOJ 


Homo sapiens hypothet 


cal prote 


in FLJ 14 166 (FLJ 141 66), mRNA 


mm 094^a 

IN IVl UZ*tJ DO 


Homo sapiens hypothet 


ical prote 


n FLJ21 103 (FLJ21 103), mRNA 


MM 094^9 
INM UZ'OJZ 


Homo sapiens hypothet 


ical prote 


in FLJ 12089 (FLJ 12089), mRNA 


MM 094^4A 
NM UZHj'K) 


Homo sapiens hypothet 


ical prote 


n FLJ 13449 (FLJ 13449), mRNA 


XIM A94574 
NM UZ^JJH 


Homo sapiens hypothet 


ical prote 


n FLJ 12684 (FLJ 12684), mRNA 


MM 094^19 


Homo sapiens hypothet 


ical prote 


n FLJ22724 (FLJ22724), mRNA 


MM 094596 
INIVl UZ*fJZ0 


Homo sapiens hypothet 


ical prote 


n FLJ21522 (FLJ21522), mRNA 


MM 09459** 
INIVl UZhjZJ 


Homo sapiens hypothet 


ical prote 


in FLJ22035 (FLJ22035), mRNA 


M\vf A94 599 
NM UZ4DZZ 


Homo sapiens hypothet 


ical prote 


m FLJ 1 2650 (FLJ 1 2650), mRNA | 


MM 094516 
INIVl UZ^tJlO 


Homo sapiens hypothet 


ical prote 


n MGC4606 (MGC4606), mRNA 


XIM A94514 
INM UZHJ14 


Homo sapiens hypothet 


ical prote 


in MGC4663 (MGC4663), mRNA 


INM UZ4jU/ 


Homo sapiens hypothet 


ical prote 


m MGC 10791 (MGC 10791), mRNA 


MM 0159fift 
NM UIjZoo 


Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


XTM A944 1Q 
INM UZ441V 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS1), mRNA 


NM UZ4J4D 


Homo sapiens hypothetical prote 


m MGC 10765 (MGC 10765), mRNA 


MM 094140 
INM UZ4J4U 


Homo sapiens hypothetical prote 


n MGC4179 (MGC4179), mRNA 


MM 094710 
INM UZ'fJjU 


Homo sapiens hypothetical prote 


m MGC4365 (MGC4365), mRNA 


MM 094796 
INM UZ'fJZO 


Homo sapiens hypothetical prote 


m MGC 1 1279 (MGC1 1279), mRNA 


MM 094791 
INM UZ'tJZl 


Homo sapiens hypothetical prote 


in MGC 10433 (MGC 10433), mRNA 


MM 094719 
IN IVl UZ*+ j 1 Z 


Homo sapiens hypothetical prote 


in MGC4170 (MGC4170), mRNA 


XIM A947A9 
INM UZHJUo 


Homo sapiens hypothetical prote 


in MGC4172 (MGC4172), mRNA 


xix/f A94709 
INM UZ4JU/ 


Homo sapiens hypothetical prote 


in MGC4171 (MGC4171), mRNA 


XfM A949G5 
NM UZ4ZVJ 


Homo sapiens hypothetical prote 


in MGC3067 (MGC3067), mRNA 


NM UZUUOZ 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


MM (118401 
INM Ulo'fyi 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM (Jz41 10 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


XIX A A7/1 1 1 A 

NM UZ4 1 14 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


XIKvf AT/1 t n 

NM UZ4 1 i J 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM UZ4UVV 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM UZ4UVZ 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM UZ4Uo4 


Homo sapiens hypothetical protein MGC3 196 (MGC3 196), mRNA 


NM UZ4U/Z 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM UZ4U0/ 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM Uz40oJ 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


MM 094040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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NM 014045 


Homo sapiens DKrZr564C1940 protein (DKxZ.rjo4C1940), mRNA 


NM 015533 


Homo sapiens UKJ^rjoot>lo21 protein (UKJ*z,rjooBlo2I), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


NM 023923 


Homo sapiens hypothetical protein F LJ 13171 (r LJ 1 3 1 7 1 ), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


1 1 • i_ _ . i * • t _ . _ • r^i i*^ i A | A /CI TO i At r\ \ n\i a 

Homo sapiens hypothetical protein FLJ21919 (rLJ21919), mRNA 


NM_022899 


Homo sapiens likely ortholog or mouse actm-related protein 8 homoiog (S. 
cerevisiae) (FLJ 12934), mRNA 


NM 022836 


Homo sapiens DNA cross-link repair IB (PS02 homoiog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ 12806 (FLJ 12806), mRNA 


NM 022828 


II _ ■ _ t _ . l A • _ _ | *. „ I _ CI tOIAylA /CT niA/lA\ nvi a 

Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 

/ct ii no7\ n \ i a 

(FLJ 12387), mRNA 


NM 022784 


Homo sapiens hypothetical protein rLJ 12476 (rLJ 1 2476), mRNA 


NM 022783 


if • i _ »1 — CT I 1 T/IIO /CT II 1>110\ _.n\f A 

Homo sapiens hypothetical protein rLJ 1 2428 (rLJ 1 2428), mRNA 


NM 022774 


t t _ _ — * _ l _ I , CT IO 1 1 A A /CT TO 1 1 A A \ D XI A 

Homo sapiens hypothetical protein rLJ21 144 (rLJzl 144), mRNA 


NM 022765 


1 1 _ ; „_ ^ i ^*u^*r^^i _^_^4. n :_ ct ii inn /ct ti i oi'7\ ~*dxta 

Homo sapiens hypothetical protein rLJl I937 (rLJl 1937), mRNA 


NM 022764 


II „ „ ____ z ~ i . „_.*l_„*.!-._1 *. " CT I 1 OAAQ /CT I 1 OAAQ\ _,DV| A 

Homo sapiens hypothetical protein FLJ 12998 (rLJ 12998), mRNA 


xi\ i nine o 

NM 022758 


II • 1 A L ~ _ I *. „ ! _ CT TOO 1 AC /CT T00 1AC\ M DV1 A 

Homo sapiens hypothetical protein FLJ22I95 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ 12903 (FLJ 12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAI16), mRNA 


NM 022746 


11 1 .i_ • l _ • • r*r li^TAA /CT H'>1AA\ T™> X T A 

Homo sapiens hypothetical protein FLJ22390 (FLJ22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ 13433 (FLJ 13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


if * i . i . • | . t— t r 1 ^ r i/ /t^t r i i nviA 

Homo sapiens hypothetical protein FLJ1j>576 (FLJ1 j576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ 13057 similar to germ ceil-less 
(FLJ 13057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ 14033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene2(FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NMJ)22369 


Homo sapiens hypothetical protein FLJ 12541 similar to Stra6 (FLJ 12541), 
mRNA 


NMJ)22367 


Homo sapiens hypothetical protein FLJ 12287 similar to semaphores 
(FLJ 12287), mRNA 




Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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NM 022147 


Homo cnnipnc 9RVH infprfprnn rpcnnnsivp nrotein nFRCi9JO mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


NM 022133 


Hnmn cnnipnc cnrtino npvin 16 f^NTVIn^ mRNA 


NM 022126 

IN IV! U-££ 1 


Hnmn canipnc nhncnhnlv/cin<» r»Kr\cr\Hr\hictiHinP innroanir nvrnnhncnhatP 

nuiiiu odpicnb pnuapnuiybinc pnubpiiuniMiuiiiv uiui^aiitc uyiupiiu3jjnai& 
nhosnhatasp (\ HPP^ mRNA 


NM 022097 


Hnmn <;anipnc. hpnatnrpllnlar rarrinnma antif?en f?ene 590 (\ OC63928^ mRNA 


MM 027004 


Homo saniens hvnnthptiral nrntpin FT J2087I similar to FSP27 CFLJ2087H 

mRNA 


NM 022090 


Homo saniens transnoson-derived Buster3 transDOsase-like f LOC63920\ mRNA 


NM 022074 


Homo saniens hvnothetical nrotein FLJ22794 ( FLJ22794^ mRNA 


NM 022071 


Homo saDiens hvoothetical orotein FLJ20967 (FLJ20967) mRNA 

1 lull Iv/ Ju^F IVI U 1 1 J yf\J\-x ivlivUI yt* vlvii 1 ■ s \* • \* *^«* s \j i y 5 ■»* & 


NM 022063 


Homo saniens hvnothetical orotein FLJ13188 (FLJ13188) mRNA 

1 IVI 1 11/ JH^> IV 11 J 1 1 J l^vu I^UvUl yj l V/ 1 will I 1— ' J 1 */ l vu ^4 w«f I — ' 1 w w y j UU x-i ' « » 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


MM 0990^4 


HnmA canipnc fKtrnopn rPcrnlntpH opnp 1 ^FRr*r-1^ mRNA 


MM 091Q4S 

lNlVl U^l7*tJ 


HfMnn Qnnipnc hvnnthpfiral nrntpin FT 199174 ^FT 199174^ mRNA 
nuniu bdpiciib nypuuiciicai pruiciu rLj^i i /*t ^iljlii '^/> nirvi^rv 


MM 091Q44 

INlVl 1 7HH 


Homo Q^nipnc hvnothptiral nrntpin FT 1191S4^FT 1191 S4^ mRNA 
nuniu odpiciib nypuuiciiLai piuiciu r l»j i jt l»j i^ut^, iiuvina 


MM 071041 

IN lVl \J£. 1 7*t 1 


Homo canipnc hvnothptiral nrofpin FT 191194 ^FT 171124^ mRNA 


MM 091Q9R 


Hnmn canipnc hvnnthpfiral nrntpin FT I9964Q similar to <*ipnal npntirla^p 
SPr22/21 (F\ J22649^ mRNA 


NM 021927 


Homo saniens hvoothetical nrotein FLJ 13220 fFLJ 13220) mRNA 

1 1WI1 IU OU^/IWIIO **J J/VUIWVlVUl r twill 1 t^tJ V ~J 4*Am\t W<f * -J L~i~\J Jy illl\l ^ * * 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


MM 091R95 


Hnmn canipnc hvnnthptiral nrntpin MD^09S TMDS09S^ mRNA 


MM 015679 


Hnmn canipn<: rTiT-41 nrotpin (\ OPS1699) mRNA 
nuniu bdpiciio ^\ji uiuiciii yL*i\jKsj i\j£.£./y inivi^/v 


MM 0916^0 


Homo canipnc hvnothptiral nrotpin ^P199 ^SP199) mRNA 


MM 0916^7 


Homo <:anipns hvnothptiral nrotpin FT 11 4084 fF! J 1 4084) mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 

rhannpl cnhfamilv N mpmhpr 9 fKCNN9) mRNA 

LlldilllCIy dUUiallllljr IN, IIICIIIUCI Z> ^I\.V-/1^ 1^^^, llliVl^r'V. 


MM 091189 

IN IVI UZ 1 1 


Wr>mri cQnipnc minrvr Viictnrnmnntihilitv iintiopn HR- 1 i HR-1 i mRNA 

nuniu bdpiciib iiiiiiur iiidiUL>uiiipdiiuuiiy diiiigvii nu*i ^no i j 9 iiuvi^r\ 


NM 091 170 

IN IVI \J£ 1 1 /U 


Homo sanipns hHT H fartor Hes4 (\ OCS780H mRNA 


MM 091 1 46 

IN IVI yjJL, 1 i f o 


numu bdpienb diigiupuicini~iiK.c idtiur 1 uy, 1 1 irvi > r\ 


MM 005146 

IN IV1_UU J i HO 


Hnmn canipnc cnmmnnc rpll rarrinrtma antiopn rpmonifipd hv T rpllo. ^^ARTI^ 
nuniu bdpiciib bijUdinuub ecu wdJwiiiuiua djiugcii ivtuginscu uy i ttnj ^ onfv i i j 9 

mRNA 


NM 091070 


Hnmn canipnc M-mvrictnvltrancfpracp 1 rW\4T1 ^ mRNA 
nuiUU odUlvIId "Illjr I I5iuy 111 dllolwl aoC i ^i^ivi i i j 9 iiltnj^/t. 


NM 021046 


Homo saniens UH^ KerB (\ OC57830^ mRNA 


NM 09101 X 

IN IVI IUIO 


Hnmn canipnc H^ hictnnp fnmilv mpmhpr 1 /H^FT^ mRNA 


NM 006643 


Homo Qanipn*: ^proloairallv HpfinpH rolon cancer antipen 3 TSOCCACil^ mRNA 


NM 017S69 

IN IVi \J 1 1 JU7 


Homn canipnc tranQrrintion fartor ^n38 intprartinp nrotein^ ^P381P^ mRNA 


NM 015939 


Homo saniens KIAA103S nrotein f'KIAA1035 > i mRNA 


NM 014077 


Hnmn canipnc I^TAA0670 nrotpin/arinns (K]AA()ftl0} mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


MM 014610 
fN iVl U 1 HO 1 U 


Hnmn canipnc T^TA AOPlRR nrntpin /'K'IAA0^8R^ mRNA 

nomo sapiens Pwirv/\uuoo pruicin ^ivi/vrvuuoo^, iiiivin/a 


MM 015516 
fNivl U I jj 10 


nomo sapiens nvpuuieiicai proiein, ebuauiui-inuuccu iiuvinav 


MM 01 578ft 
INM Uljjoo 


U AmA canipnc nY F7P^/^AP94^ nrntpin ^ni^ P7PS66P941^ mRNA 

riomo sapiens L»ivrz.rjooi^z £ *j proiein ^Pwrz.r joo^^^j^, nLrviN/\ 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


IN tVl_U 1 44Uy 


Homo sapiens l Arj-iiKe kjna polymerase u, p^uu/L,Dr-associaiea iactor 
^ri^Ar j-associaiea iacior, oj ku \ inrjLj, rnrviN/\ 


NM 014368 


Homo saniens LIM homeobox orotein 6 fLHX6^ mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_0I2414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 



211 



(400/104) 



NM 007074 


Homo sapiens coronin, actin binding protein, I A (CURUI A), mKNA 


NM 006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase aIpha-2,3- 
sialytransferase) (MA 14B), mRNA 


NM 006861 


Homo sapiens RABJj, member KAb oncogene ramiiy (KAdJjJ, niKJN a 


NM_006502 ! 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 1 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor IIA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM_004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitm-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit jA (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NMJ)03847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NMJH91I1 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NMJ)02120 


Homo sapiens major histocompatibility complex, class II, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
DRB5), mRNA 


NM_021983 


- - . • , a • « • » | , » f- v r. 1 • J /TIT A 

Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM J 30386 


Homo sapiens collectin sub- family member 12 (COLEC12), transcript variant I, 
mRNA 


NMJ)3078l 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant II, 
mRNA 


NM_ 130778 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short, 
mRNA 


X I \ 4 f\f\f\ A C\ A 

NM 000494 


Homo sapiens collagen, type XV 11, alpna I (CULi / Aij, transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha I (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL 15 A 1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1 , mRNA 


NM1 30390 


Homo sapiens tnpartite motif-containing J4 ( I KJmjhj, transcript variant j, 
mRNA 


NM_1 30389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1, 
mRNA 


NM 0j0950 


I 1 ■ rr _ _ _ _ _ _ ♦,-» I /D CD\ tMnporint variant Koto mD\I A 

Homo sapiens ret linger protein (Krrj, transcript variant oeta, mi\iN/\ 


NM_1 30785 


Homo sapiens l r 1 1 ana r l tN nomoiogous inositol npia pnospridid^c ^ i r ir^, 
mKNA 


NM_l JU/o4 


1 — - — o *• Uim/\tkatir>i I nano c 1 1 nnA rt f*r! fSv AV077R07* At 0/7X08 

riomo sapiens nypotneticai gene supponeu oy r\ i /ou /, n i /ouo 


NM IJU/oJ 


Wr»mr\ canipnc cimilor tn npiirnml tf»tr3«snan in fl OCQOI^Q^ mRNA 

riomo sapiens similar 10 ncuruiiai icu aopai mi ^Lvyv/7ui j/^, * ,l,vj 


NM lJU/oz 


Homo sapiens regulator 01 vj-protein signalling 10 ^ivvjoioy, mixi^^ 


NM lJU/oI 


riomo sapiens ^kadz^j, mi\jN/\ 


NM IjU//Z 


n AmA conionc Q1007 r»rr»tpin /Q 1 007^ mRNA 

riomo sapiens oiuu^. proiem iiu\j>i/\ 


NM uu/oy 


nomo sapiens giycoprotem aipna z ^vjr/\z;, iiirviN/\ 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens OAoZ. (UAoZ-j, miviN a 


NM 130767 


Homo sapiens cytosoiic acetyi-coA nyaroiase ^/w^n-i^, 


NM 1j0773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (Rf P), transcript variant alpha, mRNA \ 


NM_033554 


Homo sapiens major histocompatibility complex, ciass 11, ur aipna i ^riL/\- 
UrAl), mKNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA ! 


NM 032035 


Homo sapiens MSTP03 1 protein (Mb I rUJ 1 mKNA 


NM 0 17882 


Homo sapiens ceroia-lipotuscinosis, neuronal o, late in rami le, vanani x ul.ino;, 

T> XT A 

mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase zjd (MMrzjDj, miviNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 

/DTDDP A D\ m O\lA 

(r I rKLAr), mKNA 


NM 004659 


Homo sapiens matrix metalloproteinase zja (rvirvirzj/\;, mrxiN/\ 


\r\/ AOCAA1 

NM 025091 


Homo sapiens nypotneticai protein rLJ i jjju (tlj i jjju;, rruvi>/\ 


NM 130759 


Homo sapiens immunity associated protein 1 (IMAP1), mRNA 


NM 0 19841 


Homo sapiens transient receptor potential cation cnannei, suoidmny v, mcmocr 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldenycie reauctase (aiaose reaucxase^ iiKe o ^mli^ivlo;, iiiivin/\ 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator 01 O-protein signalling 14 (KUM4J, mKNA 


NM 013357 


Homo sapiens punne-nch element binding protein U (rUKU), mKNA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 9 
(PSMD9), mRNA 


NM 024549 


II- — • „ L.«A*l, n »:/i/il n ..i.; n CI TO 1 m /CI 10 1 1 0 1\ m D XJ A 

Homo sapiens nvpotnetical protein rLJZi iz/ ^rLJZi iz/;, rriKiNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 




Unmr* canipnc Fl A hinrlinp nrotein n400 TFP400^ mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NMJH6113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 (jdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NMJ 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC51 187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 2, mRNA 


NM 005700 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease I (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IU (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NMJ) 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1 , mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NMJ) 15839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NMJ) 15838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NMJ) 15837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1 , mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) t (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NMJ) 163 28 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant I , mRNA 


NMJ)04108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 


Homo sapiens lysyi oxidase-like 2 (LOXL2), mRNA 


NMJ 30396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1 , mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP 1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1 . mRNA 


NMJ)00651 


Homo sapiens complement component (3b/4b) receptor 1 , including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1 , including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1 , mRNA 


NM J 30385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


XIX A f\ 1 O A ft^ 

NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (lOPK), mRNA 


NM 002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX I), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 0322^6 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


IT * . I l_ _J • /T^M 1 \ A A A f\\ T\ V f A 

Homo sapiens thrombospondin (FLJ 14440), mRNA 


\ 111 r\ OAH 1 

NM_08073 1 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1 ), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


IT * A f— v r\ A a ■ / A r>'* A \ n V f A 

Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM 033630 


Homo sapiens SCAN domain containing 1 (SCAND1 ), transcript variant 2, 
mRNA 


NM0I6558 


Homo sapiens SCAN domain containing I (SCANDl), transcript variant l, 
mRNA 


NMO 15438 


Homo sapiens intermediate filament-like MGC:2625 (DKJFZP586I2223), 
transcript variant 1 , mRNA 


XT* £ AATin 1 

NM 007371 


T * * 1 1 * . * • ^ / TV TV ¥"^V \ TV VTA 

Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


V T t # /~\ * A « V A 

NM014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5), 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domam binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 


NM 017935 


¥¥ • 1 a!a»1 ■ f— * w f /-x /X ^n/X f / A \ It/ \ T\ VIA 

Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


NM016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5), 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC I ), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-reIated kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (R1N2), mRNA 


NM_08084l 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, a i r rv^v, 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor o / (urKQ mKJNA 


NMJ)03029 


Homo sapiens SHC (Src homology 2 domain containing) transrorming proiem 1 
(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 45 jurtv+o;, miviNA 


NMJ) 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (biKroij, mtvJNA 


NM 005527 


FT * t , 1 I qA|,n i 1 1 lira. /UC D A 11 \ mDXI A 

Homo sapiens heat shock 70kD protein 1 -nice (HbrA 1 Lj, itikina 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl), mRNA 


NMJ)04480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidyl peptidase 8 (DPro), transcnpt variant l , mKiN a 


NM 017743 


Homo sapiens dipeptidyl peptidase 8 (DPP8), transcript variant 2, mRNA 


NMJ)02122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NMJ)06442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1 , nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NMJ)80814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcnpt variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM 080809 


u« mrt ro«Jono ^nildnAn tvrr»<=» VIII alnha 1 (CC)\ HAH Iran <;crint variant 1 3 
Homo sapiens conagen, iypcA.ni, aipiia i ^v^vyi_*i jai^, uauaviipi ¥ «*uojh 

mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha I (COL13A1), transcript variant 11, 
mRNA 
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VIII AOrtOA/ 

NM080806 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcnpt variant 10, 
mRNA 


NMJ)80805 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcnpt variant 9, 
mRNA 


NM_080804 


Homo sapiens collagen, type XIII, alpha 1 (COL13AI), transcnpt variant 8, 
mRNA 


NM_080803 


Homo sapiens collagen, type XIII, alpha 1 (COL 13 A 1), transcript variant 7, 
mRNA 


NMJ)80802 


Homo sapiens collagen, type XIII, alpha l (COL13A1), transcnpt variant 6, 
mRNA 


NM_080801 


Homo sapiens collagen, type XIII, alpha 1 (COLI3A1), transcnpt variant 5, 
mRNA 


\ti M AAA AAA 

NM_080800 


II • 11 . v/ III _ 1 t__ 1 / /"X 1 1 O A 1 \ i . - - • ▲ _ , ' — _ * /4 

Homo sapiens collagen, type XIII, alpha 1 (COLI3A1), transcnpt variant 4, 
mRNA 


N MO 80799 


It • 11 . ~\r iii i | i / /*> /~\ T 1 *> A 1 \ A _ . * . ' „ _ * 

Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript vanant 
mRNA 


NM_080798 


Homo sapiens collagen, type XIII, alpha 1 (COLI3A1), transcnpt variant z, 
mRNA 


NM 005203 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1, 
mRNA 


NM 004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBNI), transcript variant 2, mRNA 


NM 080792 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


NM_080816 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 
mRNA 


NM_0 18556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcnpt variant 1, 
mRNA 


NM000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


X T X < A A A 4 ^ 

NM 080426 


Homo sapiens GNAS complex locus (ONAb), transcnpt vanant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000516 


Homo sapiens GNAS complex locus (GNAS), transcnpt variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NM_080926 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC966tO),mRNA 


NM 080924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC9I219), 
mRNA 1 


NM_080925 


Homo sapiens hypothetical protein similar to topoisomerase (UNA) III beta (H. 
sapiens) (LOCI 29020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


NMJJ80913 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2 , 
mRNA 


IN lvl_UU 1151 


riomo sapiens asiaiogiycoproiein recepior ^ ^/aovjivz, iidiibviipi voiiaiu i, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamny, memoer 5 (iOdrs), mixjN/\ 


NM 032782 


Homo sapiens hypothetical protein FLJ 14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (L2ort9), mKNA 


NMJ)21625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NMJM5192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NMJ)21634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_0 13305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysiaIytransterase) (S1A 1 8b), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NMJH6179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NMJH2471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_0 12459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


NMJ)04621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NMJ)03304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


NMJ)02I24 


Homo sapiens major histocompatibility complex, class II, DR beta 1 (HLA- 
DRB1), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NMJ 30384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mRNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_0321 66 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NMJ)33629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mRNA 


NMJ)33628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 
mRNA 


NM_0 16381 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 
mRNA 




uirtmrt coni^nc QWl-rlrkmnin IrinaQf* hindinc* nrotein 1 rSH3ICBPl\ mRNA 
nOrnO Sapiens onj -ti U 1 1 1 d. 1 1 1 MllaoC umuiiig yivitm i ^1 uivwi ■ /j Muu^f » 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


xiKvl A 1 1QQ*7 

NM_lM3yy / 


Homo sapiens tachykinin, precursor I (substance K, substance P, neurokinin I, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant gamma, mRNA 


viii A 1 ^QOiC 

NM_01->yyo 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


XTKvf A1£Ti^ 

NM_UloZJ.) 


Homo sapiens G protein-coupled receptor, family C, group 1 , member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


NM UUUzJU 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


XIKvl fli\1 1 OC 

NMUUiloj 


Homo sapiens i Ar4 RNA polymerase 11, 1 A l A box binding protein ( l br)- 
associated factor, 135 kD (TAF4), mRNA 


XIAvf f\(\1 1 OO 

NM_U031oz 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC 1 ), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


xrx>f AACOCT 

NM_005oj7 


Homo sapiens zinc metal loproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


NM006103 


Homo sapiens WAP rour-disumde core domain Z (WrUCz), transcnpt variant 1, 
mRNA 


NM_080736 


Homo sapiens WAP tour-disumde core domain z (WrDCz), transcnpt vanant 2, 
mRNA 


NM 080735 


Homo sapiens WAP rour-disumde core domain z (WhDCZj, transcript variant 5, 

m n\i a 

mRNA 


XT\>f AQAT5/1 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4, 

m n\i a 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

-DMA 


NM UZ I IV/ 


Homo sapiens WAP four-disulfide core domain 1 (WFDC1), mRNA 


XI\/f HAT 1 1Q 

NM UU/IZo 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


XTXVf AA1 1 AC 

NM_UU3 IUj 


Homo sapiens sorti I in-related receptor, L(DLR class) A repeats-containing 

^oUtvL 1 ), mKJNA 


NM_020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM UjZyio 


Homo sapiens VrMU domain receptor protein oUKto 1 ^bUKt^oi ), mKINA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


NM 080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1 , mRNA 


NM_006711 


Homo sapiens RNA binding protein SI, senne-nch domain (RNPS1), transcript 
variant 1 , mRNA 


NM_080594 


Homo sapiens RNA binding protein SI, senne-nch domain (RNPS1), transcript 
variant 2, mRNA 


XIIV/I \f\f\AQ£. 
NM_1UU460 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_ 100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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XIX A AAC7AI 

NM 005701 


Homo sapiens RNA, U transporter I (RNUT1), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KJAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBP1 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1 , 
mRNA 


NM_0 15542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts I (RENT1), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant I, mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_0 14369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1 ), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1 ), 
transcript variant 1 , mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
NG36/G9a, mRNA 


NM_033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (B AT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (B AT2), transcript variant 1 , 
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mRNA 


NMJJ04640 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 


NM_080598 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


NM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
3, mRNA 


NMJ)80796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
2, mRNA 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
1, mRNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NMJ)80760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


NM_080759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1 , 
mRNA 


NM_004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 


NMJ)05996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1 , 
mRNA 


NM_0I6569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_08070l 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 
mRNA 


NM_080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


NMJM7518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


NM_080632 


Homo sapiens similar to yeast UpO, variant B (UPF3B), transcript variant 1, 
mRNA 


NM_023010 


Homo sapiens similar to yeast UpO, variant B (UPF3B), transcript variant 2, 
mRNA 


NM_080687 


Homo sapiens similar to yeast UpO, variant A (UPF3A), transcript variant 2, 
mRNA 


NM_023011 


Homo sapiens similar to yeast UpO, variant A (UPF3A), transcript variant 1 , 
mRNA 


NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1A1), transcript variant C, 
mRNA 


NM_080629 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant B, 
mRNA 


NMJ)01854 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al , mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis)XAPXL), mRNA 


NMJ) 14481 


Homo sapiens apurinic/apyrimidinic endonuc lease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NMJ)01641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1, mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NMJW0842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOCI 29026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM_053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


NMJH6310 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 


NMJ)31990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NMJ)22454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX 17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NM_006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 2 1 (TBX2 1 ), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NMJ)06758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


NM_006055 


Homo sapiens LanC lantibiotic synthetase component C-Hke 1 (bacterial) 
(LANCL1), mRNA 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
(RGS19IP1), mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2), mRNA 


NM_001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1 , (angioedema, hereditary) (SERPING1), mRNA 


NMJ)03307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM 012262 


Homo sapiens heparan sulfate 2-O-suIfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM_0 16732 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1 , mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NMJ)07367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


NM 005438 


Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


NM_000158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA ! 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mRNA 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens kin of IRRE like (Drosophila) (KIRREL). mRNA 


NM 016004 


Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


NM 006841 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 


NM_003725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3 -hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box -containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KJAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NM_080862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DICFZp762A227), mRNA 


NM_025220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGP1), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1 . 1 
(3'OYl 1.1), mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1 , mRNA 


NMJB3535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM_0I2161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 1 , mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (JCRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53FNP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NMJ)32994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


NM_032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBbLK14), 
transcript variant 4, mRNA 


NM_032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NM_032952 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NMJ)32951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1, mRNA 


NG_000008 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


NM 030809 


Homo sapiens chromosome 12 open reading frame 22 (C12ori22), mRNA 


NM_004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 

__T> XT A 

mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), mRNA 


vi\ i A 1 A AT A 

NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


v ti J ni OAAA 

NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorfP), mRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NM 018255 


Homo sapiens elongator protein 2 (ELP2), mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


NM 012247 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NMJ)07198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NMJHM364 


Homo sapiens discs, large homolog 2, chapsyn-l 10 (Drosophila) (DLG2), 
mRNA 


NM_000646 


Homo sapiens amy lo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
6, mRNA 


NM_000645 


Homo sapiens amy lo-l, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


NMJ)00644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
2, mRNA 


NM_000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


NMJ)00642 


Homo sapiens amylo-1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
1, mRNA 


NM 000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_0 17662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COL 1 OA 1), mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5(SLC12A5),mRNA 


NM 016093 


Homo sapiens ribosomal protein L26-Iike 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosomal protein L36a(RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM_033645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1 , mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein 1 B (FBXW1B), transcript 
variant 2, mRNA 


NM_012300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_0 14958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orfl 8), transcript 
variant 1 , mRNA 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


NM_031228 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orfl 8), transcript 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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(DCLRE1C), mRNA 


NM 022099 


Homo sapiens chromosome 20 open reading frame 5 1 (C20orf5 1 ), mRNA 


NMJ)00668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH 1 B), 
mRNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sapiens chromosome 20 open reading frame 77 (C20orf77), mRNA 


NM_012141 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 
mRNA 


NM 021225 


Homo sapiens proline-rich 1 (PROL1), mRNA 


NM_006508 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic thread protein-like (rat) (REGL), mRNA 


NM 020356 


Homo sapiens chromosome 20 open reading frame 32 (C20orO2), mRNA 


NM_020369 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
(Strongylocentrotus purpuratus) (FSCN3), mRNA 


NM 020145 


Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 019025 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP1 1), mRNA 


NM 017589 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


NM 018692 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


NMJ) 18697 


Homo sapiens LanC lantibiotic synthetase component C-Iike 2 (bacterial) 
(LANCL2), mRNA 


NM_0 18677 


Homo sapiens acetyl-Coenzyme A synthetase 2 (ADP forming) (ACAS2), 
mRNA 


NM 018431 


Homo sapiens chromosome 20 open reading frame 180 (C20orfl80), mRNA 


NM 018725 


Homo sapiens interleukin 17B receptor (IL17BR), mRNA 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


NM 017874 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


NM 017859 


Homo sapiens uridine kinase-like 1 (URKL1), mRNA 


NM 017798 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


NMJ) 17789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4C (SEMA4C), 
mRNA 


NM 017714 


Homo sapiens chromosome 20 open reading frame 13 (C20orfl3), mRNA 


NM 017671 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


NM 018384 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4LI), mRNA 


NM 018354 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA 


NM 018347 


Homo sapiens chromosome 20 open reading frame 29 (C20orf29), mRNA 


NM 018327 


Homo sapiens chromosome 20 open reading frame 38 (C20orO8), mRNA 


NM 018282 


Homo sapiens paraspeckle protein 1 (PSP1), mRNA 


NMJ) 18270 


Homo sapiens chromosome 20 open reading frame 20 (C20orf20), mRNA 


NM 018257 


Homo sapiens chromosome 20 open reading frame 36 (C20orf36), mRNA 


NM 018197 


Homo sapiens zinc finger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NMJ) 17429 


Homo sapiens beta-carotene 15, I5-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orO4), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NMJM6319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NMJM5834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2c, mRNA 


NMJ) 15833 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED I homolog rat) 
(ADARB1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-Iike membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NMJ) 14841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91), mRNA 


NM 014795 


Homo sapiens zinc finger homeobox 1 b (ZFHX1 B), mRNA 


NMJH5313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_0 14784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NMJM4862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NMJ) 15629 


Homo sapiens PRP31 pre-mRNA processing factor 31 homolog (yeast) 
(PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid- resistant (podocin) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factor 1 (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NMJ) 13348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14),mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 
mRNA 


NMJ)02313 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-I, 
mRNA 


NM_007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NM_006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NMJ)06837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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of L1)(CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1 ), mRNA 


NM_006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM 005622 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM_005733 


Homo sapiens RAB6 interacting, kinesin-like (rabkinesin6) (RAB6K1FL), 
mRNA 


NMJ)05668 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BM11), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NMJ)04579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polvphemus) 
(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


NM_004317 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NMJ)03831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NM_003098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Ah 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 


NMJ)02669 


Homo sapiens pleiotropic regulator 1 (PRL1 homolog, Arabidopsis) (PLRG1), 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (C0PS3), mRNA 


NM_000083 


Homo sapiens chloride channel 1 , skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCN1), mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2a, mRNA 


NMJ)04370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (COL12AI), transcript variant short, 
mRNA 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mRNA 


NMJ)80680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 1 , 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM_000638 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S-protein) (VTN), mRNA 


NM_080682 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 
mRNA 


NM_001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM 1 ), transcript variant 1 , 
mRNA | 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens EphA8 (EPHA8), mRNA 


NM 002109 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


NM 012208 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1 , mRNA 


NM 080758 


Homo sapiens T-box 6 (TBX6), transcript variant 2, mRNA 


NM_080718 


Homo sapiens T-box 5 (TBX5), transcript variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcript variant 1 , mRNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NM 080821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GPR82), mRNA 


NM 080794 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NM 014145 


Homo sapiens chromosome 20 open reading frame 30 (C20orD0), mRNA 


NM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-Iike 4 fC. elegans) (FER1 L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


NM 024077 


Homo sapiens SEC1S binding protein 2 (SBP2), mRNA 


NM_022730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 

( Arabidopsis) (COPS7B), mRNA [ 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM_022568 


Homo sapiens aldehyde dehyrdogenase 8 family, member A 1 (ALDH8A1), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage Ieukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM^O 15665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NM^O 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM_006145 


Homo sapiens DnaJ (Hsp40) homolog, subfrnaily B, member 1 (DNAJB1), 
mRNA 


NMJ)05120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
kD subunit) (TNRC 1 1 ), mRNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 1 (S. cerevisiae) (DPH2L1), mRNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG 1 ), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NMJ)80732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA | 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-l (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 8 (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP31), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A 1 1 ), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCR1B), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo sapiens a disintegrin-like and metal loprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM. 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM_007259 


Homo sapiens vacuolar protein sorting 45A (yeast) (VPS45 A), mRNA 


NM_08063l 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM^O 14396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sap|ens histone family member (H2A/S), mRNA 


NMJXM867 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM_001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NMJ)80541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NMJH6085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating Iigand (CAMLG), mRNA 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_032493 


Homo sapiens adaptor-related protein complex I, mu 1 subunit (API Ml), 
mRNA 


NMJXH128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


NMJ)80545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1 , mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


NMJ)80548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1 , mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1, mRNA 


NMJ)02827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN 1 ), 
mRNA 


NM_0 14241 


Homo sapiens protein tyrosine phosphatase-Iike (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


NMJ)03479 


Homo sapiens protein tyrosine phosphatase type 1VA, member 2 (PTP4A2), 
transcript variant 1 , mRNA 


NMJ)80392 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


NM_000962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1 , mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1 , 59kD 
(APPBPl),mRNA 


NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mRNA 


NM_002361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 


NM_080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG_000011 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


NM 080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NMJ)80605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1 ,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 


Homo sapiens loss of heterozygosity, 1 2, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL 1 ), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NMJ)33044 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 3, mRNA 


NMJ)33024 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 2, mRNA 


NG 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB®) on chromosome 5 


NM 015864 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYST1), mRNA 


NM 030776 


Homo sapiens chromosome 20 open reading frame 1 83 (C20orfl 83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 


NM 024812 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (FLJ23384), mRNA 


NM 024641 


Homo sapiens mandaselin (FLJ 12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 


Homo sapiens fiikutin-related protein (FKRP), mRNA 


NM 005763 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 1 16 (C20orfl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NMJ) 14555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens Cm, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM_001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


NM 018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIFI AN), 
mRNA ! 


NMJ) 18285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NMJ) 17555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM_ 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NMJ) 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NMJ) 140 16 


Homo sapiens SAC1 suppressor of actin mutations 1 -like (yeast) (SACM1 L), 
mRNA 


NM 015156 


Homo sapiens REST compressor (RCOR), mRNA 


NMJ) 13337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NMJ) 13233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
(STK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NMJ)0635l 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NMJ)06420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NMJ)05834 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog B 
(yeast) (TIMM 1 7B), mRNA 


NMJ)00385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NMJ)02792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NMJMH402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1 Al), 
mRNA 1 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (HI 7739), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC 15407), mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC 19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 080662 


Homo sapiens similar to RIKEN cDNA 1810022F1 1 gene (MGC4281), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC 14289), mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 23 10030G06 gene (MGC 14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC 17337), mRNA 


NM 080654 


Homo sapiens NY-REN-4 1 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341 ), mRNA j 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC 15397), mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NM_0 14234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protein (BRI3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 1 12 (C20orfl 12), mRNA 


NM 080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM 080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA j 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orfo7), mKJNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 


NM 020933 


Homo sapiens zinc finger protein 317 (ZNF317), mRNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM 018206 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


NM_0 14003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38), 
mRNA 


NM_006445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding_mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91 -like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DPB 1 ), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX1 5), nuclear gene encoding mitochondrial protein, transcript variant 1 , 
mRNA 


NM_004375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX1 1), nuclear gene encoding mitochondrial protein, mRNA 


NM_001303 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/farnesyltransferase (yeast) (COX 10), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


NM 032485 


Homo sapiens chromosome 20 open reading frame 154 (C20orfl54), mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TRIM7), mRNA 


NM 033421 


Homo sapiens chromosome 20 open reading frame 161 (C20orfl61), mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


NM 032883 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxvsterol binding protem-hke 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 



237 



(400/104) 



NM 025128 


Homo sapiens MUS81 endonuclease (MUS81), mRNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPL1 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_02I039 


Homo sapiens SI 00 calcium binding protein A14 (calgizzarin) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protein FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NM^O 18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
( ART 1 GAP), mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilin (SNPH), mRNA 


NM 014183 


Homo sapiens dynein light chain 2A (DNLC2A), mRNA 


NM_0 14055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-l),mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3-like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NMJ)06809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM_080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SERPINB12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NMJ)79420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 1 f, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NMJ)79837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NM^O 17869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


NMJ)79423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


NM_021019 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1 , mRNA 


NM 004509 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


NM 004574 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant I , mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NMJHH997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


NM 001008 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


NMJHH800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM_078626 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


NM_001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 1, mRNA 


NMJ)78487 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcript variant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcript variant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (S1AHBP1), transcript 
variant 1 , mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
2, mRNA 


NMJ)78471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
1, mRNA 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 078485 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


NMJ)54026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


NMJ) 13354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1 , mRNA 


NM_004064 


Homo sapiens cyclin-dependent kinase inhibitor 1 B (p27, Kipl ) (CDKN 1 B), 
mRNA 


NMJ)00389 


Homo sapiens cyclin-dependent kinase inhibitor 1 A (p21, Cipl) (CDKN1A), 
transcript variant 1 , mRNA 


NM_078467 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1 A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 
mRNA 


NM 004642 


Homo sapiens CDK2 -associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1 , mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protein sorting protein 18 (VPS1 8), transcript variant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protein sorting protein 1 8 (VPS 1 8), transcript variant 1 , 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mRNA 


NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 1 6), transcript variant 3, 
mRNA 


NMJ)22575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mRNA 


NM 021729 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM 005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


NM 012106 


Homo sapiens binder of Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
member 1 (ATP8A1), mRNA 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


NMJ)00474 


Homo sapiens twist homo log (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NMJ)80475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 1 (SERPINB1 1), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


NM 012287 


Homo sapiens centaurin, beta 2 (CENTB2), mRNA 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 1 , mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NM_006800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


NM_078629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1 , mRNA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NMJ)24831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 
mRNA 


NM_032803 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (SLC7A3), mRNA 


NM 080385 


Homo sapiens carboxypeptidase A5 (CPA5), mRNA 


NM^O 16476 


Homo sapiens APC1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 
(ANAPC11), mRNA 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SILV), mRNA 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC 17528 (MGC 17528), mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM_080284 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


NM_080283 


Homo sapiens ATP-binding cassette, sub- family A (ABC1), member 9 
(ABCA9), mRNA 


NMJ)80282 


Homo sapiens ATP-binding cassette, sub- family A (ABC1), member 10 
(ABC A 10), mRNA 


NMJ)06549 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta 
(CAMKK2), mRNA 


NM 007200 


Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NMJ)04376 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 1 5), nuclear gene encoding mitochondrial protein, transcript variant 2, 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


NM_058240 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 


NM_033262 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant a, mRNA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKDl ), mRNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


NM 025141 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 1, mRNA 


NM 031940 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 2, mRNA 


NM_020749 


Homo sapiens AT2 receptor-interacting protein 1 (ATIP1), mRNA 


NMJ) 18672 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 5 
(ABCA5), mRNA 


NM 020177 


Homo sapiens feminization 1 homolog a (FEM1 A), mRNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), mRNA 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001239 


Homo sapiens cyclin H (CCNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLX1), mRNA 


NM.006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type VIII, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha t (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NMJ)58196 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM_0 14800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl), mRNA 


NM 079834 


Homo sapiens secretorv carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protein PI p373c6 (P1P373C6), mRNA 


NM_022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


NM 058183 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


NM 058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NMJ) 15657 


Homo sapiens ATP-binding cassette, sub- family A (ABC1), member 12 
(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl),mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 



242 



(400/104) 



NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


NM 015399 


Homo sapiens breast cancer metastasis-suppressor I (BRMS1), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (BVES), mRNA 


NM_0 17726 


Homo sapiens protein phosphatase I, regulatory (inhibitor) subunit 14D 
(PPP1RI4D), mRNA 


NMJ)06451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 
mRNA 


NM 018073 


Homo sapiens SSA protein SS-56 (SS-56), mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), mRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NMJ)22779 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 31 (DDX31), 
mRNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 016489 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, mRNA 


NM_058238 


Homo sapiens wingless-type MMTV integration site family, member 7B 
(WNT7B), mRNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


NMJ)58201 


Homo sapiens sperm associated antigen 1 1 (SPAG11), transcript variant D, 
mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


NM_016512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


NMJ)57180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 


NMJM6226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NM_058216 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD51C), transcript variant 
l.mRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1 , 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_0 16567 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDrNG), transcript variant 2, 
mRNA 


NMJ)58176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 
mRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1 , 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FICBP1B), transcript variant 
1, mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FICBP1B), transcript variant 
2, mRNA 


NMJ)00801 


Homo sapiens FK506 binding protein I A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ 13340 (FLJ 13340), transcript variant 1, 
mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ 13340 (FLJ 13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NMJ)22549 


Homo sapiens fasciculation and elongation protein zeta I (zygin I) (FEZl), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDR1 ), transcript variant 1 , mRNA 


NM_001862 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004255 


Homo sapiens cytochrome c oxidase subunit Va (COX5A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NM_001799 


Homo sapiens cyclin-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


NM_057089. 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API 51), 
transcript variant 2, mRNA 


NM_001283 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 1 , mRNA 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1 , 
mRNA 


NM_054035 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM_002401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAPiKo), 
mRNA 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


NM_0540I6 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 2, mRNA 


NM_006625 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 1 , mRNA 


NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANFCH), transcript 
variant 2, mRNA 


NM_0 19847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1 , mRNA 


NM_006363 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1, 
mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM_032985 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM_0 18440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


NM 014479 


Homo sapiens ADAM-like, decysin 1 (ADAMDEC1), mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
2, mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1 , mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM_052814 


Homo sapiens caspase recruitment domain tamily, member y (CAKJjy), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (C ARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo ^aniens trioartite mntif-rnntaininp 9 fTR IM9^ francrrint variant 7 mRNA 


NM 015163 


Homo ^aniens tripartite mntif-cnntaininu 9 H RIMQ^ trancrrint variant 1 mRNA 


NMJ)52840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo saniens ribosomal nrotein I 1 fRPI 3^ mRNA 


NM 015125 


Homo sanien*; canicua hnmnlno fDrnsnnhila'l (C l JC L \ mPMA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM 016601 

1^1 IVI \J 1 UUv 1 


nuinu bdpienb puuubiurn cnannei, suoiamuy is., memoer y ^ i aono ) ^K.i^iNK.yj, 
mRNA 


NM 0^41 S 

IN IVI UjJtl J 


Unmrt c^nipnc hvrmthptiral npnp Mf^f 1 Q^O^ {KAnf 1 Q<Q<\ mDKlA 

nuniu sapiens* nypouieiicai gene iviuv-, 1 7 jvj ^iyio-U 1 y jj, mKJNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM 00706^ 

l^ivi UU /UOJ 


nomo sapiens lulj / ceii aiviston cycie j / nomoiog (0. cerevisiae) (CDL,.> /), 
mRNA 


NM 001504 


Unmn canipnc f^nf^zl^ r**»ll Hivicinn r»vr*l<» A^. MVc* /C />aranicioa\ /fn/^/I^I \ 

ouiiiu s>dpiciib L-UL/Hj ecu ui vision cycie Hj-iiKe ^0. cerevisiae) 
mRNA 


NM 00601 S 


nomo sapiens l^l/l^z Dinaing protein Kinase oeta (iJiviris.-iiKej ^UiJL/4zDrD), 
mRNA 


NM 04447? 


nomo sapiens cen aivision cycie (vj 1 r Dinaing protein, ZjKAJ) (^Uk^hZ), 

tra ncpn r*t variant 7 mPNA 
UallovllLH VdllaJlL Z., IIlIVl^i/A 


NM_00!791 


Homo sapiens ceil division cycle 42 (GTP binding protein, 25kD) (CDC42), 

tfo ncrnnt variant 1 mPMA 
u aii^vi lui vcuidJii 1, ill i\a N / \ 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Hnmn canipnc 1 \i( A \ T\r\\\rmt*mc e* era m m o /DA 15/^ I f~~l\ mD\) A 

nuuiu bapicub puiy^/\^ poiymerdoc gdrnrnd /\r vJLrVjy, mivJNA 


NM 0136SS 


nuniu dapicii5 ecu rcvugiiiiiun muietuie l^/ao r rvj ^Aor lu iranscnpi variant 
1 mRNA 

1,11 1XVI t fV 


NM 024879 


Hnmr* Qanipnc f*pll rppnonitinn mnl*»nilp r**A^PP^ /'^ ,, AQPP'^^ tranc/^rir»t variant 

1 luinu wapiti id ecu I ccu^illliuil IIIUICCUIC Cnjr iVJ ^Cnor IvJ ) y iranscnpi VaJlani 

2 mRNA 


NM 0121 15 


Homn ^anienQ PA^PR aQ^nriatpH nrntpin ? /'PA^PRAP?^ mRNA 


NM 012173 


Hnmn Qflnipn^ F-hr»Y nnlv nrntpin 9^ i FRYn?^^ mRNA 
iiuiiiu i<apicii5 r-ut)A uiiiy piuicill Zj ^rDAUZJ j, IIirviN rV 


NM 033624 


HomO <\aniPn^ F-hf>Y nnlv nrotpin 91 ^FRV091^ trancrrint variant 1 mPMA 
iiwiii«j aapicua I uua uuiy piuivill Zl ^rDAUZ I LTalioCripi VdJldJll I, IIir\JN f\ 


NM 015002 


Homo ^aniPTlQ F-hnY nnlv nrotpin 91 /FRYH9 1 ^ trancrrirvt variant 9 mRNA 
* iwiiiv oapictid i uva ciny piuiciu l \ \ r dauz i j y Liaiibcripi VdridJii z, i n jvin /\ 


NM 033625 


Hnmn Qanipnc rihncnma 1 nrntpin 1 "XA i^RPT 1A\ trancr*rir»t variant 9 mD\l A 
iiuiuu japicuo i lUVJSUllldl piuicill LtjH ^rvi Lr J 4 *^, irallbCnpi VdJ IdJll Z, ITiivIN r\ 


NM 000995 


Homn ^antPn^ rihn^nmal nrntpin I "^4. i^RPT ^4.^ tran crrir^t variant 1 mRNA 


NM 033540 


Homn <;anipn^ mitnfii^in 1 FN 1 ^ trancrrint variant 1 mRNA 


NM 005612 


Homo sanien^ RF 1 -^ilpnrino tran^rnntinn fartnr ^R F^T^ mRNA 


NM 007085 


Homo ^anien^ fnlli^tatin-lik'p 1 r^F^Tl \ } mRNA 


NM 000993 


Hnmn <;anipnQ nhn^nmal nrnfpin \ ^1 i^RPT *\\\ mRNA 


NM 012180 


Hnmn ^anipn^ F-hnv nnlv nrnfpin 8 /'FRVOR^ mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


noiiio bdpicn^ r-oox oniy proiein j ^rDAUJ ) y uanscnpi variant mKiNA 


NM 01217S 


noino bdpiens r-oox oniy proiein j \rDAUJ ), xranscripi variant i , mKJNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA 17), mRNA 


NM 00^611 


nomo sapiens son or seveniess nomoiog I (Lirosopnilaj (oUol), mKNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 


NM 019894 


Homo saoiens transmembrane nrntease sprine 4 ^T^MPR^^4^ mRNA 


NM_033313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14 A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC 14 A), transcript variant 1, mRNA 


NM 00S786 


Homo <;ar»ipn<s seroloeicallv defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


MM 001618 

IN 1VI UVJU 1 o 


Homn <;anien^ mitoeen-activated Drotein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


MM 006S77 


Homo sanien* I JDP-GlcNAcbetaGal beta-K3-N-acetylelucosaminyltransferase 
1 fB3GNTl) transcriDt variant 1 mRNA 


MM 020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-gaiactosyltransferase, polypeptide 
1 (B3GALT1) mRNA 


NM 033252 


Homo sapiens UDP-GlcNAc:betaGaI beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 2, mRNA 


mm 002954 


Homo sapiens ribosomal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


MM 031344 

INIVI v/J J J i ■ 


Homo ^aniens eel nine homoloe 3 (C. eleeans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


MM 033221 

1N1V1 


Homo sanien* trinartite motif-containine 14 (TRIM 14), transcript variant 4, 
mRNA 


MM 011220 

IN IVl UJJitZv 


Homo <;anien<; trinartite motif-containine 14 (TRIM 14). transcript variant 3, 
mRNA 


MM 011219 

IN IVl UJJi 1 7 


Homo <;anien<; trinartite motif-contain ine 14 (TRIM 14), transcript variant 2, 
mRNA 


MM 014788 

IN IVl vlt/OO 


Homo <;anien<; trinartite motif-contain ine 14 (TRJM14). transcriDt variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TRJM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRJM32), mRNA 


MM 007276 


Homo ^aniens chromobox homoloe 3 (HP1 gamma homoloe, Drosophila) 
(CBX3), mRNA 


MM 02S227 


Homo saoiens hvnothetical Drotein dJ726C3 2 (DJ726C3.2). mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TR1M2), mRNA 


mm ni7jnR 

iNlvl U 1 / O JO 


J4nmA cani^nc nnrlenl^r nrotein familv A member 2 fH/ACA small nucleolar 

RNPs) (NOLA2), mRNA 


MM ftt?QQl 
iNivi \jjz.yyj 


Wnmo cnnipnc nurleolar nrntein familv A member 1 fH/ACA Small nucleolar 

RNPs) fNOLAl), transcript variant 2, mRNA 


MM 018981 

INiVI \J 1 070J 


UomA canipn<; nnrleolar nrotein familv A member 1 fH/ACA small nucleolar 
RNPs) (NOLA 1 ), transcript variant 1 , mRNA 


NMJJ04722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NMJ)33066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) TMPP4) mRNA 


MM 011010 

IN IVl UjjUju 


Hnmo Qanien* hoi boule-like fDrosorjhila) fBOLL) mRNA 


MM 004716 

IN IVl UUH^IO 


Unmn canien^ death effector domain-containine fDEDD). transcriDt variant 2. 
mRNA 


NM 012998 


Homo <;anien<; death effector domain-containine fDEDD), transcriDt variant 1, 
mRNA 


MM 011010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


MM 011009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1 ), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SF.r61AH mRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA j 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-I), mRNA 


NM 004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC7?I.n mRNA 


NM 032970 


Hnmn sapi^nq vesicle trafficking protein (SEC22C), transcript variant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 




Homo sapiens protocadherin 10 (PCDH10), transcript variant 1 , mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


fN 1V1 UjIVOo 


Wnmn Qaniens mitnpen-activated Drotein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


xjM nn.97^8 

IN 1V1_UUZ / JO 


Wnmn camera mitn pen-activated nrotein kinase kinase 6 (MAP2K6), transcript 
variant 1 , mRNA 


i> ivi u jzf i y 


Hnmn <;anien<; dom-i homoloe Z CC eleeans) (DOM3Z), transcript variant 1, 
mRNA 


iNIVI_UjZVOO 


Ur»mn canipnc Rnrlnft Ivmnhnma recentor 1 GTP binding Drotein (BLR1 )♦ 

nUII lv7 bdUICIlo DU1 Kill Ij 11IJJ11V7I11CI 1 LL^plUl i y * a i/Liiviin^ f ,u,vl " V * /> 

trancrrint variant 9 mRNA 

II ul lovi 1 \J I V CU loll I i. ^ 11 UVJ ^ i * m __ 


NM 001716 


Hnmn ^aniens Burkitt lvmohoma receotor 1. GTP binding protein (BLR1), 
tran<;rrint variant 1 mRNA 


NM 004951 


Homo saoiens EDStein-Banr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S 1 2 (RPS 1 2), mRNA 


NM mi 004 


Hnmn ^aniens rine fineer Drotein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX15), mRNA 


XIAvf AIQQO^ 

N M_U 1 oy y j 


U/v mn C o n ;n nc MnvlOII Mnlnnev leukemia virus 10-like 1. homolog (mouse) 
(MOV 10L1), mRNA 


INIVl UJZ31U 


Unmr* cc»riif»nc nsr-A nartitinnina defective 6 homolos samma (C elecans) 
(PARD6G), mRNA 




u nm n canipnQ cnnnrpssnr nf G2 allele of SKP1 S cerevisiae. homoioE of 

r^PtTn mRNA 


NM 0^1 

IN 1V1 \J J 1 700 


Hnmn <;anien<; nuclear Drelamin A recognition factor fNARF), transcript variant 
1 mRNA 


NM 01933ft 

IN ivl \J I ZJJU 


Homo saoiens nuclear Drelamin A recognition factor (NARF), transcript variant 
1, mRNA 


NM 003080 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 019^80 


Hnmn canien<; elnnpation factor G2 fEFG2\ mRNA 


NM 019914 


Hnmn ^aniens Src-like-adaDtor 2 (SLA2\ mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


fNlVl_UUJ7 1 0 


Hnmn canipn<: MPM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
mRNA 


nm oodOQR 
in ivi uu*+uyo 


Hnmn ^aniens emntv sniracles homoloe 2 (Drosophila) (EMX2), mRNA 


INlVi UU3OZ0 


Hnmn C5»nipn<; heternpeneous nuclear ribonucleoDrotein R (HNRPR)» mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBPl), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


INIVI UwtJ \J 1 


Homo *anien* heteroeeneous nuclear ribonucleoorotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


MM 004SOO 

iNlVl vVrtJUU 


Homo ^aniens heteroeeneous nuclear ribonucleoorotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


nm ni n 14 

IN IVl uJ I J I ™ 


Homo ^aniens heteroeeneous nuclear ribonucleoorotein C (C1/C2) (HNRPC), 
transcript variant 1 , mRNA 


NM 011170 


Homo <;am£Mi<i heterogeneous nuclear ribonucleoorotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


IN IVI UJ IJU7 


Homo <;aoien<; heteroeeneous nuclear ribonucleoorotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


NM 0071 IX 

IN IVI \J\JZ- 1 JO 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA bindine Drotein 1 , 37kD) (HNRPD), transcript variant 3, mRNA 


NM 003903 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC 16), 
mRNA 


NM 031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


NM 031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG 000004 


Homo saoiens genomic cytochrome P450. subfamilv IIIA (niDhedipine oxidase) 
(CYP3 A) on chromosome 7 


NM 001 7RR 
In IVI \JU 1 / OO 


Hnmn *anien<; CDC 10 cell division cvcle 10 homoloe (S. cerevisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 

7 mRNA 


NM 01190S 


Urtmn QanipfiQ ralrinm hinHinp nrotein 1 Tcalbrain^ TCABPl^ transcriDt variant 
1, mRNA 


NM 0007 R4 

IN IVI \}\J\J f Ot 


Homo ^aniens cvtochrome P450 subfamilv XXVIIA (steroid 27-hvdroxylase, 
cerebro tendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 011491 


Homo saoiens retinol bindine orotein 5. cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mRNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


NM 00774? 


Hnmn ^aniens DFAD/H f Asn-Glu-Ala-Aso/His) box Dolvoeptide 19 (DBP5 
homolog, yeast) (DDX19), mRNA 


NM 00^*771 


Hnmn sanipn*; DFAD/H fA<;n-Cilu-Ala-AsD/His^ box DolvDeDtide 18 (MvC- 

regulated) (DDX 1 8), mRNA 


NM OlOfiSS 


Hnmn 5anien<t DFAD/H ( Asn-Cilu-Ala-AsD/HisI box DolvDeDtide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM 010^1 


Hnmn canipnQ DFAD/H ( Asn-Cilu-Ala-Asn/His^ box oolvoeotide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


NM 000770 


Hnmn QamVnc rvtnrhrnmp P4S0 subfamilv IIC (meohenvtoin 4-hvdroxvlase). 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NM 010R7JI 


Hnmn cnnif»n« rvtnrhmmp P4S0 suhfamilv HC Tmenhenvtoin 4-hvdroxvlase). 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


NM 012239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA , 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_0 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (S1RT2), transcript variant 1, mRNA 
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{NM UlZZjO 


UAmn cQnldnc e»ie*ii*n cil^nt m otin n t-imp i n formation rponlatmn 7 homoiop 1 I S 
riomo bdpicns sirrum siicm uidiing type iiianwn itguiauun t. uumuiug i 

pprpvUiapW^IRTH mRNA 


IN IVl \)j 1 JUT 


Mrvmn camVnc coratrh hnmoloo 1 7mr finder Drotein f Droc.oohila} (SCRTl^ 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1 ), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


INIVI UJIZ/O 


U/\mrv cinipnc fpctic PvnrPCCpH c.pnilPnr*P 1 1 i TFX 111 mRNA 
rxOITlO bdpiCIIa ICollb CApiCojCU ovljUvilvv I i \ i 1 /* uuMin 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM Uilz/z 


Homo sapiens tesus expresseu sequence it ^ i c.y\i**^, uiimn/a. 


XIKjI OA££1£ 


LJ^imsv ponianc mntki/tona t*»troh*/rlr/\f<r\latP HphvHmOPnnCP f\I A HpnPnHpnt^ 

Homo sapiens meinyiene leiranyGroiQidie uciiyurugcndic ^nnL' < ucpciiucmj, 

m^tKf»r»\/lt*>tpaVi\/Hmfr»lQtA />vr lnhvHml^Qp * MTHFDO^ nuclear t?ene encoding 
meuienyiicuanyuroioiaie cyciuiiyuiuiaoc ^ivi inrL/*.^, nuvitaj gvnt wivuumg 

m ItrtonnnrlriiJ 1 nrntpin mRMA 

rniiOLnuiiui lai piuiciu, iilivin/a. 


MM 0,99R1R 
INIVI UZZoIo 


UnmA canipnc mirrntiihiilp-ac.c.nriatp.d nroteins 1A/1B lifiht chain 3 
(MAPI A/1 BLC3), mRNA 


INIVI UloOv/ 


Wnmn canipnc hvnnthptiral nrntpin PR01853 fPROl853^ mRNA 


INIVI UlrtOJO 


Hnmn cnnipnc V inp^in-likp S Amitotic kinesin-like orotein 1) (KNSL5^ mRNA 


iNivi \jjv"/y 


Wrvma canipriQ nnlv^A^ hinrfino nrnteifl cvtonlasmic 3 TPABPC3V mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NIV1_UUZ.)4j 


Uftrwri canipnc r»ninirl KinHino nrntpin/ppll aHhpQinn mnlpClllp-l ike fOPCML^ 
rlOmO SdpiCIlb UpiUlU UulUiIIK UIUiCUi/ccn iiuiitaiwii 1 1 iuH/^ui^ niv^ ^v>i 

m DXJ A 
111 IV IN /A 


IN Ivl U 1 **0 / O 


Wr*mA ccinipnc numilin hnmnlno 1 f DrA^onhllaWPl JM 1 ^ mRNA 


IN ivl UjUO/J 


Homr» canipnc ^Frn.likp 1 ^ rprevisiaeWSFC 1 3 L H mRNA 


INJV1_UU.>j4Z 


Urtmri car»ipnc iiKinnitin-rnniiioatino pn7VlTlP POO 1 (\ IRC7 homoloP C 

eleaans) (UBE2G1), mRNA 


XllVyf 077AC 1 


IJrtrrirt canipnc pn 1 ninp hnmnlno 1 ( C plpOanO TFCiI Nl^ mRNA 

nomo Sapiens egi nine iiuiuuiug i v^" cicgcuio^ ^tvjbn i nuvi^r-k 


NM 015577 


Homo sapiens retinoic acid induced 14 (RA114), mRNA 


XIX4 A1 O 1 70 

INlVl U1Z1 /U 


nomo sapiens r-oox oniy proicni ^rDAWi^, hum^a 


NM UZZJU4 


LIama rinionr hictaminA rp/'pntn.r 149 ^T-JR H9^\ TTl R XI A 

riomo sapiens nisiajnine recepior nz ^nivnz, iiiivin/a 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 

/TT A I 1 "\ tmwcAfint t/onont 9 mRXI A 

( 1 1AL1 )y iranscnpi vanani z, mr\jN/\ 


Nivl_UUjZjZ 


LlnmA rnnlan r« TT A 1 ot/tAtAvir oroni 1 1 #»_iiccr\pi atprl R XI A hinH in o nrntpin-likp 1 

riomo sapiens ii/\i cyxoioxic gronuic-dooocidicu i\jn/\ uiuuuig piuicm niv^ i 

/TT A T 1\ tnnenrint T/iriont 1 mRXI A 

( 1 lALii ), iranscnpi vdridni 1, iiirviN/\ 




LlAmn canipnc Kvr»ntKptiral nrntpin FT 190698 (F\ 190698^ mRNA 

riomo sapiens nypoineiicdi pruicni ruLuuio v i uiuuioy, "u vnn 


IN lvl_U 1 Zjo** 


I4r>mr» cam'pnc olnrnrnrtipniH mnHnlatnrv plpmpnt hindinff nrotein 2 fGMEB2^ 
riUiIlU bdpiCili HIULUCUI iicuiu niuuuiaivji y wi&iuwiii uniuiiig p'^^in — \ x - ,iT14 -^ 1 - , *-y> 

mRNA 


N fvl UUO 1 l 5 


Urvmr* canipnc UQ 1 Kinrlino nrntpin ^HAXl ^ mRNA 

riomo sapiens no i uiiiuiii^ piuiciu ^rxrvyvi 1 1 um ^ n 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


NM UOzUUj 


Homo sapiens tenne sarcoma oncogene \r coj, miviN/\ 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM 025136 


Homo sapiens optic atropny 3 (autosomal recessive, wnn cnorea anu bp<u>nc 

~*m*-*)n.n'tn\ /ADA "J\ mDXIA 

paraplegia) (UrAjj, miviNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 

DM * 

mRNA 


NM_022362 


Homo sapiens MMS19-like (MET18 homolog, S. cerevisiae) (MMS19L), 

O XT A 

mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


IN Ivl V IAI£ / O 


Hnmn ^aniens oculocerebrorenal svndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_00I407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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INIV1 UUI'tvO 


Hr\mn cnnipm: radherin FfiF I AG seven-nass G-tVDe recentor 2 (flamingo 
homoloo Drosonhila) (CELSR2). mRNA 


mm nn^7^s 


Homo QnnipnQ ARP1 actin-related nrotein 1 homolog B centractin beta (yeast) 
(ACTRlB'l mRNA 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mRNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


INIVI UIOJ7VJ 


Homo saniprK hktone deacetvlase 7A (HDAC7A). transcriDt variant 2, mRNA 


NM OlSdOl 


Homo <;anien<; histone deacetvlase 7A (HDAC7A), transcript variant 1 , mRNA 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 

trsincpriot variant 1 mRNA 
11 dllow ipi V CLl l cu 1 1 i, uuvi^irA 


NMJ)23019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 

tran^rrint variant 0 mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


mm rmnni 


Homo conipnc rptinohlaRtoma hindina nrotein 1 fRBBPl^ transcriDt variant 3. 
mRNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 
mRNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RJBBP1), transcript variant 1, 

mRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


fN ivl_U I Zj 1 1 


Unmn conipnc w FM antiopnir Hptprminant of recA orotein homolos f moused 
fkrnsn mRNA 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

mRM A 
lTlivlN/\ 


NMJ)20180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

mRNA i 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


IN IV1_UUZ40 / 


U/\mA nnionr \t m\/r* m\/f>l rir'wtr^m atr\c i c v i re* 1 nnrnopnp homol OP (avian) iMYL). 

riomo sapiens v-myc niyciv;v/yiviiia.i*jjio vuai uiiw^tnv uuuiwiw^ v a iu, v v 4 
mRNA 




Homo <;nnipn«: nprioH homoloa 7 fDrosonhila) (PER2) transcript variant 1, 
mRNA 


MM 0fnRQ4 


Homo sanienQ neriod homoloe 2 (Drosoohila) (PER2), transcript variant 2, 
mRNA 




Homo saoiens CloX caseinolvtic protease X homoloe (E. coli) (CLPX), mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


MM 0049^4 


Homo Qanipn^ 7inc fineer Drotein 93 homoloe (mouse) (ZFP93), mRNA 


mm nn^R70 


Homo canipnQ <:tn^-aQ<:oriatpH nolvnentide 1 8kD fSAPl 8). mRNA 


mm nfm^n 


Homo <:anipn^ lihtnuitin-coniueatinp enzvme E2 variant 2 (UBE2V2), mRNA 

| \ \j 1 1 \\J od^yltlli ULrl^VllllllW/lipUfijvivllI^ viii<^ uiv *— ' v *- a ■ 141 1 * \ *^ • / 7 ------- 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


MM H77444 
IN 1V1 UZZ't'f** 


Hnmn c^nipnc cointp rarripr familv 1 ^ Tsodium/sulfate svmDOrters). member 1 
(SirHAl), mRNA 


XTM ft 1 Q 1 07 
INM U 1 51Z / 


Hrkmo conipnc pl^P homoloa 9 coli^ TFLAC2^ mRNA 
nomo sapiens eiav_* noinuiug c yi^» ^u,L-i-vv^^,y, iiuviiiT. 


MN>f ft 1 A 1 1 *7 
NM U I4J 1 / 


rtomo sapiens uans-prenyiuanMcrasc yirij, uuvjia 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant z, rnrviN/\ 


NM 022037 


Homo sapiens Tl Al cytotoxic granule-associated RNA binding protein (T1A1 ), 
transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_02197I 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l.mRNA 




UnmA ronionc ftHP-mannncp rkx/rrmVirtcnhnrvlnQf* A ( C\ \A PP A ^ mRNA 

nomo Sapiens vji-/r"iiiaiuiusc pYrupiiUdpiiui yiaot. rv ^\jivirrr\^, huvj ^ r\ 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 

m D\T A 


mm nn^Ki 1 

NM UUJO I 1 


Mnmrv conipnc ornwth H \ff(*rf*n tiatinn fartnr \ 1 W mRNA 
nomo sapiens gruwm uiiiciciiuaiiuu iai>iui * i \vj i 1 ^, uirvi^/v 


XIM nf|^07l 


nomo sapiens r /\ i \j uomain-iAjuuiiiiiiig ivn uajiopun rcguiaiui j ^ a 1 uj j y 
transcript variant 1 , mRNA 


nm uziyiu 


nomo sapiens r a. i \j uomain-coniaiuuig iuu uaiiapon rcguiaiui j \ l * )•> 
transcript variant 2, mRNA 


mm mono*; 
NM uzzuvo 


riomo sapiens anKynn repeal uoiuaLii j ^nn ivtvl/ jj 9 mrviN m. 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NMUZZU4/ 


Homo sapiens oinereniiaiiy expressea in ruLr o nomoiog ^mousej \ucro) y 
mRNA 


NM_02!77o 


Homo sapiens a oisintegnn ano meiaiioproieinase aomain zo ^auavivizo;, 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 

tr/tiA in (f\ A \\ mPMA 

type ii j (uaa ) y nruviNA. 




Homo sapiens renin oinaing proxein ^tvcrNDrj, mjvrN/\ 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_UUU0J4 


Homo sapiens rMol postmeiotic segreganon mcreasea i ^o. cereviside^rivioiy, 


NM UUj4D1 


Homo sapiens enigma ^lim aomain proieinj ^cinivjivi/\^, miviNA. 


NM_UZ1V / J 


Homo sapiens v-rei reiicuioenaoineiiosis virai oncogene nomoiog /\, nucicai 

^RPT A1 mRMA 


XI\yf AOiQ<ft 
IN 1V1 UZiVjO 


riomo Sapiens nZ.v'UlvC IIOIIICU UUA 1 ^L/IUoupillla^ ^nijA i ^, mivi^n 




UnmA conipnc ] \ r\rknr\ Ivc a ^ri Hp htnrlino nrntPin M RP^ mRNIA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


MM nfl/1 1 fi"7 
N M Ulrf 15/ 


Homo sapiens omcx nomoiog, a enromosome ^rnouscy ^oivii^w^, iiuajn/a. 


mm aai 1 *7A 
NM VVj 1 /U 


Homo sapiens suppressor or ly o nomoiog ^o. ccrcviaiac^ ^our lonj, iiuvinav 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM UUJOoo 


Homo sapiens slug nomoiog, zinc ringer protein ^cnicKenj ^luu), miviN/\ 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mKNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM 004196 


Homo sapiens cyclin-dependent Kinase-ince l (uuuz-reiaiea Kinase; ^uuivli;, 
mKNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 

r> x r a 

mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_0 14588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 

/UQYh mRMA 
^ v ja i )) 1 1 irvjN /a. 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7LI), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PEL11), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


MM fllA^AQ 


Hnmn canipnc 7inr flnopr nrntpin homoloe fmOUSe} fZFP95^ mRNA 


NM_0 12458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 

fvpacfl fTlMMl *}R1 mRNA 


xjm nnnA79 


Hnmn canipnc alrnhnl HphvrlrnOPIia^P. fclas<? fADH6^ mRNA 


xjm nnun^ 


Hnmn canipnc a ro/A hl-intprflrtinff nrotein AreBP2 ( ARGBP2} transcript variant 

numo Sapiens* /\lg//\Ui-ullcrat»iiii£j pivivui S ^niwiui A-y, utMuwi^p* tvuiwii. 
1 mRMA 

1,11 LTVJN /A 


MM O0\Of\Q 


Hnmn <:anipn<; Arp/Ahl-interactine orotein AraBP2 (ARGBP2). transcript variant 

riUlllU odpiCIlj rVI /AUI-lIllCI acting pivriwui *» ^/iivvji/j /» r 

2 mRNA 


MM 004QS0 


Homo <;anien<; dermatan sulfate nroteoelvcan 3 (DSPG3), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


MM 091 1 00 
in ivi yjz, i i kjkj 


Hnmn «anipn<: nitrogen fixation 1 fS. cerevisiae) fNFSl), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


MM 00 1115 


Unmn c^rkipnc cpiTiirp rplatpH f% hnmoloc? (mouse Y-like fSEZ6L\ mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-Iike (NUMBL), mRNA 


N M_UU40VU 


LlAmn conipnc I ATQ hrop himnr cunnrPQ^nr homolop 1 fDro^ODmlai ( L.ATS 1 ) 
nOITlO Sapiens L«/\ 1 o, laigC lUIIiUl blippicaavi, uuuiuiug i V 1 -^ 1 wo ^r / V 1 -''* 1 *■* 1 /> 

mPM A 

mix IN A 




U/mtia contpnc tVivmirl hnrmAnp rprpntnr hpta ^prvthrohlastic leukemia viral (\- 
nomo sapicnb inyruiu iiuriiiuiic icvc^>i*ji, utia ^tijrunwi/itioii^ ivuiwuuu ▼uui 

prK-^^^ nnrnopnp hnmnlnp 9 avian^ ^THRB^ mRNA 

ClU-d ) UllL-UgCllw llUUHJIUg £* y CIV loll j \ l i Ll\~LJ Jy iiuvj » 


mm noirnft 

IN [V1_UZ I U / O 


Hnmn campnQ OPMS ppneral control of amino-acid svnthesis 5-1 ike 2 fveast) 
fnCNST 2^ mRNA 


MM 009X77 

IN IVI UUZO / / 


Hnmn QanipiiN R ADS 1 -like 1 cerevisiaeHRAD5 1 L 1). mRN A 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


MM 0.07/187 
INM UvZ*fo/ 


I-l/\m/\ conipnc n^nHin hnmnlno ( mm iqp^ rMONl mRNA 
nOniU bapiCIlo IICvUlll liuiiiviug ^muusty ^i^ti^i^^, nuuin 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


VTA A ArtC/: 1 o 

NM UUjoIo 


Homo sapiens aeua-iiKe i ^iyros>opniid^ j, iiu\i^r\ 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


XIX A A 1 A"} HQ 

NM_014z0o 


Homo sapiens micromouie-associaiea proiein, ivr/cD ldiiniy, nicuiuci 

/KylAPDPO^ mRMA 

(MAr lvcz ), mjvfNA 


xim moA/i"? 
NM_UzU00Z 


l-lrkm/% cinipnc MRQ9 lilrp mcicmpciiim hnmpn^ta?!^ factor cerevisiae'i 

nOITlO Sapiens 1V1ivoZ-11K.C } llla^llCblUIU IlUlUCUoUaoio latiui \ w. ^i^vi^taby 

(MRS2L), mRNA 


MM 070^/10 
INM UZUOhV 


Ur\m/\ canipnc rhrnmnhnv hnmnlno R (Pc rla^^ homolop OfOSOnhila^ ^CBX8^ 

riomo sapiens cnromoDox iiouiuiug o c ciooo iiuinuiug, L/ivoupima^ v v ~ /L '-' v<j /» 

mRMA 


MM 01R4TA 


UAmA canipnc lantnif 5IQP 1 A T i l^i mR^JA 
nUIIlU oapiCIlo allaJllUiCaoC ^/ALiLiV/ miviirv 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


XIM Al/IO^A 

NM_U I4Z /o 


n rtr _, rt ronianc roAAmKinino KinHincr nrnfptn Qiinnrp^QOr of hairier I Tjro*\OnhlIa i- 

Homo sapiens recomoining uinuLiig piutciu dup^iwdui ui uaintoa ^L/iuo*jpiiii«/ 

ISlr«» ^RRPQTIHT ^ mRMA 
llice ^ivDroUnL IlLTvlN/A 


XIM OIQ^^T 

INM uiyjj/ 


Urtmn ccinipnc hvnnthpfiral nrntpin RP1-117F21 (I OC5618H ITlRNA 

riomo sapiens nypoLiiciiL.ai piuicni rvr / ^buv^ju iw/? " uxi,ri 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_UUj /44 


Homo sapiens ariaone nomoiug, uDit|uiiiii-cuiijugaiiug c-iiz.juit l-^. unium^ 

--rttoln 1 ^nmennhila^ ( A R IH 1 \ mRMA 

protein, i ^urosopnuaj ^/vivini^, miviNA\ 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-ince t ^urosopnua^ ^rrNu ili^, mivi>i/\ 


NM_0l3384 


Homo sapiens laui longevity assurance nomoiog z ^o. ccrcvibidc; ^LAoo^j, 
mRNA 


XIAX A1AT5A 

NM 020230 


Homo sapiens peter pan nomoiog ^urosopnuaj ^rr/vrNj, mrsjN/\ 


mm 020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAI), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NMJ)00399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM 002964 


Homo canipnc ^100 ralrinm hindinp nrotein A8 fcalsranuiin A^ (S100A8), 
mRNA 




Homn canim* ^100 ralrinm hindinp nrotein A7 fDSOriasin H (S100A7). mRNA 


MM 014674 
IN IVl UIHO^H 


Homn canipnc ^100 ralrinm hindinp nrntpin A6 (calcvclin^ f^l00A6) mRNA 

null lis bdfJlCllo O I UU VdldUlll LMllUlllg JJlUldll i*.\J \ j \*\\\\ j I uvrvw^, in»'v* -w » 


MM H10S^4 
IN IV] _U 1 yJ j*t 


Homn cnm'pnc ^100 ralrinm hindinp nmtpin A4 f calcium nrotein calvasculin 

IIUIIIV/ odUlCllD JlvU Vdldlllll UUIUIllg piUlvIll <v » V. mill ^/lVJlvlli, vui » u^vwuiif 

metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


MM nn?Q6i 


UnmA canipnc ^100 ralrinm hindinp nrntpin A4 (calcium nrotein caivascillin 

metastasin, murine placental homolog) (S100A4), transcript variant 1 , mRNA 


MM 00SQ7R 
IN IVl UUJ7/0 


Hnmn canipnc ^100 ralrinm hindinp nrotein A9 fS100A2^ mRNA 

IlUIIlU odUIdlo jl vu CdlvlUlll LHIIUHlg ^iuiwiii /vx. y^j i iiiivj-w* 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


MM fi1Qft<\4 
lNiVl_U 1 VoJH 


Hnmn canipnc HMT1 hnRNP mfthvltran^fpraQp-lik'e 1 rereviciae^ 
nuniU Sdpicnb nivi i i lUlrvlNr iiicuijr iiidJioiciaov uivw j v^* *^^» v | ^ |a *'/ 

(HRMT1L3), mRNA 


NT NX A 1 OA 10 

in iviu i yo 1 7 


Hnmn canipnc nor 1 nartitinnino HpfprtivP "X hnmnlnP ( plppanO TPARO^^ 
riomo Sapiens pdX -J pdlUUUiUllg ucictuvc j uuuiutug ^v^. cicgdii^y \i ruxxsj 

mRNA 


XI\>f O 1 "74^4 
INlVl Ul / e *J i * 


UnmA coniAnc ct«anf*»n DMA KinHino nrntpin (r^rn^nnHila^ T^T'AIIi tran^rnnt 
riomo sapiens suiuicn, rviN /a uiiiuiiig piuicui ^L/iuoujjnudy \\jirwjj, uaiiown^i 

V di I dll l 1 1, IIlrviN /A 


NM_0I7453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
vdJidJii i j, iiir\jN/\ 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 

VdridJll i z, iiLrsJN/\ 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


INivl_Ul jU44 


HOmO Sapiens gOlgl dSSOCldieu, gamilld dUdpuil CdJ ^uiiLdiiiiiig, rvivr uniuuig 

protein 2 (GGA2), mRNA 


NM_U1 3 JO J 


riomo sapiens goigi associaiea, gamma aaapiin edr conuiining, /\rvr uuiumg 

nmtpin 1 (C\C\ A 1 ^ mRMA 

protein i ^vjvj/\ i ), nuviN/\ 


MM f1fi4781 
INIV1_UU4 / o 1 


u nmn canipnc vpcir Ip-nccnrintpH mpmhranp nmtpin i ^rpllnhrevin^ fVA\4P3^ 

tlOmO Sapiens VCSiLlC*aooU^ldlCU lllClliUl dlic piuitni j ^tcnuui t-v my ^ v ^-viyii jy, 
mRMA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
f ANT mRNA 


MM 017097 


Wnmn canipnc mitnfii^in 1 fMFNI ^ tran c rrint variant 2 mRNA 


MM niR^R7 


T4nmn canipnc cnprmatiH npriniirlpar RNA hindinp nrotein fSTRBP^ mRNA 


MM 01JH7K 


Hnmn cnnipnc F-KnY and lpnrinp-rirh reneat nrotein 8 ( FBXL8^ mRNA 


mm nisn^R 

IN IVl U 1 0 1 Jo 


Mnmn canipnc cnlntp ram'pr familv 4 Taninn pYrhanppr^ member 1 adantor 
nrotein /'ST T4A1AP^ mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


MM 017^75 


Unmn conipnc rKrnmncnmp 1 7 nnpn rpadino framp "\ 1 f 1 7nrf> 1 ^ mRNA 
JrlUlTlO odpiCllb CiUUIIlUoUliiC 1 / 1 vdUlllg ll ami* J i ^v-' i i v/i u ly, ii uxa ^ / Y 


MM HIRnQn 
INM UloOVO 


Hnmn canipnc plaP hnmnlop 1 roliWFT AfH mRNA 
noillU Sapiens CldV^ llUlUUiUg 1 \*-" wii^ \\-,\-ir\\-> \. )y uiivi^r^. 


MM 0.fK7R 1 

inm uuj/oi 


Hnmn canipnc artivatpH n9 1 rHr49HQ Ifinacp ( ACTC 1 ^ mRNA 


mm ninftti 

IN IVl UlOoJl 


Hrtmn canipnc rvrir\rl hnmnlno "X ^Orncnnhila^ ^PF R *\ \ mRNA 

nonio sapiciib penuu iiuinuiug j ^L/iuoupiuid^ ^iliw/, imuin 


mm nmi»7 


Hnmn canipnc Wiclrntt- A IHrirh cvndrnmp nrotpin interactinp nrotein ^WASPIP^ 
mRNA 


NM 005993 


Homo sapiens tubul in-specific chaperone d (TBCD), mRNA 


mm nmni4 

IN IVl UUju 1 *f 


Hnmn canipnc cprrpfprl frir^lpH-rplatpd nrotein 4 fSFRP4^ mRNA 
IlUIIlU bdpiCIO iCWlCLCU lllZ-tlvVJ-ltiaitU piuivui *T V,^ 1 IVJ ~ Jt ihivj^ii 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


IN IVl UUZoW 


M nn . A i^nnlanr rotinnl Kinrl \r\rt nrntpin 1 PP III liar ^R R P 1 ^ mRMA 

Homo sapiens reunoi oinuing protein i , Lcnuidi ^ivd r i ^, ihivin/a. 


NM 005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (Celegans) 
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fPARDfiA^ mRNA 

\1 r\KSJLJ\}f\/y 11 irviN /A 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


MM ftlAQT? 
INlvi \j lOyj/, 


riomo sapiens sine ocuiis nomeooox nomoiog l ^urosopnuaj ^oiaz^, iiirviN/\ 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


XIM ClllAM 

NM Ul/^u 


nomo sapiens rnzziea nomoiog j ^urosopnuaj {r£U3) t mKJNA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


Nlvl_OUz8oy 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 

fPAPPtTC>\ mPMA 
^rvAKJvco/J, mKJNA 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 

mPXI A 


NM_0 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 

mPM A 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_Uioo;>j 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


N M_UUzU4 1 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_U 100j4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 

^Pi A RPR n troncrrint variant Kptii mPMA 

(UnDrD i ) y transcript van on i ocia, itiivinan. 


MM flfl^^d 


riomo sapiens Duiaing protein transcription racior, oeia suounii i ^jjk.u^ 
(GABPB 1 ), transcript variant beta, mRNA 


MM fU^RA^ 
IN M UlDonJ 


riomo sapiens l-im uomain oniy / ^l-mu/ ) y iranscnpi variant j y mivNA 


NM 015842 


Homo sapiens L1M domain only 7 (LM07), transcript variant 2, mRNA 




Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM IMol /o 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 

Aaraiii(<ina\ /CIDT7\ mD\I A 

cerevisiae ) {o\k i / ), mKJNA 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae ) (oik io), itikjn a 


N M IM o.) 1 o 


nomo sapiens KJtv l-iuce (yeast) (ivtv il,), itikna 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

mPXT A 

mKJNA 


N M_U 1 0 J OJ 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 

m D\I A 


NM 015886 


Homo sapiens protease inhibitor 15 (PI 15), mRNA 


N M_U 1 oUo / 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
encoding mitochondrial protein, mRNA 


MM ni^Q/lA 


riomo sapiens peioia nomoiog ^L/rosopnuaj ^rcLUj, itumna 


MM fHATQ7 


riomo sapiens i n i -iiKe ^urosopnuaj ^ i m i lj, rruvN a 


NM_0 16587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 

(LDA j J, mKJNA 


NM_0 16347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM UlJ/Z/ 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant short, mRNA 


xi\>f nni acq 
NM UUIOjo 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NMJ)04052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNIP3), 
nuclear gene encoding mitochondrial protein, mRNA 


MM C\]AHlf\ 


riomo sapiens iransiocase oi outer mitocnonanai memorane /u nomoiog a 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NMJM4707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homn Qanipn^ mitoftisin 9 fMFN2^ mRMA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Hnmn canipn* HIRA intpmrtinp nrnt^in S fHIRIP5^ mRMA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEMike 1 (S. cerevisiae) (YME1 LI), mRNA 


vtw At 


nomo sapiens proiein expressed in tnyroiu v i r i jn izj, mKJNA 


NM_0 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 

mD XT A 

mivINA 


INIV1_U 


nomo sapiens siaiyiiransierase /u ^aipna-iN-aceiyineuraminyi-z,j-oeia- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 

mix IN A 


mm oiaa/^ 

IN IV1 KJ t *t*tO J 


nomo Sapiens suiiouansicrasc laJimy, Lyiobouc, 1 d, inciiiuci i ^jul i idij, 
mRMA 


NM ftlaARS 

INIVI vlHHOJ 


Unmn c ran i <=»n c r\rr\ctrzo\nr\f\ in T^9 cvnth?ic** hf*mntfinr\i<»tif ^PfiP^X^ mRMA 
nUIHU bcipiCIIb pi Oo lag 1 Ol IU U 1 \JJL ojrllulOoC, lldliaUJ|JUlvlIl< \T VJL/J y, 1 1 1 1 Vi > /A 


MM 01 Aim 


Unmn cnnipnc n/»cr x *jrlillrt hnmnlno 1 r*nnt5itnino RRf^"F Hnmain f 7pHriifich^ 
nuinu bauiciib L/CdCauliiu iiuiuuiug i, i/Uii taming ui\vi uuiiiaui ^z.cui ai i jiij 

TPF^n mRMA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZ1), mRNA 


MM 014490 

1NIV1 U1't't^7 


Urtmn car\i**nc mtfrrMvhiHia hnmn loo i mrtiKP^ i MORP i mRMA 
nuiliu oajJiciij mm ui Uliuia iiVJiiiuiug ^iiivjuot^ ^iviwrvvy j y iiiivin/a 


mm nn&no 


Hnmrt C5mif»nc mnh-9 1 9 (C <»lpoanQ^ fMAR91 T 91 mRMA 
noiIlO bapiCIlb IIIaD-Z 1 -IIK.C t. • ClCgaJlb^/ yivu\D£. I J» IIlrvlNr\ 


MM 015199 


nomo bapiciib lcrn- 1 iioiiioiog u jv.^ . cicgaiiD^ ^iiliviid^, iiii\jna\ 


MM 0145Q1 


nomo odpicnb rvv cnaJiiici niicrai'iiiig proicm l ^i\.v^iNir z.), iihvin/\ 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 

mRMA 


mm niAd?n 


nomo oapiCIlb UICKuKOpi IlOIUOlOg H ^y\.CIlupU5 laCVlb^ \^L/ IVJvH J, 1 1 IJViN /-\ 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


MM 014195 


nomo Sapiens coromn, dLiiii oiiiuing proiein, il> ^i^v-zrvi-^ i v^^, iiii\jN/\ 


NM_0 14246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
nomoiog, LTOSopniiaj ^c.L,otvi j, mtviN/\ 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


INIVl_l) 14 j jo 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPL1), 

mRMA 


NM_0 14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1 , mRNA 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM_U1 jvoU 


Homo sapiens DCLz/adenovirus tlh> lykJJ interacting protein l (oNlrl j, 
transcript vanani dinit i-c, mtviN a 


NM_0 13979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript vanani oiNir i-d, miviN a 


NM_0 13978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BN1P1), 
transcript variant din ir i -a, mtviN a 


INlvl UU4I /o 


Ua« a ponlanc TAD fLIIXA DMA Ktnrl irto nmtoin 9 /'TADRDO^ mDMA 

liomo sapiens i ak ^ni v j kjn a oinaing protein z ^ i Atvorz j, mrviN a 




Homo sapiens MCM6 minichromosome maintenance deficient 6 (MIS5 
nomoiog, o. pomoej ^o. cerevisiae^ ^iviv^ivioj, mtviNA 


mm nms'7& 


riomo sapiens pzi/v^acHZ/tvaci-activaieu Kinase i ^oiczu nomoiog, yeasty 
(PAKH mRNA 

\ A / % IV* ij lilt V* ^ I m 


NM_0 12091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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Homo sapiens AKP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (H1KA), mKNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKX1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

OIX IA f-fc 'VIA 

SIM2, mRNA 


NM 009586 


I I _ * ♦ 1 "111 1 r\ / »— v t •» \ / i"> r a a<-n\ . • • 

Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
MM2s, mRNA 


IN lVlUUzo 1 U 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


XT\>I f\ 1 111 A 

NM UIjJ/4 


Homo sapiens programmed cell death 6 interacting protein (PDCD61P), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


f T _ * 11*1 t / i •! \ / g*y aft iX r% "v r a 

Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NMO 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_0 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM1 3 A), mRNA 


NMO 12456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10), mRNA 


NM_0 12450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-iike (S. 

» * \ / -% f \ TT-k "VTA 

cerevisiae) (SPOl 1), mRNA 


NM_0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_0 12381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 
mRNA 


XIX jf AH^If 

NM_0I2225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


f ¥ • a T /" 1 \ f I - * 1 * "V / \. AT T 1 r«t T T T\ T~\. VTA 

Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


\ti i Ai inn 

NMO 12279 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 

nxi i 

mRNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM_0 12205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


T T * t * «— *• t~> t f 1* 1*1* • y a \ t-w -» r a 

Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC 1 ), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NMJM2124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


XIKjf A 1 O 1 ID 

NM_U12I Is 


Homo sapiens CCR4 carbon catabolite repression 4-1 ike (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


(NM UU4DU0 


Homo sapiens neat snock transcription ractor 2 (Hbr2), mRNA 


NM 00442,5 


Homo sapiens dishevelled, dsn homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine ocuiis homeobox homolog 6 (Drosophila (SIX6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

/X jf X if \ AVI A 

(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 


XIX yf Af»T) 1 ^ 

NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


XIX jf AA1 O 1 O 

N M_UUJ o 1 y 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 




Homo sapiens ADr-nbosylation tactor-hke 7 (ARL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1 ), mRNA 


XIX 4 l\t\H*}CA 

NM 00/264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetyIglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_U07j0y 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


XIX if AAIOTO 

NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM 000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease Ill-like 1 (E. con) (NTHL1), mRNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(T1MM8A), nuclear gene encoding mitochondnal protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


XTX M AAyiT>*> 

NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM 00688 1 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM 006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM 006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM003801 


Homo sapiens GPAA IP anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-speciflc chaperone e (TBCE), mRNA 


NM002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


INM UUOJ4I 


Homo sapiens MAD2 mitotic arrest dericient-like 2 (yeast) (MAD2L2), mRNA 


NM 006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007I29 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 
(U2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZDI0), mRNA 


NM 007246 


Homo sapiens kelch-Iike 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NM 006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 B 
(DYRK1B), transcript variant c, mRNA 


NM 006483 


Homo sapiens dual-specificity tyros ine-(Y)-phosphoryIation regulated kinase 1 B 
(DYRK1B), transcript variant b, mRNA 


NM 001882 


Homo sapiens corticotropin releasing hormone binding protein (CRJ~IBP), 
mRNA 


NM 005889 


Homo saDiens anolinonrotein B mRNA editine enzvme catalvtic Dolvoentide 1 
(APOBEC1), transcript variant 2, mRNA 


NM 001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


NM 006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC 1 ), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM 007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NM 005922 

I ~ 1»1 \J\J -J S 


Homo saniens mitopen-activated nrotein kinase kinase kinase 4 f MAP1K4^ 

11V/II1VS JUUIVIIO 1 1 11 IV/ E^Wll (IvllTUlVU piUlVUl IVlllUOv IV1IIUJV IVI1IUOW T I 1 " 1 1 \ 1 J 1 v I J ^ 

transcript variant 1 , mRNA 


NM 006807 


Hnmn sanien^ ehrnmohnx homolop 1 fHPl beta homolop Drosonhila ^fPRXl^ 
mRNA 


NM 006734 

I * 1V1 WW / J~ 


Homo ^anien<; human immunodeficiencv vims tvne I enhancer hindinp nrotein 2 

1 1UI11U JUUIVIIJ I1U1I1CUI IllllllUIIUU^llVIVIIvT IUUJ IT l/v 1 blllltUlvCI VMllUliig plv/lvlll i— 

(HIVEP2) mRNA 

1111 ▼ 1_(1 I, IIUVl ~i\ 


NM 006732 


Homo ^aniens FBJ murine osteosarcoma viral oncogene homolop B f FOSB'l 
mRNA 


NM 006729 


Homo ^anien^ Hianhanous homolop 2 fDrosonhila^ fDIAPH2^ tran^crint variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIlA-alpha/beta-like factor (ALF), mRNA 


NMJ)06796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SECIO-Iike I (S. cerevisiae) (SEC10L1), mRNA 
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MM nfl£££A 
PI 1V1 uuoooo 


Unmn canipnc RnvR 7 (T> I |\/D| A\ mPMA 

nomo sapiens rvUVB-iiice z ^c. conj ^IxUvdL/j, rniviN/\ 


MM 006S09 


nuiiiu bajjiciib v-rci rciicuiueiiuuuiciiusis virai on^ugciic nomoiog o, nu^icar 

far-tnr ftf I'anna lioht rvr\l\/r>f»r\tiHp o^np pnhonrpr in R-fpllc /'owi'irt'i /'PPT R^ 
laciur ui R.appa ugiii puiypcpuuc gene cnxidJiccr ui d-^ciis j ^avianj ^ivc<l.d^, 

mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


MM 006620 


Wnmn <;anien<; HR^J 1 -\\\cr (*\ rprpvmapWHR^ 11 ^ mRNA 
nuiuu dap I vi id nuji -IIR.C viaiac y yfi lj O itj, IIUVINAV 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


KIM 0(\f%^lQ 


nomo sapiens crnopomii oinuing proiein i^sieroi isomerasej (tor j, miviNA 


mm ooa^o 

IN1V1 UUOJOU 


nomo sapiens luu uipiei repeat, kjna Dinuing protein i (LUuori )> mKiNA 


NM_0012I1 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 

fvpact'i fRT IR 1 R"i mRMA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 

mix IN A 


MM 00A**77 
IN ivi UUO J f 1 


nomo sapiens unc- 1 j-iiKe [\,. eiegansj (uinl. i j ), mKJNA 


MM 006^7 


nomo sapiens uDiquiun-conjugaiing enzyme czc j (udlh/j nomoiog, yeast j 


NM 006171 


numu idpiciii jcLit rciaicu gciic lainiiy, iiicui uer o ^o. cerevisiae^ ^oci^zfDj, 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23 A), mRNA 


NM 00677? 


nuinu bd.pt ci o i uu LaiLiuiii uiiiuiiig pruieiii, Dcia ^neural j i uud ), rnjviN/\ 


NM 006271 


Homo sapiens SI 00 calcium binding protein A 1 (S100A1), mRNA 


MM 00A1QI 


Ll/\ mn roniono D A XI kin/linn nrntoin 7 /DA \fDD'7\ mDXT A 

nomo sapiens k/vin Dinaing protein / ^KAiNor /j, rnJviNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21 ), mRNA 


INM_UUOZUj 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
ounce nomoiog, urosopniiaj yrutmu), mKiNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
ounce nomoiog, urosopnnaj (rUcr4A), itlkina 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (0RC2L), 

mRMA 
mivIN A 


MM oo^i&i 

INIVl UUOIoi 


nomo sapiens netnn z-UKe (^cnicicenj (in i NIL), mKJNA i 


mm nn£i£ft 

inivi uuoioo 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


MM 00A1A7 
IN IV1_UU0 10/ 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3A), 
mRNA 


mm ooai 
tNivi uuoijy 


rtomo sapiens rNtL-iuce i (CiiicKenj (NcLL/j, mKJNA 


MM 00A1<\7 
IN IVI UUO 1 j / 


nomo sapiens iNtL-iiKe i (cnicKenj (inclli j, mKJNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
^avianj (MAr mKJNA 


mm ooatoa 

IN tvl^UUOj UO 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMC 1 LI), mRNA 


mm ooaaai 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


M\4 OOA7 1 A 
IN IVI UUOJ 1 4 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
rasj ^Nivi ) y mKJNA 


MM 00A7A£ 
1N1V1 UUO J 00 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


mm ooaaa/1 

IN IVl_UU044*t 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 ' 


H*Amr» ennipne nrinrfnp KiaitiaIao 9 ^DrACAAhila^ ( ARll-f^ mRMA 
1 1 u 1 1 i\J adpiciid cu lauiiw iiuiiiui^g Z> uoupmiay rvi n t. iiirvl^i/A 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


INIVI UUJ/Oi 


no mo Sapiens sine ocuus nomeoDox nomoiog i ^LTosopnuaj (MAi nuviNA. 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


IN IVl UV/J"OV/ 


I f *-\ r-y^ s>l o o n i* nrt c* C 1 AA Ail/>inm kin/linn rs rntrki n D /C 1 AAD\ ...DXI A 

riomo sapiens oiuu caicium oinuing protein r ^oiuurj, mKJNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein Al 3 (S100A13), mRNA 


KIM AA^Q^ft 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


W\A AA^07*7 

INlVI_UUjVJ / 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


iNivi_uioyjo 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


xr\yf aa^oi^ 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


xjXif AA^CX/l 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


\]\A fif\ZQ11 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


\r\i rtfiCQAC 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_U0jyU4 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 




Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 




Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 

f\A A nUI \ mDMA 

(MAUHJ ), mKJN A 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

/ivyf a «,dma 
{Nu\Uriz, ) y mKJN A 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 

r> XT A 

mRNA 


NM_0061U 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mKNA 


NM_006012 


Homo sapiens CIpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_0061 10 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NM 004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


XlKi A A/1 AT) 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_00402l 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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XTXyf AA/iflOA 

NM_00402U 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


VI* A t\f\A(\ I ft 

N M 0040 I 9 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXSI64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


XIX v* A A/I A 1 £. 

NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


XIX jf AAjIAI c 

NM_004015 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


\ri J AA JA1 A 

NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


XIX4 C\C\ A f\ \ ~> 

NM 004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


xi\jf r\r\ a f\ i 

NM 0040 1 2 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM00401 1 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


VIII AAjIAAA 

NM 004009 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM004006 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 

rwcnA r*wo^T> /F\XjfTx\ * — - - * a. . • a, r\ a ^ t n\i a 

DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


XIXX AfiAl AA 

NM000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
Uaoz/O, uXblJl (UMU), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM UUjoJz 


Homo sapiens small optic lobes homolog (Drosopnila) (SOLH), mRNA 


XTX/f AAC^I 1 

NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


XIX A AAC^I 1 

NM 005621 


Homo sapiens S 1 00 calcium binding protein A 1 2 (calgranulin C) (S 1 00A 1 2), 
mRNA 




Homo sapiens SI 00 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRJE1 1 A), mRNA 
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NM_005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 


lHlVl_\J\JJJOJ 


Hnmn canipnc \A A Pi mntkiprc ftosnnct rlpr*?inpntJinlpOiP hnm/\l/\rt A f r^mcnnHila^ 
IlUlIIU odpiCIlo 1VIVAL/, IllUUlCib dgdlllM UCLdpCl 1 UiyiCglV* UOlTlOlOg 0 yLJlVjUyilUa) 

(MADH6^ mRNA 


MM OOSS84 


Homn canipnc mah-21 -like 1 (C elepancWMAB2 1 1 W mRMA 


MM fiftSSX? 


Hrtmn canipnc Ivmnhnrvtp Jintiopn ^4 hnmrilno raHinnrntpr'tivp IH^J^Pl ^mmicp^ 
i luiuu oajjivio \j niyrii\j\*j ic aiiugwii vi*t nun luiv/g, i auiujji vjiccu vc \\JJt*j*f ^iiiuuoc^ 

(LY64), mRNA 


MM OO^ftfil 

1^1 1V1 UUJUU / 


Hninn canipnc 7inr* finopr nrntpin 10^ hnmnlno fmfMtcp^ (7V*\^\C\'\\ mRMA 
1 lUIUU oa}JIvIld ZJIIv lUlgvl piULCIII lvJ llUlllUll/g ^lllUUoC^ r 1 \Jj)y 1 1 IJVJ N r\ 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNB1), mRNA 


mm nn^RAO 


noiiiu odpicnb ioiHJ>uiiin-iiKC j ^bccreieu glycoprotein^ ^ro j rnrviN a 


MM 0.0,^7^8 

INIVI \J\JD / JO 


noiiio Sapiens neierogcneous nuciear riDonucieoproiem a j in ivt /\ j j y mivrNA 


MM flnssin 


no mo bdpicns uoiii-j nomoiog l, y\,. eiegdiibj ^l/l/ivij^j, uanscripi vanani z, 
mRNA 

1 1 HVl ^ fx 


MM O0S7fin 

i> l»l UuJ / \J\J 


Hnmn canipnc PFRK^ Rhr\f~iFF ( ARWf~iFF\ nnrl nlppVctrin Hnmain r^rr\tpi n 1 
riumu oduiciid i iL-ivivij rviivjvj u.i ^/a rvi 1 vj l> i j cuiu piwcioiiiii uuiiiaiii [Jiuitiii i 

rchondrocvte-Herived^ TFARPH mRNA 


mm 005722 


Homo ^3nien^ ARP2 actin-related nrntein 2 homnlnp ^vp^*it^ ( AfTR^^ mRMA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM 005170 


Homn canipnc Pfhaptp-cnitp PAmnlpv-liVp 7 ^Orr»cnnhiIa\ ^AQff 7^ mRMA 

I 1UIIIVJ DCipiCllO aLliavlt OtUlt ^/UllipiCA""llA.v \ \J\\J^i\J^}\\\\CL.f ^AkJVyLL Jy 1 1 llvi N /A 


MM 


Wnmn canipnc tiimnr nmtpin n^^ KinHino nrntpin 7 ^ 1 "M^ 1 R07^ mRMA 
nuinu bduiciij luiuui uiuiciii uj j uiiiuuig uiuicLii, z. i irjjDrzi, iitrviN/\ 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM 1 LI), mRNA 


MM fifKdRR 


riomo sapiens largei or myo i ^cnicKen^ ^ i v_/ivi \ ^ miviN/v 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 

/awion^ fCPf^ mDMA 

^avianj ^otvv^j, rruvrNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SIX3), mRNA 


Cid^AAA 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


MM nn^i7R 

1N1V1_UUjj to 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA ! 


mm nn^i77 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 

/UVfl 7\ mRMA 
^IVl I LLZ )y miviNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 

mRMA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 

(\A A nT-4zl\ mRMA 


NM_005340 


Homo sapiens histidine triad nucleotide* binding protein (HINT), mRNA 


mm nn^^A7 


Homo sapiens G protein-coupled receptor kinase 2-Iike (Drosophila) (GPRK2L), 

mRMA 

miviN A 


MM nn^9A9 

IN 1V1_OOJZOZ, 


riomo sapiens growxn iacior, augmenier oi nver regeneration ^ckv i nomoiog, 

C rorpviciap^ /T1PPR ^ mRMA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 

mRMA 
m Iv IN A 


NM_005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


XTX/t ftfK7/l^ 
INIVI UUjZ4j 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM_005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 




Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(bl oZ)y mKJMA 


MM 00S7*S 


nomo sapiens v-ero-a eryinrooiasuc leuKemia virai oncogene nomoiog ^avian^ 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian )-like 

fCRKT ^ mRNA 


NM 005197 


HAmn conionc phf^trv^nt ciinnrpccnr 1 ri HrSl 1 fTlR\I A 
I 1UII1U idpiCIlO WIICvIVpUUI I bUpjJI CooUl 1 ^llLiOl Jy llHVlNrV 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 

V^I-rlV 1 J, III rVJN/A 


NMJ)05496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
f^Mrdr n mRNA 


NM OOSlfiQ 


\-4r\mf\ con lane o fi c t q 1 a c c hAmpnKnv ( I^rnc Pinn 1 1 q \ ( AD IY\ fr\ D M A 
nuillU Sapiens OJlSlaieSS nOrnCOOOA IL/rUSUpnildJ ^/\MAj, rnr\jN/\ 


NM 00S078 

INIVI \J\J J\J / o 


nuiiiu sapiens u aiisuuciii-uKc ciuiaJiLci ui spm j ^c\spi ) nomoiog, L/rosopniiay 
(TLE3), mRNA 


NM 00S077 

IN IVI \J\JJ\J / / 


nuiiiu Sapiens udJibuucin-iiKc cmiaiiccr ui spin i ^c^spi ) nomoiog, L/rosopnnaj 
(T\ FH mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 

IN IVi UUJVU / 


nUIIIU Sapiens SCVCII 111 dUSClllld IlUIIlUlUg Z. ^LsIOSOpnildJ ^oLrVn^ ), iTLTviN r\ 


NM oosnx 

INIVI UUJ 1 JO 


nuiiiu sapiens o\~>\j cyiuuiiruiiic uaiuosc uciiliciu nomoiog l ^ycdsi^ vUZ j, 

niif*lf*Jir o**n** f*nfv\Hino mitnphnnHrial nmtf*in mRNA 
uutiwai gviiv vii^i/mug iniiuviivjiiui lai piuidii, iiuvin/t. 


NM 005156 


Hnmn <;aniens ROD1 rpcmlatnr of HifTprpntiatinn 1 nnmKp^ fRODl ^ mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Unmrt c^nipnc r**tin nKlactnma Kinrlino nrr»t*»in 7 ^RRRP7^ mRXI A 
rioiiiv adpiciij l ciiiiuuiaoivuia uuiviiiig piULCiIl L ^ixDDrZ^ llirviN/A 


NM 0OSOS1 

MIVI \J\JJ\JJJ 


Mnmn com'pnc R AH9^ hnmnlno A r^»^^»vici^^#>^ ^R A 1^97 A ^ m PM A 

nuinu bapicnb wj-\uz.j numuiug t\ ^o. Lcrevibiacj J\ ), mi\JN/\ 


NM 005049 

IN IV! UV JUH7 


nuuio &apicns> r wrz pcnuuiL irypiopnaii pruiein nomoiog ^yeasij \r w rZr\) y 
mRNA 


NM 005008 


nuinu bapiciib lNrirz iiuii-iiibiuiic ciu uiiiuouiiic pruiein z-iikc i ^o. cerevisiae^ 
TNHP7T H mRNA 


NM 004997 


Urtmn conipnc rtivncin Kiorltno r»rr*t^in W \/f \^ P T-I ^ mP\I A 
nuinu oapiciid my umii uiiiuiiig piuiciu n ^ivi i Din n irvlN /\ 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM 0047RR 

INIV1 UU*r /OO 


nomo sapiens uDiquuinaiion lacior cha. yuvuz, nomoiog, yeast ) 

mRNA 


NM 004617 


OUIIIU bapiCIlo u alloIIlCIIlUiailC *♦ bupci lallll iy inCHiDcr 1 ^ 1 IVlHor iTlrvlN r\ 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM 00460? 

1 N IVI UU*tuU4 


nomo sapiens siauien, ivin/\ oinaing proiein ^urosopnnaj i auj, iranscnpt 

variant T4. mRNA 
VdJ I cull 1 *+, IIliVlN r\ 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 

INIVI \J\J*T / O / 


nuiiiu sapiens sin iiuinuiug z ^L/rusupnua^ ^jli i*>j> miviN/\ 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 

L/iUSUpnilay ^OrlxOlU^, IIlrviN r\ 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


nm nnAA^7 

In ivi UvtOj / 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 

fQHPR^ mRNA 


NM nOa^RQ 
In lvl_UU*t Joy 


nomo sapiens ov»,vj cyiocnrome oxiaase aenciem nomoiog i ^yeastj (olui j, 
nuLicdj gene encuumg iniiocnunundi proiein, nTrviN/\ 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 

mRNA 


NM 004164 

INiVI l/V/*tlO*T 


nuinu sapiens rcimui ouiuing proieiii L y cenuiar ^ivDrZy, inrviN a. 


NM 004584 


Homo sar»iens RAD9 homoloe nombe'i CRAD9^ mRNA 


NM_004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NMJ)04813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1 , 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PETl 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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IN1VI UUH J%J 1 


nuiiiu Sapiens ovo-nivc i ^Lsrosopniidj \\j vuli ) y uu\i>n 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (0RC1 L), 

mRMA 

IIItViNAY 


1N1VI UU'tJJ/ 


nuiiio sapiens inuicii iiurnoiog t ^L/rusupniia/ ^nuiv/nt j, iiiivin /a 


MM 004 ft OR 

IN 1VI UUH OUO 


mn conipnc M— m\/rict<*v\yltroficfV*r!iCA 7 /^W \A T7 i mRMA 

nuiiio sapiens iN-iiivrisiuyiiransicraoc z. ^inivi i^y, iuivin/\ 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


xiX/f An/4 1/17 


nomo sapiens ueveiopmeniaiiy reguiaieu uir Dinuing proiein i ^L/rvvj i j y 

mRMA 
mtvIN A 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 




l4nmA contonc mvActn Kin/i!nn r\rr\i i n l fact tvnA f KAVHPi , 0\ mRMA 

no mo sapiens myosin omoing proiem v^, idsi lype ^ivi t Dri^z^, miviNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 

rWr\cnr\hi1»s V tranclrmatoH tn 7 (\A\ I TW mRMA 

urosopnuaj, transiQcaieu 10, j ^ivu_#Li i jj, iiiivin t\ 


NM 004668 


Homo sapiens maltase-giucoamylase (alpha-glucosidase) (MGAM), mRNA 


MM MH/1^7* 
fNlVl UIWOZO 


nomo sapiens mcmz minicnromosome maintenance aeiicieni z, miioiin ^o. 
cerevisiaey ^ivh^ivizj, rnivfN a 


MM OftdSOQ 


nomo sapiens lympnocyie anugen y* nomoiog, activating iNiv-recepior, ini*v- 
p46, (mouse) (LY94), mRNA 


MM 004744 
IN IV1 UU*f /*♦*♦ 


nomo sapiens lecimin reunoi acyiiransierase ^pnospnanoyicnoune — retinoi 
acyiiransieniscy ^liva i /, miviNA 


MM 004^74 
IN lvl UUH jZ 4 * 


nomo sapiens icuidi giam larvae nomoiog z ^L/rosopniia^ ^llvji-z^, miviNA 


MM 004140 
IN lvl UU** 1 HU 


nomo sapiens icuidi gidni idivde nomoiog i ^L/rosopnua^ ^lluli ), miviNA^ 


MM 004077 
IN |Vl_UU't !/ZZ 


nomo sapiens ocv^Z'* reiaxea gene lamny, memoeri^ ^o. cerevisiae^ ^oca^zhl.j, 

mRMA 
nirvlN/\ 


MM 004^08 
IN lvl UUHjvO 


nomo sapiens lsopenienyi-uipnospnaie ueiia isomcrase yiuii ) y mrvJN/\ 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


MM 0047 £7 
IN lvl UU*tZOZ 


nomo sapiens airwdy uypsin-iiKe protease ^n/\ l j t miviN/\ 


MM 004757 

IN lvl UUH/JZ 


nomo sapiens guai cetis missing nomoiog o ^L/rosopnua^ ^vjv^ivid^, miviNA 


MM 004477 
IN 1V1 UUf *t / / 


L-ls\t"n/\ rinionc CvLlTl roniAn AOno 1 1 CD f. 1 i mDXI A 

nomo sapiens ronu region gene 1 yr rvvj 1 j y mtviN/v 


MM 0044^7 
IN lvl UU***tO j 


nomo sapiens raciogeniiai uyspiasia ^AarsKOg-oCOu synuromej (ruui ), rnrvjN a 


NMJ)04106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 

rml\/«#»r»ttr1<» fFf'PR ] mRMA 

poiypepuue ^rvxCtvioj, mrviN/\ 


MM 00445£ 

IN lvl UU*HJO 


U/^rv\/™» rintnnr an nonpar s\t 7acta hAmAiAn 7 f llrACAnni 14 1 / k/UT^ mD\! A 

nomo sapiens ennancer 01 zesie nomoiog z ^urosopnua^ ^cz>nz^, mrviNA 


MM 004100 

IN lvl UVH 1 \J\J 


nomo sapiens eyes aoseni nomoiog 4 ^urosopnua^ i a.*+j, rnjviN a 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


MM 00444ft 
FN IV1_U U'f *t 4 o 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 




Homo sapiens cpntjo (trriDOj, mKiNA 


MM 00441A 
INM 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen o; (cLAVLZj, itikma 


Nivl_UU4ZJU 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, j (eUuj), mKiNA 


MM 004471 
IN lvl UU*f**Zl 


Homo sapiens uisneveneu, asn nomoiog l ^urosopnnaj ^uvli ), miviNA 


M\>f AA/1"20O 

iNM_uu4jyy 


Homo sapiens UbAU/n (Asp-oiu-Aia-Asp/His) oox polypeptide 1 1 (CHLi-iiKe 
neucase nomoiog, o. cerevisiac^ ^ul/ai i ^, iranscnpi variani z, miviNA 


MM 004^78 
IN lvl UU*tJ /o 


Unmn rinianr /^alliilot* rotmAiP O/^i/H Kin/linn nrAtain 1 1 f^O A DDI 1 mD\I A 

nomo sapiens ceuuiar rennoic acio oinoing proiem i (lkadn ), mtviN a 


NM 004898 


Hnmn Q^nipn<: rlnrk hnmnlop ^111011^6^^01 Of^lO mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(Cai r^ mRNA 


NM 004338 


Homo sapiens chromosome !8 open reading frame 1 (C18orfl), mRNA 


mm nnd79S 

FN 1V1 UUH/^J 


u nmn corki^nc RI IR3 hiiHHino nninhihitpd hv benzimida7olec 3 homolofi fveas.t) 


INIVl vJUHJjO 


Haitia canipnc RIIR 1 hnHHino uninhibited hv benzimida7nles 1 homolof? fveast) 

IlvJIIlU ocipiCIIb DvUl UUUUUIg UIllluIlUllvU \JJ wi i £,1 1 1 1 iuoLUIvj i uuinviwg Vy VUJ *■/ 

fRIJRn mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-Iike (BNIP3L), 

mRMA 


mm nnd37R 

IN IVl V/U't JiO 


Homo canipnc. BCS 1 -like (veact) (BCS 1 L) mRNA 


mm nndOdS 


Hnmn canipnc ATX1 antioxidant nrotein 1 homoloe fveastl (ATOX1). mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


mm nnd^7d 


Haitia canipnc ach7 ^ahcpnt email or hnmeoticVlike fDro^onhila) f ASH2L) 
mRNA 


NM 004316 


Homo ^aniens achaete-scute comnlex-like 1 (DrosoDhila) fASCLl). mRNA 


NM 004707 


Homo ^aniens APG12 autoohaev 12-Hke (S. cerevisiae) (APG12L), mRNA 


MM OOdndl 


Unmn Qanipnc mvploifl/lvmnhoid or mixed-lineaee leukemia ftrithorax homolofi. 
Drosophila); translocated to, 10 (MLLT10), mRNA 


MM OOdlOl 


Homo <;anien<; RAF53 (BAF53A) mRNA 


MM 001 190 

1N1VI \j\J 1 1 i7 


Homo canipnc AF hindint* nrotein 1 ^AFBPl) mRNA 

11U111V/ OQL/lVvllJ rVL L/111VI11IEL UI vlvlll 1 W » 1— < * i iiiivi ii i 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


mm no/mo 

INIVl UUUX J7 


Unmr\ canipnc l\/c awitip ^rpnal amvl Aidncic^ (\ Y7^ mRMA 
liUIIlU bafJlCIlD Ijr o\J£.y IHC ^ivyiidi cu ny iuivjwjij y ^ i y ? iiiivi^^v 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
proiein, ituvin/\ 


INlvl UUU4JJ 


n nm n canipnc MAtrh hnmnlno ^ rOrAcnnhila^ fNOTPHl^ mRNA 

nomo sapiens inoilu noinuiug j ^L/ruoupiiiiay ^nu i Vynj^ inr\j^r\ 


M1V/I OOH7 ^ 1 
[NM_UUUZj 1 


U/vrrirt canipnc mutQ hnmnlno 7 pri 1 An pjiiirpr n AnnAlvnocic tvnp 1 ( F poli^ 
riomo SapiCllo IIIUIO ilUIIlvJIUg Z., cuiun vcuivvvi, nv/ii^v/ij'pvoid ijpt i wu^ 

^M^H?^ mRMA 


mm nnn?do 

IN Ivl__UUuZ t f 7 


HAmA canipnc miit? hnmnlno 1 folon rancpr nonnolvooeis tvne 2 TE coli) 
(MLHi), mRNA 


mm nno7 i fi 


Hr»mn canipnc infporin alnha f\ f ITfi A f\\ mRMA 
nUIIlU oafJlCIlo UllCgl 111, dl^lia \J \l 1 \Jf\\J J 9 iilivj^^a. 


mm nm ^^7 

IN lVl UU 1 J J / 


HnmA canipnc hpat chnrlf fartor hindinp nrotpin 1 THSRP1) mRNA 

IlUIIIU ^dpiCllo llCdl oIIL/v-N. IdvvtVJl UlllUlllg fJlUtVvlll l ^ilJUl 1 Jy inivi^^v 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1 L), mRNA 


mm nn td^fi 

INIVl UUl*tOO 


Uavma canipnc filamin oq mm q Baffin Kindino - nrAtpin 7R0^ ^Fl Nf''^ mRNA 
riomo Sapiens llldrnin v^, ^aJUilla ^acilll uiuuing jJiuivui z.o\jj \i l^iv\-< j, iuiviia 


NMJHH444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 

mRMA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


XTKyf AA nOQ 


nnnianr A p \ / p 1 r\ r\ m pn t q 1 1 \/ rpcnilatpH rf^TP hindino nrAtpin 7 ^OR07^ 

riomo sapiens aeveiopmeniany reguidicu u i r uiiiuuig piuicui } y 
mRNA 


VI\/ AA1 1/1 A 

NIvl_UlM J4U 


1 T«. — — ~ nnnianc o« / 1 i /-> i n W O C i nmtAin nr C nPtTTI npoH PVTACKPIPtAn J II Tr 1 I / 1 

nomo sapiens cyucm, oasic proiein 01 bpenu ncau v^yiuaivciciuii ^ i \~>\^^ jj 
mRNA 


NM_0U132o 


Homo sapiens cleavage siimuiauon racior, j pre-MN/\, suuunu j, / /ku 
(CSTF3), mRNA 


NM00I325 


Homo sapiens cleavage stimulation iacior, j pre-t\iN/\, suoumi z ? o^tiuj 
(Lo 1 rZ), nuvlNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 

/rcTtru m D\i a 
(to 1 r l ), mivJN A 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NMJ)034I3 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_0034I2 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37X mRNA 


NM 001409 


HftmA cinipnc 7inr flnopr nmtptn \f%\ \\c\xr\c\\c\Q { XT\C\\\*z.p\ 1 n \ \ mRNA 
i lvHtiu ddpicil^ iA\w* luigei Jjiuictu iiuiliuivrg yuiuuocj i/jri IOI )t inrviNr\ 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


INIVI wUJJ/U 


I— I r\ ry-i s\ con ion c WT*r 1 -4- n/\mr\ Irt rr ( Q nom hp l ( W F P 1 i m R XT A 

riuino sapicno w cc i ~ iioiiiuiug ^o. poinoej ^ w c-ci iiuvjna 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA 


mm nniias 

fN IVl UUJ J *t J 


nomo sapiens uoiquiiin-conjugaiing enzyme czi ^udl7 nomoiog, yeasij 
(UBE2I), mRNA 


nm 001144 

IN IVl UVjjHt 


nomo Sapiens uoiUfUiiin-conjugdung enzyme c^n ^udlo nomoiog, yedsij 

(UBE2H), mRNA 


NM 001141 


nuino sapiens UDiquiun-conjugaiing enzyme czvj z ^udl/ nomoiog, yeasij 
(UBE2G2), mRNA 


NM OOT540 


nomo sapiens UDiquiun-conjugaiing enzyme czu j ^UDC'f/D nomoiog, yeast) 
nrr-iF^n - ^ mRNA 


NM OOlllft 


nomo sapiens uoiquuin-conjuganng enzyme czu i ^udl4/j nomoiog, yeasij 
(UBE2DI), mRNA 


NM OOlQnR 


nuiiiu bdpiens uDiquiun-dcuvdung enzyme ci^ ^udaj nomoiog, yeasty 
HIRFir^ mRNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 001778 


nuiiio bapiciio icuaJiccun ^piaorniiiugeii oinuLng proicui^ ^ i in/\^, rnxvJN t\ 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 

(T\ mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


nm om^^i 


nomo sapiens xnyroia normone responsive ^orvJ i ih nomoiog, ratj ( 1 HKorj, 
mRNA 


NM OmOSO 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


IN IV1_UUJ ZZJ 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 


In iVl_UU JZZZ 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA 


nm ooio^i 

IN 1V1_UU jZZ 1 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 

0 liAt!^ fTFA P0R\ mRNA 

z oeuii ^ i rAr/o j, itu\Jn /\ 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 

nrAtAi'n 0 o 1 nn o\ i'TC A DO A \ mDMA 

proiem z aipnaj ^ i rArZA^, mtviNA 


NM OOOA^R 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
tdLiur ^ i lfz y y iranscnpi vdridiu d, miviN/-v 


NM 001181 

IN IVl UvJ I 0 1 


nomo Sapiens i > oracnyury nomoiog ^mousey ^ 1 ), mi\jN/\ 


NM 001177 
IN ivi UUj 1 / j 


nomo sapiens suppressor or variegaiion j-y nomoiog i ^L/rosopnnaj 

^irVlOHn mRNA 
^jU v J7rll )y iiUxiN/A 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 001 160. 


nomo sapiens suppressor 01 i y j nomoiog ^o. cerevisiae^ ^our i Dn ), rruviN a 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM OOI^GQ 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


NM 007 1 fS) 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


"MM (\(Y\\1A 
lNM_UUJl J 4 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
proteinj {pivri'tj, itunjna 


NM 001088 


nuiiiu ^ajjidia aiiigwu iinc ^looviii nuiiivjivjg, ova uiviuiiy uiujjiiiiay ^oiiLj, 

mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA ! 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


NM_002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1 ) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), mRNA 


NM 003864 


Homo sapiens sin3-associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 (SI 00 A3), mRNA 


NM_002966 


Homo sapiens SI 00 calcium binding protein A 10 (annexin II ligand, calpactin I, 
light polypeptide (pll)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM 002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM 002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM 002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), mRNA 


NM 002875 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA . 


NM 002873 


Homo sapiens RAD17 homolog (S. pombe) (RAD17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM 002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting nrotein) (ST 13). mRNA 


NM 003715 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


NM 002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM 002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 001634 


Homo ^aniens ninsnao homoloe 1 (C. eleeans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NMJ)02484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NMJJ03827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NMJ)02466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian )-like 2 
(MYBL2), mRNA 
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NM 009448 


Homo ^aniens msh homeo box homoloe 1 (Drosoohila) fMSXH mRNA 


NM 003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo ^aniens mutS homolog 4 (E. coli) TMSH4). mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 00940S 


Unmn Q^nipnc manic frinpp homolop (Dro^onhila^ fMFNCi) mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 




Hnmn canipnc MpiqI mvplniH pcntronic viral intppratinn ^itp 1 homolop f moused 

(MEIS1), mRNA 


MM 009^01 


Hnmn car*i*>nc \Af\mA rrancfnrmpH 1T*3 cpII Hnnhlp miniitp 4 n^3 hindinp nrntpin 

(mouse) (MDM4), mRNA 


MM 009109 


Unmn canif»nQ \At\rx\1 tranQfnrmpH 3X3 rpll dnnhlp minutp 9 nS3 hindinp nrotein 

(mouse) (MDM2), transcript variant MDM2, mRNA 


MM OfnQOA 


UnmA cQntpnc \AC^\A ^ minir*hrr\mr\cnmp mainfpnsinrf* Hpfipipnt "> pprpvi^iap^ 

nUlIIvJ 3dUICll^ IV1V-/1VIJ IllllllVIil L/IIIvovlliv 1 Ilailild lad l^w LitllCttML j y O . Vvlt v iJlavy 
accrtr'iafpH nrr»t<*in C\AC*\A "X A P^ mRNA ' 


MM 009160 

IN IVl 


Unmn QanipnQ v-maf mii^fiiloanonpnrotic fihrn^arcoma oncopene homolop K 
CavianHMAFKI mRNA 


NM 00935Q 


Homo saniens v-maf musculoaooneurotic fibrosarcoma oncogene homoloe G 
(avian) (MAFG), mRNA 


NM 001SS0 


Homo ^anipn^ MAOl mitotic arrest deficient-like 1 fveasO fMADl LI ^ mRNA 


NM 003937 


Homo ^aniens kvnureninase fL-kvnurenine hvdrolase'i fKYNU^ mRNA 


NM 002269 


Homo ^aniens karvooherin aloha 5 fimDortin aloha 6) (KPNA5) mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM 002202 

1^1 IVl \J\J Z,X^\J A. 


Hrtmn Qanipns 191 1 transrrinti on factor f .IM/homeodomain Hslet-1 ^ HSL1 ^ 

mRNA 


NM 003604 


Hnmn QanipriQ inQiilin rpppntnr ^uhstrate 4 f 1RS4^ mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


MM 001866 


Hrtrrtrt canipnc lnr^citnl r\r» l\/nVir»cr\h Qt/^-A-T^hf^cnhcitClCf* tvr^A IT 1 O^VO ( I'M P Pil R ^ 

norno bapicnb lnobiiui poiypnubpiiaic-H-piiuopiiauioc, i/pc n, ikjjku ^iiNrrtu^, 
mRNA 


mm nnt^i6 


nomo sapiens riivi 1 1 nnivrNr mcinyiiiaiibicrabC'-iiK.c z. ^o. ccicviMacj 
rHRMT1T9^ mRMA 


NMJXH535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
fHRMTIT n mRNA 

^lilVlVI 1 1L1 IIIIVIN/A 


MM 003806 


Unmrt cQnipnc haralriri Rf^T 9 intprartinp nrntpin frnntain<i onlv RH3 domain^ 
fHRlO mRNA 


NM 002 1S9 


Hnmn ^anipnQ hi^tiHinp rich calcium hindinp nrotein fHRC^ mRNA 


MM 0091 14 
i^i ivi uyi 1 it 


Hnmn QanipnQ human immnnndpficiencv vims tvne f enhancer bindinp nrotein 1 

(HIVEP1), mRNA 


MM 003710 


Hnmn Qanienc sprinp nrntpa^p inhibitor Kunit7 tvne 1 rSPrNTM mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


mm nnnaio 


nomo sapiens giuiamdic receptor, uicuiuuLrupic ^vjiviviz.y, ihivin/a 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1 ), mRNA 


INM_UUjo /o 


Momo sapiens gamma-giuiamyi nyaroiase ^conjugase, ioiyipoiygammagiuiamyi 
nyaroiase; (uun ), rnrvjN/A 


NM 001488 

1 ' 1»1 w 1 too 


Homo ^aniens transcrintional adantor 2 (ADA2 homoloe. veast)-like (TADA2L). 
mRNA 


NMJ)01487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA 1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (UAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (rZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens tyn-related kinase (rRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 


NM_001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1 ), mRNA 


NMJ)01989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NMJ)03584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- 
interacting) (DUSP1 1), mRNA 


NMJ)03859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1 , catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1 , mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NMJMH913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSEl chromosome segregation l -like (yeast) (CSEIL), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine III (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM_001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NMJ)00715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM 001205 


nomo sapiens di^lz/ adenovirus cits lykD interacting protein 1 (BNIP1), 

trarKrrint variant RNIIP1 mPKIA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM 003766 

1 ^ 1 V 1 \J\J J 1 \J\J 


nomo sapiens oecnn i (coiied-con, myosin-liKe tSLLz interacting protein) 
(BECN1), mRNA 


NM 001567 


nomo sapiens oreast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 00] 1 89 

IN IVI Uv 1 1 O/ 


nomo sapiens oagpipe nomeoDox nomolog I (Urosopnila) (BAPX1), mRNA 


NM 001698 

IN IVI UV 1 U/O 


nomo sapiens au kjna omding protein/enoyl-Loenzyme A nyaratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM Ofi 1679 


nomo sapiens agouti signaling protein, nonagouti nomolog (mouse) (AS IP), 
mRNA 


NM 001618 

1 ^1 IVI \J\3 1 U JO 


nomo sapiens apo lipoprotein r (ArUr J, mKJNA 


NM 001Q77 

1NIV1 UUJ7 / / 


nomo sapiens aryi nyarocaroon receptor interacting protein (Air), mRNA 


NM 001 1 18 

IVI \3\f 1 1 JO 


nomo sapiens agouti related protein nomolog (mouse) (AORP), transcript 
variant 1 , mRNA 


NM 0S8946 


nomo sapiens unaj (Hsp4U) nomolog, subfamily B, member 6 (DNAJB6), 

mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.I), mRNA 


NM 0S816S 


nomo sapiens uiacyigiyceroi acyitransterase 2-like (DOATz-hke), mRNA 


NM onift^i 

IN IVI \J\J 1 OO 1 


nomo sapiens cytocnrome c oxidase subunit IV isororm 1 (COX4I1), nuclear 
gciic cncouing miiocnonunai protein, mrvJNA 


NM 014491 


nomo sapiens ioncneaci oox rz ^rUAr/j, mKJNA 


NM 0541 10 


noino sapiens uur- in -acetyi-aipna-u-gaiactosamine. polypeptide N- 
dwciyigdidcioscuninyiiransierase / ^oalin i / j, mKJNA 


NM 006726 


nomo bdpicns vesicie iraincKing, oeacn ana ancnor containing (LKBA), mRNA 


NM 020661 


Unmn canipnc TPlH-lilr** Phrk r.TPoco {TCI \ mDMA 
noiiio sapiens i ^ I u-UKe tvno vj 1 rase ^ 1 y^L, mKJNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 Quvenile) (ALS2), mRNA 


NM 0528^2 


nomo sapiens nypotneticai zinc ringer protein MOC/J^o (MOC2j96), mRNA 


NM 051041 


nomo sapiens nypouieucai protein MUCZU40U (lvlOL.zU4oO), mKNA 


NM 051017 


noino sapiens Aur-nDosyitransierase j (AKi j), mKJNA 


NM 052999 


nomo sapiens cnemoKine-UKe ractor-UKe protein ClvLrHl (CIvLrHl), mRNA 


NM 0528X1 


nomo sapiens nypotneticai protein dJ /J4r 14.> (novel C2H2 type zinc linger 

jJIUlClIl^ ^IVIVJV^^U JL/H^, rnixiNA 


NM 052968 


nuiiiu bapicilb apoiipopiOiein A- V ^ArUaJ ) y mKJNA 


NM 052960 

1 ^ 1»I \J J £~ S \}\J 


nuiiio sapiens reunoiu oinaing protein / ^Kor /J, mKJNA 


NM 052959 


noino sapiens pannexin j ^rAiNAJ^, mKJNA 


NM 052948 


nomo sapiens sorting nexin zo ^oinazo^, mKJNA 


NM 052947 


nomo sapiens nean aipna-Kinase v nAis.j, mKJNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


IN IVI UJ^7*Tj 


nomo sapiens nypotneticai protein lvlGdo491 (MGC 16491), mRNA 


IN IVI UJ^7H 1 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 05291S 


nomo sapiens nypometicai protein MUCZU/ol (MGC20781), rnRNA 


NM 0S7R00 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 

^oLCzA 1 J j, mKJNA 




Homo sapiens sialic acid binding Ig-Iike lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo saniens similar to hvnothetiral nrntf»in MTsIPh-^lRA (\ACC 1 7^4d\ mPM a 


NM 052876 


Homo sapiens transcriptional repressor N AC 1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1 7000 19E 19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide t (CGB 1 ), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NMJ)33423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC 13523 (MGC 13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC 19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC 16309 (MGC 16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC13138 (MGC13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES 1 0 1 RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM_ 020443 


Homo sapiens hypothetical protein MGC 14961 (MGC 14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM_033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NMJ)33196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0l64 (DKFZp570I0164), mRNA 


NM 033259 


Homo sapiens CaM-KII inhibitory protein (CAM-KIFN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP2I (NYD-SP21), mRNA 


NM_033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC9 1151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


NM_032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ 10035 (FLJ 10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCFN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC 167 14 (MGC 1 67 14), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM_033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ 1451 1 (FLJ 1451 1), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM_006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ 1351 1 (7h3), mRNA 


NMJM5169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRSl 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ 14779 (FLJ 14779), mRNA 


NM 032206 


Homo sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


NM_032797 


Homo sapiens hypothetical protein FLJ 1 4497 (FLJ 1 4497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NMJ)32577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC 1 1 3 86 (MGC 11386), mRNA 


NM_032929 j 


Homo sapiens hypothetical protein MGC 14793 (MGC 14793), mRNA 


NM 032928 ! 


Homo sapiens hypothetical protein MGC 14141 (MGC 14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC 15875 (MGC 15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC 14 139 (MGC 14 139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC 14 156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC 1 4439 (MGC 1 4439), mRNA | 


NM 032903 


Homo sapiens hypothetical protein MGC 1 4425 (MGC 1 4425), mRNA 1 
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NMJ)32902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 
(PPPIR16A), mRNA 


XTXif rtllA/VI 

NM 032901 


Homo sapiens hypothetical protein MGC 14288 (MGC 14288), mRNA 


xixx A"> o or\r\ 

NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14I26 (MGC 14 126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC 1 4436 (MGC 14436), mRNA 


\tii AIIOA/ - 

NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC 14 161 (MGC 14 161), mRNA 


XTX4 AnOA 1 

NM 032891 


Homo sapiens hypothetical protein MGC 12928 (MGC 12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC 16037), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC 15906 (MGC 15906), mRNA 


XtX A AI^OOO 

NM 032882 


Homo sapiens hypothetical protein MGC15827 (MGC15827), mRNA 


XTXif ATIOOI 

NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


XTXif ATIOIO 

NM 032878 


Homo sapiens hypothetical protein MGC 15677 (MGC 15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC 15437 (MGC 15437), mRNA 


NM 032867 


Homo sapiens hypothetical protein FLJ 14966 (FLJ 14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FLJ 14950 (FLJ 14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FLJ 149 17 (FLJ 149 17), mRNA 


xr» * at^oca 

NM 032859 


Homo sapiens hypothetical protein FLJ 14906 (FLJ 14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ 14888 (FLJ 14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ 14871 (FLJ 14871), mRNA 


XTXjf ''xo r /\ 

NM 032850 


Homo sapiens hypothetical prote 


in FLJ 14840 (FLJ 14840), mRNA 


XTXif ATTO/IA 

NM 032849 


Homo sapiens hypothetical prote 


in FLJ14834 (FLJ14834), mRNA 


XI\ / A">1041 

NM 032847 


Homo sapiens hypothetical prote 


in FLJ 14825 (FLJ 14825), mRNA 


XTXif fXI^OAZ 

NM 032846 


Homo sapiens hypothetical prote 


in FLJ 14824 (FLJ 14824), mRNA 


XTXif A*>*^Oiii4 

NM 032844 


Homo sapiens hypothetical prote 


m FLJ14813 (FLJ14813), mRNA 


XTXif A?00^? 

NM 032843 


Homo sapiens hypothetical prote 


n FLJ14810 (FLJ14810), mRNA 


XTX4 A^^Oil 

NM 032842 


Homo sapiens hypothetical prote 


n FLJ 14803 (FLJ 14803), mRNA 


NM 032840 


Homo sapiens hypothetical prote 


n FLJ 14800 (FLJ 14800), mRNA 


NM 032839 


Homo sapiens hypothetical protei 


n FLJ 14784 (FLJ 14784), mRNA 


NM ,032837 


Homo sapiens hypothetical protei 


n FLJ 14775 (FLJ 14775), mRNA 


NM 032836 


Homo sapiens hypothetical protei 


n FLJ 14768 (FLJ 14768), mRNA 


NM 032834 


Homo sapiens hypothetical protei 


n FLJ 14751 (FLJ 14751), mRNA 


NM032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(PPP1R15B), mRNA 


NM 032832 


Homo sapiens hypothetical protein FLJ 14735 (FLJ 14735), mRNA 


NM 032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ 14728 (FLJ 14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ 14721 (FLJ 14721), mRNA 


NM 032828 


Homo sapiens ubiquitin UBF-flJUBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ 14708 (FLJ 14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FLJ 14697 (FLJ 14697), mRNA 


1N1VI \Jj£o£j 


Homo sapiens hypothetical protein FLJ 14686 (FLJ 14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ 14665 (FLJ 14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ 14641 (FLJ 14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ 14640 (FLJ 14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ 14627 (FLJ 1 4627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ 1462 1 (FLJ 14621), mRNA 



274 



(400/104) 



NM 032810 


Homo sapiens hypothetical protein FLJ 14600 (FLJ 14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FLJ 14596 (FLJ 14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ 14594 (FLJ 14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FLJ 14590 (FLJ 14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ 14566 (FLJ 14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ 14549 (FLJ 14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ 14540 (FLJ 14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FLJ 14524 (FLJ 14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NM 032792 


Homo sapiens hypothetical prote 


in FLJ 14486 (FLJ 14486), mRNA 


NM 032790 


Homo sapiens hypothetical prote 


in FLJ 1 4466 (FLJ 14466), mRNA 


NM 032788 


Homo sapiens hypothetical prote 


in FLJ14457 (FLJ14457), mRNA 


NM 032787 


Homo sapiens hypothetical prote 


in FLJ 14454 (FLJ 14454), mRNA 


NM 032786 


Homo sapiens hypothetical prote 


in FLJ 14451 (FLJ 14451), mRNA 


NM 032785 


Homo sapiens hypothetical prote 


in FLJ 14442 (FLJ 14442), mRNA 


NM 032781 


Homo sapiens hypothetical prote 


in FLJ 14427 (FLJ 14427), mRNA 


NM 032780 


Homo sapiens hypothetical prote 


in FLJ 14399 (FLJ 14399), mRNA 


NM 032779 


Homo sapiens hypothetical prote 


in FLJ 14397 (FLJ 14397), mRNA 


NM 032778 


Homo sapiens hypothetical prote 


in FLJ14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical prote 


in FLJ 14360 (FLJ 14360), mRNA 


NM 032773 


Homo sapiens hypothetical prote 


in MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical prote 


in MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical prote 


n MGC 12217 (MGC 1 22 1 7), mRNA 


NM 032770 


Homo sapiens hypothetical prote 


n MGC 16291 (MGC 16291), mRNA 


NM 032765 


Homo sapiens hypothetical prote 


n MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical prote 


n MGC16153 (MGC16153), mRNA 


NM 032762 


Homo sapiens hypothetical prote 


n MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical prote 


n MGC 1 6075 (MGC 1 6075), mRNA 


NM 032759 


Homo sapiens hypothetical prote 


n FLJ1 1328 (FLJ1 1328), mRNA 


NM 032758 


Homo sapiens hypothetical prote 


n MGC 1346 (MGC 1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC 15705 (MGC 15705), mRNA 


NM 032755 


Homo sapiens hypothetical protei 


n MGC 15634 (MGC 15634), mRNA 


NM 032751 


Homo sapiens hypothetical protei 


n MGC 15504 (MGC 15504), mRNA 


NM 032750 


Homo sapiens hypothetical protei 


n MGC 15429 (MGC 15429), mRNA 


NM 032747 


Homo sapiens hypothetical protei 


n MGC 14697 (MGC 14697), mRNA 


NM 032746 


Homo sapiens hypothetical protei 


n MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protei 


n MGC5391 (MGC5391), mRNA 


NM 032739 


Homo sapiens hypothetical protei 


n MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protei 


n MGC 13168 (MGC 1 3 1 68), mRNA 


NM 032733 


Homo sapiens hypothetical protei 


n MGC 12679 (MGC 12679), mRNA 


NM 032732 


Homo sapiens hypothetical protei 


n MGC 1 0763 (MGC 10763), mRNA 


NM 032731 


Homo sapiens hypothetical protei 


n MGC14353 (MGC14353), mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NM_032727 


Homo sapiens intemexin neuronal intermediate filament protein, alpha (1NA), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC 12837 (MGC 12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC 1 1332), mRNA 



275 



(400/104) 



NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGCl 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGCl 3251 (MGCl 3251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGCl 3053 (MGCl 3053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGCl 3047 (MGCl 3047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGCl 1082 (MGCl 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGCl 3 198 (MGCl 3 198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGCl 30 10 (MGCl 30 10), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGCl 2972 (MGCl 2972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGCl 0882 (MGCl 0882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGCl 08 14 (MGCl 08 14), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGCl 1 141 (MGCl 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical prote 


in MGCl 0702 (MGCl 0702), mRNA 


NM 032658 


Homo sapiens hypothetical prote 


in MGCl 0701 (MGCl 0701), mRNA 


NM 032654 


Homo sapiens hypothetical prote 


in MGCl 0981 (MGCl 0981), mRNA 


NM 032653 


Homo sapiens hypothetical prote 


in MGCl 0960 (MGCl 0960), mRNA 


NM 032648 


Homo sapiens hypothetical prote 


in MGCl 0820 (MGCl 0820), mRNA 


NM 032647 


Homo sapiens hypothetical prote 


in MGCl 0561 (MGCl 0561), mRNA 


NM 032644 


Homo sapiens hypothetical prote 


in MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical prote 


n MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical prote 


n MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical prote 


n MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical prote 


n MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa eye I in-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3 1 8 1 (MGC3 181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 • 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM_032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XIII secreted phospholipase A2 (PLA2GI3), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGCl 1303 similar to Zink transporter 2 
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(MGC 11303), mRNA 


NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


NMJ)32471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB), 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 032263 


Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA07 17 protein (KJAA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3), mRNA 


NMJ)32108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1 105 protein (RAP 140), mRNA 


NMJ)32390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLJ20897 (FLJ20897), mRNA 


NM 032376 


Homo sapiens hypothetical protein MGC4251 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2865), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC 16202 (MGC 16202), mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC 157 16 (MGC 157 16), mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC 156 19 (MGC 156 19), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC 15436 (MGC 15436), mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 


NM 032364 


Homo sapiens hypothetical protein MGC 14726 (MGC 14726), mRNA 


NM 032362 


Homo sapiens HEIL1 protein (HE1L1), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM 032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC 1 3 1 83 (MGC 1 3 1 83), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC 12981 (MGC 12981), mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 (MGC 141 51), mRNA 


NM 032355 


Homo sapiens hypothetical protein MGC 13272 (MGC 13272), mRNA 


NM 032352 


Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296), mRNA 


NM 032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 


NM 032349 


Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 


NM 032348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NM 032346 


Homo sapiens hypothetical protein MGC 13096 (MGC 13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC 13064 (MGC 13064), mRNA 


NM 032343 


Homo sapiens hypothetical protein MGC 130 16 (MGC 130 16), mRNA 


NM 032341 


Homo sapiens hypothetical protein MGC 14844 (MGC 14844), mRNA 


NM 032339 


Homo sapiens hypothetical protein MGC 14832 (MGC 14832), mRNA 


NM 032336 


Homo sapiens hypothetical protein MGC 14799 (MGC 14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC 14595 (MGC 14595), mRNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC 12458 (MGC 12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC 13061 (MGC 13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC 13057 (MGC 13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC 10999 (MGC 10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC 10940 (MGC 10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC 109 1 1 (MGC 1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC 10870 (MGC 10870), mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC 10854 (MGC 10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761 A 132 (DICFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKPZp761M0423), 
mRNA 


NMJ)32289 


Homo sapiens hypothetical protein DKFZp761B0514 (DKFZp761 B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp76 1017121 (DKFZp76 1017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761Jl39 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp586I021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 1 19), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKF Zp434I099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKPZp434N127), mRNA 


NM 032262 


Homo sapiens hypothetical protein DKFZp434N035 (DKFZp434N035), mRNA 


NM_032257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NMJ)32256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
mRNA 


NM 032255 


Homo sapiens hypothetical protein DKFZp434I1930 (DlCFZp434I1930), mRNA 


NM 032254 


Homo sapiens hypothetical protein DKFZp434F142 (DKFZp434F142), mRNA 


NMJ)32247 


Homo sapiens hypothetical protein DKFZp434E0519 (DKFZp434E0519), 
mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FLJ23416 (FLJ23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23138 (FLJ23138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM_032233 


Homo sapiens hypothetical protein FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FLJ22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032 196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 



(400/104) 



NM 032191 


Homo sapiens hypothetical protein FLJ 14326 (FLJ 14326), mRNA 


XIX if AT> I 0*7 

NM 032187 


Homo sapiens hypothetical protein FLJ 14026 (FLJ 14026), mRNA 


xixi Antoz: 

NM 032186 


Homo sapiens hypothetical protein FLJ 13964 (FLJ 1 3964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ 13391 (FLJ 13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ 13291 (FLJ 13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ 12787 (FLJ 12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FLJ 12770 (FLJ 12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ 1 2592 (FLJ 1 2592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ 12298 (FLJ 12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ 11 952 (FLJ1 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKPZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B 1 727 (DKFZP434B 1 727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032I41 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM_032135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017), 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P03 16), 
mRNA 


NMJ)32131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NMJ)32129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZp564D1378 (DKFZP564D1378), 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NMJ)32118 


Homo sapiens hypothetical protein FLJ 12953 similar to Mus musculus D3Mm3e 
(FLJ12953), mRNA 


NM 032117 


Homo sapiens GAJ protein (GAJ), mRNA 


NM_032I16 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 

c r\c\ /x Mf*ry\ et\t\\ nxr a 

2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KJAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KJAA1 173 protein (K.IAAI 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FLJ1 1301 (FLJ1 1301) mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ 10342 (FLJ 10342), mRNA 


NMJ) 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPPlR12C),mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (D1CFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DfCFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 1 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 1 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189) mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


NM_00I221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 


Homo sapiens BRCA1 -interacting protein 1 (BRIP1), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322) 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDAI 1 protein (CDA1 1), mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA0I7), mRNA 


NM 032023 


Homo sapiens* AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sapiens RAB34, member HAS oncogene family (RAB34) mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1 , mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY 1 1), mRNA 


NM 031927 


Homo sapiens testis transcript Y 9 ( ITY9), mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


IN Ivl U j 1 y 1 / 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NMJ)31908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2) 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3I95), mRNA 


NM 031889 


Homo sapiens enamelm (ENAM), mRNA 
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NM U22447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


xrx A A1 MOC 

NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


XIX A A*5 1 j4 O ji 

NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKPZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KJAA1882 protein (MGC4737), mRNA 


x t x * /n ^ • a a+" p 

NM 031465 


Homo sapiens hypothetical protein MGC 13204 (MGC 13204), mRNA 


\|1 f /\ ^ « ASA 

NM_031464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC 1 1 2 87), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKPZp761F241 (DKFZP761F241), mRNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC 1 1034), mRNA 


XIX A A^ t /i O 

NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


XTX jf /\"> 1 A Af\ 

NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC 13033 (MGC 13033), mRNA 


XTX A t\ ^ i j j /• 

NM 031446 


Homo sapiens hypothetical protein PNAS-131 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC 10823 (MGC 10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC 106 1 2 (MGC 106 12), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP564I0422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC 108 12 (MGC 108 12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434H01 15), 
mRNA 


NMJ)31412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM_031305 


Homo sapiens hypothetical protein DKFZp564Bl 162 (DKFZP564B1 162), 
mRNA 


NM_03130l 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G13 1), mRNA 


NM_03I292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1 ), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NMJ)30901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FLJ 10079 (FLJ 10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC 12904 (MGC 12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FLJ 12488 (FLJ 12488), mRNA 


In IVl U J 1 L 1 4 


Homo sapiens hypothetical protein AF3 1 1 304 (AF3 1 1 304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 


NM_030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA j 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC 10731 (MGC 10731), mRNA 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 (MGC 1 1335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3 178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 018023 


Homo sapiens hypothetical protein FLJ 10201 (FLJ 10201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinare substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ 12987 (FLJ 12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ 12242 (FLJ 12242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM_0 17578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222), 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ2194I), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA 1 608 protein (KIAA 1 608), mRNA j 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ 101 78), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ2I603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MGC4342), mRNA 


NM 024087 


Homo sapiens DKPZP564L0862 protein (DKFZP564L0862), mRNA 


NM_030594 


Homo sapiens cytoplasmic polyadenylation element binding protein (CPEB1), 
mRNA 


NM 025084 


Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA 


NM 025090 


Homo sapiens KIAA1453 protein (KJAA1453), mRNA 


NM 024939 


Homo sapiens hypothetical protein FLJ21918 (FLJ21918), mRNA 


NM 024903 


Homo sapiens hypothetical protein FLJI4297 (FLJ 14297), mRNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protein FLJ10101 (FLJ10101), mRNA 


NM 015652 


Homo sapiens DKFZP564P191 6 protein (DfCFZP564P1916). mRNA 


NM 025189 


Homo sapiens hypothetical protein FLJ 13659 (FU 13659), mRNA 


NM 025021 


Homo sapiens KIAA06 1 6 protein (KIAA06 1 6), mRNA \ 


NM 025010 


Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ 14075 (FLJ 14075), mRNA 


NM 024840 


Homo sapiens hypothetical protein FLJ 13590 (FLJ 13590), mRNA 


NM 022782 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9), mRNA 


NM_0 17558 


Homo sapiens hypothetical protein DKFZp434L0850 (DKFZp434L0850), 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC 10520 (MGC 10520), mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ 12270 (FLJ 12270), mRNA 


NM 030577 


Homo sapiens hypothetical protein MGC 10993 (MGC 10993), mRNA 


NM 030576 


Homo sapiens hypothetical protein MGC 10986 (MGC 10986), mRNA 


NM 030575 


Homo sapiens hypothetical protein MGC 10334 (MGC 10334), mRNA 


NM 030572 


Homo sapiens hypothetical protein MGC 10946 (MGC 10946), mRNA 


NM_030571 


Homo sapiens hypothetical protein MGC 10924 similar to Nedd4 WW-binding 
protein 5 (MGC 10924), mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC 10848 (MGC 10848), mRNA 


NM 030568 


Homo sapiens hypothetical protein MGC 108 18 (MGC 108 18), mRNA 


NM 030567 


Homo sapiens hypothetical protein MGC 10772 (MGC 10772), mRNA 


NM 025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAAI638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FLJ20288), mRNA 


NM 024547 


Homo sapiens KIAA0467 protein (KIAA0467), mRNA 


NM 018418 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


NM_025182 


Homo sapiens hypothetical protein FLJ 1 1560 (FLJ1 1560), mRNA 


NM_025168 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 025081 


Homo sapiens KIAA1305 protein (KIAA1305), mRNA 


NM 024750 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGC2780), mRNA | 


NM 025265 


Homo sapiens hypothetical protein MGC2776 (MGC2776), mRNA | 


NM 025264 


Homo sapiens hypothetical protein MGC2454 (MGC2454), mRNA 


NM 025247 


Homo sapiens hypothetical protein MGC5601 (MGC5601), mRNA 


NM_ 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ2 1 945 (FLJ2 1 945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NMJ)25197 


Homo sapiens hypothetical protein FLJ 13660 similar to CDK5 activator-binding 
protein C53 (FLJ 13660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FLJ 12076 (FLJ 12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843), mRNA 


NM 025181 


Homo sapiens hypothetical protein FLJ22004 (FLJ22004), mRNA 


NM 025163 


Homo sapiens hypothetical protein FLJ 12768 (FLJ 12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FLJ 1 1577 (FLJ1 1577), mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mRNA 


NM 025155 
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Homo sapiens hypothetical protein FLJ 1 1848 (FU1 1848), mRNA 


NM 025152 


Homo sapiens hypothetical protein FLJ 12660 (FLJ 12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FLJ 12528 (FLJ 12528), mRNA 


NM 025147 


Homo sapiens hypothetical protein FLJ 13448 (FLJ 13448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FLJ 13 194 (FLJ 13 194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FLJ22944), mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM 025139 


Homo sapiens hypothetical protein FLJ 12584 (FLJ 12584), mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ 12178 (FLJ 121 78), mRNA 


NM_025133 


Homo sapiens hypothetical protein FLJ 12673 (FLJ 12673), mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


Homo sapiens hypothetical protein FLJ22688 (FLJ22688), mRNA 


NM 025118 


Homo sapiens hypothetical protein FLJ 133 10 (FLJ 133 10), mRNA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


NM 025113 


Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 


NM 025108 


Homo sapiens hypothetical protein FLJ 13909 (FLJ 13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FLJ21269 (FLJ21269), mRNA 


NM 025105 


Homo sapiens hypothetical protein FLJ 12409 (FLJ 12409), mRNA 


NM 025104 


Homo sapiens hypothetical protein FLJ 13087 (FLJ 13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hypothetical protein FLJ 12294 (FLJ 12294), mRNA 


NM 025093 


Homo sapiens hypothetical protein FLJ 11 827 (FLJ1 1827), mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FLJ 13241 (FLJ 13241), mRNA 


NM 025087 


Homo sapiens hypothetical protein FLJ2151 1 (FLJ2151 1), mRNA 


NM 025082 


Homo sapiens hypothetical protein FLJ131 1 1 (FLJ131 1 1), mRNA 


NM 025075 


Homo sapiens hypothetical protein FLJ23445 (FLJ23445), mRNA 


NM 025074 


Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 


NM 025071 


Homo sapiens hypothetical protein FLJ 12 190 (FLJ 12190), mRNA 


NM 025069 


Homo sapiens hypothetical protein FLJ 14299 (FLJ 14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FLJ 1 4 1 06 (FLJ 141 06), mRNA 


NM 025064 


Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 


NM 025059 


Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein r LJ23 1 89 (rLJzi loV), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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NM U25045 


Homo sapiens hypothetical protein FLJ22582 (FLJ22582), mRNA 


NM UZjUJI 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


NM UOUJU 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA 


xrXif aocao^c 
NM VIjvZo 


Homo sapiens hypothetical protein FLJ14107 (FLJ14107), mRNA 


NM VIjvIj 


Homo sapiens hypothetical protein FLJ 14100 (FLJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FLJ 14082 (FLJ 14082), mRNA 


NM 025023 


Homo sapiens hypothetical protein FLJ 14069 (FLJ 14069), mRNA 


NM 025019 


Homo sapiens likely ortholog of mouse tubulin alpha 4 (FLJ 13940), mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ 13769 (FLJ 13769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FLJ 13621 (FLJ 13621), mRNA 


NM 025008 


Homo sapiens hypothetical protein FLJ 13544 (FLJ 13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ 13373 (FLJ 13373), mRNA 


VII / A">CAAj» 

NM 025004 


Homo sapiens hypothetical protein FLJ 132 15 (FLJ 1 32 15), mRNA 


NM 025003 


Homo sapiens hypothetical protein FLJ 13 166 (FLJ 13 166), mRNA 


\T1 J /\*\ f AA<\ 

NM 025002 


Homo sapiens hypothetical protein FLJ 13 162 (FLJ 13 162), mRNA 


vri * AAf AA 1 

NM 025001 


Homo sapiens hypothetical protein FLJ 13 105 (FLJ 13 105), mRNA 


NM 025000 


Homo sapiens hypothetical protein FLJ 13096 (FLJ 13096), mRNA 


NM 024997 


Homo sapiens hypothetical protein FLJ 12668 (FLJ 1 2668), mRNA 


NM 024993 


Homo sapiens hypothetical protein FLJ 12568 (FLJ 12568), mRNA 


NM 024992 


Homo sapiens hypothetical protein FLJ 12547 (FLJ 12547), mRNA 


NM 024989 


Homo sapiens hypothetical protein FLJ12377 (FLJ12377), mRNA 


NM 024988 


Homo sapiens hypothetical protein FLJ 12355 (FLJ 12355), mRNA 


NM 024986 


Homo sapiens hypothetical protein FLJ 12331 (FLJ 12331), mRNA 


NM 024980 


Homo sapiens hypothetical protein FLJ 12 132 (FLJ12132), mRNA 


NM 024979 


Homo sapiens hypothetical protein FLJ 12 122 (FLJ12I22), mRNA 


NM 024978 


Homo sapiens hypothetical protein FLJ 12 121 (FLJ 12121), mRNA 


NM 024971 


Homo sapiens hypothetical protein FLJ1 1726 (FLJ1 1726), mRNA 


NM 024970 


Homo sapiens hypothetical protein FLJ 1 1722 (FLJ1 1722), mRNA 


VII a r\ **\ 1A/A 

NM 024969 


Homo sapiens hypothetical protein FLJ 1 1703 (FLJ 1 1703), mRNA 


NM 024966 


Homo sapiens hypothetical protein FLJ 1 1598 (FLJ 1 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FLJ1 1370 (FLJ1 1370), mRNA 


NM 024959 


Homo sapiens hypothetical protein FLJ22233 (FLJ22233), mRNA 


NM 024957 


Homo sapiens hypothetical protein FLJ22686 (FLJ22686), mRNA 


NM 024955 


Homo sapiens hypothetical protein FLJ23322 (FLJ23322), mRNA 


NM 024954 


Homo sapiens hypothetical protein FLJ 1 1807 (FLJ 1 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FLJ20950), mRNA 


NM 024950 


Homo sapiens hypothetical protein FLJ 12891 (FLJ 12891), mRNA 


NM 024949 


Homo sapiens hypothetical protein FLJ22029 (FLJ22029), mRNA 


NM 024948 


Homo sapiens hypothetical protein FLJ 13397 (FLJ 13397), mRNA 


NM 024946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical protein FLJ 12888 (FLJ 12888), mRNA 


NM 024943 


Homo sapiens hypothetical protein FLJ23235 (FLJ23235), mRNA 


NM 024940 


Homo sapiens hypothetical protein FLJ21034 (FLJ21034), mRNA 


NM 024937 


Homo sapiens hypothetical protein FLJ 12929 (FLJ 12929), mRNA 


NM 024936 


Homo sapiens hypothetical protein FLJ23024 (FLJ23024), mRNA 


IN IVI KJaCh y Zy 


Homo sapiens hypothetical protein FLJ231 12 (FLJ231 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ 12571 (FLJ 12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FLJ22814 (FLJ22814), mRNA 


NM 024915 


Homo sapiens hypothetical protein FLJ13782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ2I986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ 14327 (FLJ 14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ 12700 (FLJ 12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ 13236 (FLJ 13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ 12542 (FLJ 12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJ 1 1700 (FLJ1 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FLJ1 1783 (FLJ1 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJ 1 1535 (FLJ 1 1535). mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJ 1 3 1 02 (FLJ 1 3 1 02), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ 126 18 (FLJ 126 18), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ 1 4251 (FLJ 14251), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ 12229 (FLJ 12229), mRNA 


NM 024875 


Homo sapiens hypothetical protein FLJ 12921 (FLJ 12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ 12748 (FLJ 12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ 14050 (FLJ 14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ 14 124 (FLJ 14 124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ 12581 (FLJ 12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ 13962 (FLJ 13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ 12785 (FLJ 12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM 024852 


Homo sapiens hypothetical protein FLJ 12765 (FLJ 12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FLJ 1 1710 (FLJ1 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ 14 154 (FLJ14154), mRNA 


NM 024844 


Homo sapiens hypothetical protein FLJ 12549 (FLJ 12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 | 


Homo sapiens hypothetical protein FLJ 13081 (FLJ 13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ 12443 (FLJ 12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ 13657 (FLJ 13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159), mRNA 


NM 024825 


Homo sapiens hypothetical protein FLJ23447 (FLJ23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ 137 10 (FLJ 137 10), mRNA 
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NM 024814 


Homo sapiens hypothetical protein FLJ23109 (FLJ23109). mRNA 


NM 024802 


Homo sapiens hypothetical protein FLJ21369 (FLJ21369), mRNA 


NM 024801 


Homo sapiens hypothetical protein FLJ21551 (FLJ21551), mRNA 


NM 024800 


Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


NM 024798 


Homo sapiens hypothetical protein FLJ 13952 (FU 13952), mRNA 


NM 024794 


Homo sapiens hypothetical protein FLJ22408 (FLJ22408), mRNA 


NM 024792 


Homo sapiens hypothetical protein FLJ22282 (FLJ22282), mRNA 


NM_02479i 


Homo sapiens hypothetical protein FLJ22756 (FLJ22756), mRNA 


NM 024790 


Homo sapiens hypothetical protein FLJ22490 (FLJ22490), mRNA 


NM 024788 


Homo sapiens hypothetical protein FLJ21062 (FLJ21062), mRNA 


NM 024787 


Homo sapiens hypothetical protein FLJ 1 2526 (FU 12526), mRNA 


NM 024786 


Homo sapiens hypothetical protein FLJ 13 153 (FLJ 13 153), mRNA 


NM 024785 


Homo sapiens hypothetical protein FLJ22746 (FLJ22746), mRNA 


NM 024783 


Homo sapiens hypothetical protein FLJ23598 (FLJ23598), mRNA 


NM 024782 


Homo sapiens hypothetical protein FLJ 126 10 (FLJ 126 10), mRNA 


NM 024781 


Homo sapiens hypothetical protein FLJ23594 (FLJ23594), mRNA 


NM 024779 


Homo sapiens hypothetical protein FLJ22055 (FLJ22055), mRNA 


NM 024778 


Homo sapiens hypothetical protein FLJ22612 (FLJ22612), mRNA 


NM 024776 


Homo sapiens hypothetical protein FLJ21 140 (FLJ21 140), mRNA 


NM 024774 


Homo sapiens hypothetical protein FLJ21924 (FLJ21924), mRNA 


NM 024770 


Homo sapiens hypothetical protein FLJ 1 3984 (FLJ 1 3984), mRNA 


NM 024768 


Homo sapiens hypothetical protein FLJ 12057 (FLJ 12057), mRNA 


NM 024766 


Homo sapiens hypothetical protein FLJ23451 (FLJ23451), mRNA 


NM 024765 


Homo sapiens hypothetical protein FLJ 12401 (FLJ 12401), mRNA 


NM 024764 


Homo sapiens hypothetical protein FLJ 14298 (FLJ 14298), mRNA 


NM 024761 


Homo sapiens hypothetical protein FLJ 13204 (FLJ 13204), mRNA 


NM 024759 


Homo sapiens hypothetical protein FLJ 13955 (FLJ 1 3955), mRNA 


NM 024757 


Homo sapiens hypothetical protein FLJ 1 2879 (FLJ 1 2879), mRNA I 


NM 024756 


Homo sapiens hypothetical protein FLJ 13465 (FLJ 13465), mRNA 


NM 024755 


Homo sapiens hypothetical protein FLJ 132 13 (FLJ 132 1 3), mRNA 


NM 024753 


Homo sapiens hypothetical protein FLJ1 1457 (FLJ1 1457), mRNA 


NM 024751 


Homo sapiens hypothetical protein FLJ 1 3273 (FLJ 1 3273), mRNA ! 


NM 024748 


Homo sapiens hypothetical protein FLJ 1 1539 (FLJ 1 1539), mRNA 


NM 024747 


Homo sapiens hypothetical protein FLJ22501 (FLJ22501), mRNA 


NM 024745 


Homo sapiens hypothetical protein FLJ22009 (FLJ22009), mRNA 


NM 024743 


Homo sapiens hypothetical protein FLJ21934 (FLJ21934), mRNA 


NM 024738 


Homo sapiens hypothetical protein FLJ21415 (FLJ21415), mRNA 


NM 024736 


Homo sapiens hypothetical protein FLJ 12 150 (FLJ12150), mRNA 


NM 024735 


Homo sapiens hypothetical protein FLJ22477 (FLJ22477), mRNA 


NM 024734 


Homo sapiens calponin like transmembrane domain protein (calmin), mRNA 


NM 024733 


Homo sapiens hypothetical protein FLJ14345 (FLJ14345), mRNA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024729 


Homo sapiens hypothetical protein FLJ13881 (FLJ13881), mRNA 


NM 024728 


Homo sapiens hypothetical protein FLJ 1 1808 (FLJ 1 1808), mRNA 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM 024724 


Homo sapiens hypothetical protein FLJ22332 (FLJ22332), mRNA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NMJ)24712 


Homo sapiens engulfment and cell motility 3 (ced-12 homo log, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein FLJ23469 (FLJ23469), mRNA 


NM 024708 


Homo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ 13956 (FLJ 13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FLJ 13479 (FLJ 13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FLJ23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ 13841 (FLJ 13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ 14007 (FLJ 14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FLJ22419 (FLJ22419), mRNA 


NM 024696 


Homo sapiens hypothetical protein FLJ23058 (FLJ23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FLJ23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ 12 168 (FLJ12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FLJ23311 (FLJ2331 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FLJ1 1939 (FLJ1 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ 14001 (FLJ 14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FLJ 12457 (FLJ 12457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FLJ23436 (FLJ23436), mRNA 


NM 024669 


Homo sapiens hypothetical protein FLJ1 1795 (FLJ 1 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FLJ 1 2750 (FLJ 1 2750), mRNA 


NM_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FLJ 12894), mRNA 


NM 024664 


Homo sapiens hypothetical protein FLJ1 1838 (FLJ1 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ 12436 (FLJ 1243 6), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJ1 1753 (FLJ1 1753), mRNA 


NM_024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJ 1 1565 (FLJ 1 1565), mRNA 


NM 024656 


Homo sapiens hypothetical protein FLJ22329 (FLJ22329), mRNA 


NM 024653 


Homo sapiens hypothetical protein FLJ 13902 (FLJ 13902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FLJ23 1 19 (FLJ23 1 19), mRNA 


NM 024645 


Homo sapiens hypothetical protein FLJ 13 842 (FLJ 13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM_024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRNA 


NM 024638 


Homo sapiens hypothetical protein FLJ 12960 (FLJ 12960), mRNA 


NM_024635 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276), mRNA 


NM_024632 


Homo sapiens hypothetical protein FLJ 1 1526 (FLJ 1 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FLJ20984 (FLJ20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJ 13491 (FLJ 13491), mRNA 


NM 024620 


Homo sapiens hypothetical protein FLJ12586 (FLJ12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ 12 171 (FLJ 12 171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ 1 3 1 97 (FLJ 13 197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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NM_024607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 
(PPPlR3B),mRNA 


NM 024604 


Homo sapiens hypothetical protein FLJ21908 (FLJ21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein FLJ1 1588 (FU1 1588), mRNA 


NM 024599 


Homo sapiens hypothetical protein FLJ22341 (FLJ22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FLJ13154 (FLJ13154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ 12649 (FLJ 12649), mRNA 


NM 024596 


Homo sapiens hypothetical protein FLJ 12847 (FLJ 12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FLJ 12899 (FLJ 12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FLJ1 1767 (FLJ 1 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ 13352 (FLJ 1 3352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FLJ23548 (FLJ23548), mRNA 


NM 024589 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FLJ23584 (FLJ23584), mRNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FLJ22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FLJ23142 (FLJ23 142), mRNA 


NM 024582 


Homo sapiens hypothetical protein FLJ23056 (FLJ23056), mRNA 


NM 024581 


Homo sapiens hypothetical protein FLJ 13942 (FLJ 13942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FLJ23221 (FLJ23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FLJ22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FLJ 13605 (FLJ 13605), mRNA 


NM 024576 


Homo sapiens hypothetical protein FLJ21079 (FLJ21079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FLJ23467 (FLJ23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FLJ23191 (FLJ23191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ 12910 (FLJ 129 10), mRNA 


NM 024572 


Homo sapiens hypothetical protein FLJ 12691 (FLJ 12691), mRNA 


NM 024569 


Homo sapiens hypothetical protein FLJ21047 (FLJ21047), mRNA 


NM 024567 


Homo sapiens hypothetical protein FLJ21616 (FLJ21616), mRNA 


NM 024564 


Homo sapiens hypothetical protein FLJ1 1715 (FLJ1 1715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FLJ 14054 (FLJ 14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FLJ21963 (FLJ21963), mRNA 


NM 024558 


Homo sapiens hypothetical protein FLJ 13920 (FLJ 13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FLJ1 1608 (FLJ1 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FLJ1 1413 (FLJ1 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLJ23047 (FLJ23047), mRNA 


NM 024545 


Homo sapiens hypothetical protein FLJ 1 2761 (FLJ 12761), mRNA 


NM 024544 


Homo sapiens hypothetical protein FLJ 12875 (FLJ 12875), mRNA 


NM 024541 


Homo sapiens hypothetical protein FLJ131 14 (FLJ131 14), mRNA 


NM 024539 


Homo sapiens hypothetical protein FLJ23516 (FLJ23516), mRNA 


NM 024537 


Homo sapiens hypothetical protein FLJ121 18 (FLJ 121 18), mRNA 


NM 024536 


Homo sapiens hypothetical protein FLJ22678 (FLJ22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FLJ22167 (FLJ22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FLJ 1 1856 (FLJ 1 1856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FLJ23306 (FLJ23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM_024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ 1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ 13725 (FLJ 13725), mRNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC 10771 (MGC 10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 015113 


Homo sapiens KJAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KJAA0632), mRNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 
(AKR1B10), mRNA 


NM 003308 


Homo sapiens testis specific protein, Y-Iinked (TSPY), mRNA 


NM 024339 


Homo sapiens hypothetical protein MGC2655 (MGC2655), mRNA 


NM 024334 


Homo sapiens hypothetical protein MGC3222 (MGC3222), mRNA 


NM 024328 


Homo sapiens hypothetical protein MGC2652 (MGC2652), mRNA 


NM 024327 


Homo sapiens hypothetical protein MGC2508 (MGC2508), mRNA 


NM 024323 


Homo sapiens hypothetical protein MGC1 1271 (MGC1 1271), mRNA 


NM 024322 


Homo sapiens hypothetical protein MGC1 1266 (MGC1 1266), mRNA 


NM 024320 


Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242), mRNA 


NM 024319 


Homo sapiens hypothetical protein MGC4174 (MGC4174), mRNA 


NM 024314 


Homo sapiens hypothetical protein MGC4294 (MGC4294), mRNA 


NM 024313 


Homo sapiens hypothetical protein MGC3731 (MGC3731), mRNA 


NM 024310 


Homo sapiens hypothetical protein MGC4090 (MGC4090), mRNA 


NM 024303 


Homo sapiens hypothetical protein MGC4161 (MGC4161), mRNA 


NM 024297 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC3035), mRNA 


NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 1 


NM 015254 


Homo sapiens kinesin family member 13B (KIF13B), mRNA 


NM 015127 


Homo sapiens Mid-1 -related chloride channel 1 (KIAA0761), mRNA 


NM 024033 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


NM 024122 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protein FLJ20979 (FLJ20979), mRNA 


NM 024119 


Homo sapiens hypothetical protein FLJ1 1354 (FLJ1 1354), mRNA 


NM 024117 


Homo sapiens hypothetical protein MGC2745 (MGC2745), mRNA 


NM 024115 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 024111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM 024108 


Homo sapiens hypothetical protein MGC2650 (MGC2650), mRNA 


NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM 024106 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


NM_024104 


Homo sapiens hypothetical protein MGC2747 (MGC2747), mRNA 


NM 024102 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM 024097 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


NMJ)24094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM 024090 


Homo sapiens hypothetical protein MGC5487 (LCE), mRNA 


NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 


NM 024085 


Homo sapiens hypothetical protein FLJ22169 (FLJ22169), mRNA 


NM 024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hypothetical protein MGC2731 (MGC2731), mRNA 


NM 024065 


Homo sapiens hypothetical protein MGC3062 (MGC3062), mRNA 


NM 024061 


Homo sapiens hypothetical protein MGC5521 (MGC5521), mRNA 


NM 024058 


Homo sapiens hypothetical protein MGC5590 (MGC5590), mRNA 


NM 024057 


Homo sapiens hypothetical protein MGC5585 (MGC5585), mRNA 


NM 024053 


Homo sapiens hypothetical protein MGC861 (MGC861), mRNA 


NM 024050 


Homo sapiens hypothetical protein MGC2594 (MGC2594), mRNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3180 (MGC3180), mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NM_024027 


Homo sapiens hypothetical protein MGC3279 similar to collectins (MGC3279), 
mRNA 


NM 024025 


Homo sapiens hypothetical protein MGC1 136 (MGC1 136), mRNA 


NM 024006 


Homo sapiens hypothetical protein IMAGE3455200 (IMAGE3455200), mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (K1AA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NMJH5517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


NM 015043 


Homo sapiens KIAA0676 protein (KJAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NMJ)23928 


Homo sapiens hypothetical protein FLJ 12389 similar to acetoacetyl-CoA 
synthetase (FLJ 1 23 89), mRNA 


NM 023926 


Homo sapiens hypothetical protein FLJ 12895 (FLJ 12895), mRNA 


NM_023924 


Homo sapiens hypothetical protein FLJ 13441 (FLJ 13441), mRNA 


NM 020239 


Homo sapiens small protein effector 1 of Cdc42 (SPEC1), mRNA 


NM_0 12069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 
mRNA 


NM 023112 


Homo sapiens hypothetical protein FLJ21916 (FLJ21916), mRNA 


NM 015324 


Homo sapiens KJAA0409 protein (KIAA0409), mRNA 


NM 023079 


Homo sapiens hypothetical protein FLJ 13 855 (FLJ 13855), mRNA 


NM 023077 


Homo sapiens hypothetical protein FLJ 12439 (FLJ 12439), mRNA 


NM 023075 


Homo sapiens hypothetical protein FLJ 1 1585 (FLJ 1 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FLJ 12644 (FLJ 12644), mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ 13231 (FLJ 13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ 1 3 1 1 7 (FLJ 13117), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ 1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ 1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ 12949 (FLJ 12949), mRNA 
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NM 023007 


Homo sapiens hypothetical protein FLJ12517 (FLJ 125 17), mRNA 


NM 022918 


Homo sapiens hypothetical protein FLJ22104 (FU22104), mRNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens hypothetical protein FLJ131 10 (FLJ131 10), mRNA 


NM 022907 


Homo sapiens hypothetical protein FLJ23053 (FLJ23053), mRNA 


NM 022905 


Homo sapiens hypothetical protein FLJ 12572 (FLJ 12572), mRNA 


NM 022901 


Homo sapiens hypothetical protein FLJ21302 (FLJ21302), mRNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma I IB (zinc finger protein) (BCL1 IB), 
mRNA 


NM 022841 


Homo sapiens hypothetical protein FLJ 12994 (FLJ 12994), mRNA 


NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017), mRNA 


NM 022834 


Homo sapiens hypothetical protein FLJ22215 (FLJ222I5), mRNA 


NM 022832 


Homo sapiens hypothetical protein FLJ 12552 (FLJ 12552), mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FLJ22362 (FLJ22362), mRNA 


NM_022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ 139 10 (FLJ 139 10), mRNA 


NMJ)22778 


Homo sapiens hypothetical protein DKFZp434L0 1 1 7 (DKPZP434L0 1 1 7), 
mRNA 


NM 022777 


Homo sapiens hypothetical protein FLJ 14117 (FLJ 14117), mRNA 


NM 022771 


Homo sapiens hypothetical protein FLJ 12085 (FLJ 12085), mRNA 


NM 022770 


Homo sapiens hypothetical protein FLJ 139 12 (FLJ 139 12), mRNA 


NM 022769 


Homo sapiens hypothetical protein FLJ21868 (FLJ21868), mRNA 


NM 022767 


Homo sapiens hypothetical protein FLJ 12484 (FLJ 12484), mRNA 


NM 022766 


Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mRNA 


NM 022763 


Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mRNA 


NM 022762 


Homo sapiens hypothetical protein FLJ22318 (FLJ22318), mRNA 


NM 022759 


Homo sapiens hypothetical protein FLJ2 1 865 (FLJ2 1 865), mRNA I 


NM 022754 


Homo sapiens hypothetical protein FLJ 12876 (FLJ 12876), mRNA 


NM 022752 


Homo sapiens hypothetical protein FLJ22059 (FLJ22059), mRNA 


NM 022751 


Homo sapiens hypothetical protein FLJ21610 (FLJ21610), mRNA 


NM 022750 


Homo sapiens hypothetical protein FLJ22693 (FLJ22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ 13 868 (FLJ 13868), mRNA 


NM 022743 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 


Homo sapiens hypothetical protein FLJ 1 1850 (FLJ 11 850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM_022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_022731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 


NM_022571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPIIY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3 A), mRNA 


NM 021034 | 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokmase 1 (TPK1), mRNA 


NM 022495 


Homo sapiens hypothetical protein FLJ 12799 (FLJ 12799), mRNA 


NM 022494 


Homo sapiens hypothetical protein FLJ21952 (FLJ2I952), mRNA 


NM 022492 


Homo sapiens hypothetical protein FLJ 12788 (FLJ 12788), mRNA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ 12587), mRNA 


NM_022474 


Homo sapiens hypothetical protein FLJ 126 15 similar to membrane protein, 
palmitoylated 3 (MAGUK p55 subfamily member 5) (FLJ 126 15), mRNA 


NM 022455 


Homo sapiens androgen receptor-associated coreguiator 267 (ARA267), mRNA 


NM 022452 


Homo sapiens hypothetical protein FLJ 1 1618 (FLU 1618), mRNA 


NM_022448 


Homo sapiens hypothetical protein FLJ2 1817 similar to Rhoip2 (FLJ2 1817), 
mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ22313 (FLJ22313), mRNA 


NM_022370 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FLJ21044), 
mRNA 


NM 022368 


Homo sapiens praja 1 (PJA1), mRNA _j 


NM 022366 


Homo sapiens hypothetical protein FLJ23182 (FLJ23182), mRNA 


NM 022361 


Homo sapiens popeye protein 3 (POP3), mRNA 


NM .022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


NM 022372 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


NM 022158 


Homo sapiens fiructosamine-3-kinase (FN3K), mRNA 


NM 022137 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


NM_022118 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


NM 022116 


Homo sapiens fidgetin-like 1 (FIGNL1), mRNA j 


NM 022103 


Homo sapiens hypothetical zinc finger protein FLJ1401 1 (FLJ 1 40 1 l), mRNA 


NM 022070 


Homo sapiens hypothetical protein FLJ22087 (FLJ22087), mRNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


NM_021970 


Homo sapiens mitogen-activated protein kinase kinase l interacting protein l 
(MAP2K1IP1), mRNA 


NM 019081 


Homo sapiens KIAA0430 gene product (KIAA0430), mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NM_020121 


Homo sapiens UDP-glucose ceramide glucosyltransferase-hke 2 (UGCGL2), 
mRNA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA), mRNA 


NM 006077 


...... it. a.* i / f> i™* a n a i \ n\l a 

Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA 


NM 021934 


Homo sapiens hypothetical protein FLJ 1 1773 (FLJ 1 1773), mRNA 


NM 021933 


Homo sapiens hypothetical protein FLJ 1243 8 (FLJ 1243 8), mRNA 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


NM_021929 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
healing related protein (FLJ21613), mRNA 


NM 007272 


Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA 


NM 004237 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP13), mRNA 


NM_003849 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1), 
mRNA 


NM 021648 


Homo sapiens KJAA0721 protein (KJAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP 1 044 (PP 1 044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MASA), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 1 0 (HEI 1 0), mRNA 


NM_021127 


Homo sapiens phorboI-12-myristate-13-acetate-induced protein 1 (PMAIP1), 
mRNA 


NM_02U14 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (1FITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SbB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1 AZ), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens K1AA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 l-like 2 (HOX1 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 

....... .mv • A / T\ r T 7 ¥ T A A \ 1*1 VTA 

(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HbCAKU protein (Mo^aku;, ituuna 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ 12886 (FLJ 12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 



294 



(400/104) 



NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NMJ)20437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 


Homo sapiens ethanolamine kinase (EKI 1 ), mRNA 


NM 016326 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5-interacting protein (RIP5), mRNA 


NM 01 6303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


NM_0 16299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51182), mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI- 152 protein (CGI- 152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM 020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CPAH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM 020345 


Homo sapiens I-kappa-B-interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM 020348 


Homo sapiens cyclin M 1 (CNNM 1 ), mRNA 


NM 000888 


Homo sapiens integrin, beta 6 (ITGB6), mRNA 


NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM 020144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM 020202 


Homo sapiens Nit protein 2 (NIT2), mRNA 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


NM 020169 


Homo sapiens latexin protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 
mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 020163 


Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ 10595 (FLJ 10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NMJ)20215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DFCFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC 1 1), mRNA 


NMJ)20205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_0 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_0I9892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM^O 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM^O 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7.3), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NMJH9061 


Homo sapiens phosphatidylinositol-3 phosphate 3-phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NMJM9034 


Homo sapiens ras homolog gene family, member F (in filopbdia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ 10996), mRNA 


NMJH8180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NMJ) 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (TLJ10852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ 10640), mRNA 


NM 018162 


Homo sapiens hypothetical protein FLJ 10633 (FLJ 10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ 106 13), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ 10404), mRNA 


NM 018846 


Homo sapiens SBB126 protein (SBB126), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 



296 



(400/104) 





(HSA243396), mRNA 


NM 018700 

IN IVI V 1 U ' w 


Homo sapiens tripartite motif-containing 36 (TRIM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 

IN IVI V/ 1 OUJ ' 


Homo aniens hvDothetical Drotein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR0252 1 (PR0252 1 ), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 

I n 1 Y I V ft w«/ ft 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 

1 1 1"! w ft v ^ ft r 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02 1 98 (PR02 1 98), mRNA \ 


NM 018619 


Homo sapiens hypothetical protein PR021 33 (PR02 1 33), mRNA 


NM 018618 

l ~ 1V1 \y 1 W 1 \M 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 

I N ITft V/ 1 UV ft \/ 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 

1 ^ It M. V 1 l*< 


Homo sapiens hypothetical protein PRO2015 (PRO2015), mRNA 


NM 018610 

1 1 111 U 1 Uv 1 V 


Homo sapiens hypothetical protein PRO 1 942 (PRO 1 942), mRNA 


NM 018510 

IN IVI V I OJ IV-/ 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 

1^1 IVI vlOJv/ 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 

IN IVI U 1 ouuu 


Homo sapiens hypothetical protein PRO 1787 (PRO 1787), mRNA 


NM 018589 
in ivi uiojo7 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 

It IVI vlOJO/ 


Homo sapiens hypothetical protein PR01617 (PR01617), mRNA 


NM 018503 

IN IVI V 1 OJVJ 


Homo sapiens hypothetical protein PRO 1598 (PRO 1598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PR01584 (PR01584), mRNA 


in ivi v i OJU6 


Homo saDiens hvoothetical Drotein PRO 1580 (PRO 15 80), mRNA 


NM 018601 

IN IVf V 1 OV/vJ 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496), mRNA 


NM 018584 

1 N IVI UlvJ 


Homo sapiens hypothetical protein PRO 14 89 (PRO 1489), mRNA 


IN IVI V/IOJOAi 


Homo saniens hvoothetical Drotein PRO 1483 (PRO 1483), mRNA 


NM 01860? 

IN IVI w I OUVA 


Homo saniens DnaJ (Hso40) homoloe, subfamily A, member 4 (DNAJA4), 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


MM 018407 

IN IVI V 1 0*t7 / 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048), mRNA 


"MM 01R565 

1N1VI U 1 0 JO J 


Homo <;anien<? hvoothetical orotein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


iNlvl V1OJ7U 


Homo ^aniens hvnothetical orotein PRO0082 (PRO0082), mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 

cnhinonmvplinasp TH rSMPD31 mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


In M_U 1 o40o 


U/-\mn conipnc unrKarartpriTpH hpmatonoietir stem/nro{?enitor cells Drotein 

rlOmO Sapiens UnLncUaVlCI I^CU iiviiiciivpvMti.iV/ siwiivpivgwiiiivi K v 

yncn^ ^Mn^m^ mRNA 


N lvl_U 1 540 / 


U/>mn caniVnc nnoh^rartpriypH hematonoietlC ^tem/DrOt?enitOr Cells DTOtein 

MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOX J2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharacterized hypothalamus protein HT01 1 (HT01 1), mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protein HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharacterized hypothalamus protein HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor- 1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SM1F gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NM 018684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mRNA 


NM_0 18477 


Homo sapiens uncharacterized hypothalamus protein HARP1 1 (HARP 1 1), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20825 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FLJ20716 (FLJ20716), mRNA 


NM 017937 


Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens hypothetical protein FLJ20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (K1AA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 

i ~ 1» m V 1 9 Km J 9 


Homo saDiens hvoothetical Drotein FU20604 (FU206041 mRNA 


NM 017894 

111*! V 1 9 U J* 


Homo saDiens hvoothetical Drotein FLJ20595 (FLJ20595} mRNA 


NM 017893 


Homo ^aniens sema domain immunoglobulin domain (\p\ transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FU20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLJ20568), mRNA 


NM 017881 


Homo sapiens hypothetical protein FLJ20559 (FLJ20559), mRNA 


NM 017876 


Homo sapiens hypothetical protein FLJ20552 (FLJ20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FLJ20548 (FLJ20548), mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo sapiens hypothetical protein FLJ20533 (FLJ20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FLJ20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLJ20512 (FLJ20512), mRNA 


NM 017853 


Homo sapiens hypothetical protein FLJ2051 1 (FLJ2051 1), mRNA 


NM 017851 


Homo sapiens hypothetical protein FLJ20509 (FLJ20509), mRNA 


NM 017848 


Homo sapiens hypothetical protein FLJ20506 (FLJ20506), mRNA 


NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), mRNA 


NM 017836 


Homo sapiens hypothetical protein FLJ20473 (FLJ20473), mRNA 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FLJ20464), mRNA ( 


NM 017831 


Homo sapiens hypothetical protein FLJ20456 (FLJ20456), mRNA 


NM 017828 


Homo sapiens hypothetical protein FLJ20452 (FLJ20452), mRNA 


NM 017825 


Homo sapiens hypothetical protein FLJ20446 (FLJ20446), mRNA 


NM 017824 


Homo sapiens hypothetical protein FLJ20445 (FLJ20445), mRNA 


NM 017819 


Homo sapiens hypothetical protein FLJ20432 (FLJ20432), mRNA 


NM 017817 


Homo sapiens hypothetical protein FLJ20429 (FLJ20429), mRNA 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425), mRNA 


NM 017814 


Homo sapiens hypothetical protein FLJ20422 (FLJ20422), mRNA 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA 


NM 017808 


Homo sapiens hypothetical protein FLJ20413 (FLJ20413), mRNA 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo sapiens hypothetical protein FLJ20399 (FLJ20399), mRNA 


NM 017801 


Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


Homo sapiens hypothetical protein FLJ20392 (FLJ20392), mRNA 


NM 017793 


Homo sapiens hypothetical protein FLJ20374 (FLJ20374), mRNA 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 

k ^ l ~ 9 w A 9 i KM f 


Homo saDiens hvDothetical Drotein FLJ20154 (TLJ20154 1 ) mRNA 

9 IVlllV *JsJ>LJ 1V1 1*J A IT l/VUIvltvUI LSI Wvill 9 Utf A»V 9 *S • I 9 U«r*«V ft » Mj ill* VI *M \ 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 


NM 017781 

1 ^ 1 » L \J 9 i 9 K9 9 


Homo saDiens hvoothetical Drotein FLJ20359 (FLJ20359} mRNA 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo saDiens hvoothetical orotein FLJ20345 ( FLJ20345) mRNA 

9 lv/ C4- L/ 1 VI 1 0 1 IT 1J\J Ulv K I VU 1 I V/ IV 99 ft 9 ft— 4^ ±*\J T _/ I ft ^» V -/ t *J J y ft 1 ft_l VI " / * 


NM 017776 


Homo saniens hvoothetical orotein FLJ20344 (TLJ20344 1 . mRNA 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FU20312 (FLJ20312), mRNA 


NM 017760 


Homo sapiens hypothetical protein FLJ203 1 1 (FLJ203 1 1), mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 (FU20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FU20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM_0 17745 


Homo sapiens hypothetical protein FLJ20285 (FLJ20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ20280 (FLJ20280), mRNA 


NM_0 17739 


Homo sapiens O-linked mannose betal,2-N-acetylgIucosaminyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_0 17724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FLJ2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FLJ20195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FLJ20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20184 (FLJ20184), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLJ20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens hypothetical protein FLJ20156 (FLJ20156), mRNA 


NM 017689 


Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (FLJ20132), mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FLJ20128), mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (FLJ20123), mRNA 


NM 017664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FLJ20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLJ20085 (FLJ20085), mRNA 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FLJ20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NMJ) 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FU20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo saDiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FLJ20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FLJ20034 (FLJ20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FLJ20030 (FLJ20030), mRNA 


NM 017626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FLJ20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 

1 ^ *▼! VI » V I $ 


Homo sapiens hypothetical protein FLJ20005 (FLJ20005), mRNA 


NM 017615 

I^IJVI VI / V 1 »/ 


Homo sapiens hypothetical protein FLJ20003 (FLJ20003), mRNA 


NM 018394 

IN IV* vlwJ7~ 


Homo sapiens hypothetical protein FLJ1 1342 (FLJ1 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FLJ1 1336 (FLJ1 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FU1 1328), mRNA 


NM 018189 

IN IVl UIOJ07 


Homo sapiens GDP-fiicose transporter 1 (FLJ1 1320), mRNA 


NM 018388 

IN IVl UIOJOO 


Homo sapiens hypothetical protein FLJ1 1316 (FLJ1 1316), mRNA 


NM 018186 


Homo sapiens hypothetical protein FLJ1 1305 (FLJ1 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FLJ1 1294 (FLJ1 1294), mRNA 


NM 018180 

IN IVl VIIOJOv 


Homo sapiens DEAD/H (Asp-GIu-Ala-Asp/His) box polypeptide 28 (DDX28), 
mRNA 


NM 018379 

l^i IVl V 1 O J / 7 


Ur\mA con' 

nomo sapi 


pnc hvnnthptirat nrntein FT 11 1280 (FLJl 1280^ mRNA 


NM 018376 


Homo sapi 


ens hypothetical protein FLJ1 1275 (FLJl 1275), mRNA 


NM 018375 

IN IVl VIOJ / J 


Homo sapi 


ens hypothetical protein FLJl 1274 (FLJl 1274), mRNA 


NM 018374 


Homo sapi 


ens hypothetical protein FLJl 1273 (FLJl 1273), mRNA 


NM 018372 


Homo sapi 


ens hypothetical protein FLJl 1269 (FLJl 1269), mRNA 


NM 018370 


Homo sapi 


ens hypothetical protein FLJl 1259 (FLJl 1259), mRNA 


NM 018366 

1 ^ l»l V/ I V J W 


Homo sapi 


ens hypothetical protein FLJl 1230 (FLJl 1230), mRNA 


NM 018365 

IN l»l vlOJvJ 


Homo sap 


ens hypothetical protein FLJl 1222 (FLJl 1222), mRNA 


NM 018360 

IN 1»1 V 1 OJvv 


Homo sap 


ens hypothetical protein FLJl 1209 (FLJl 1209), mRNA 


NM 018359 

IN IVl VlOJJ/ 


Homo sap 


ens hypothetical protein FLJl 1200 (FLJl 1200), mRNA 


NM 018357 

1NIV1 UIOJJ/ 


Homo sapi 


ens hypothetical protein FLJl 1 196 (FLJl 1 196), mRNA 


NM 018356 

IN IVl UIOJJU 


Homo sap 


ens hypothetical protein FLJl 1 193 (FLJl 1 193), mRNA 


NM 018355 


Homo sap 


ens hypothetical protein FLJl 1 191 (FLJl 1191), mRNA 


NM 018151 
inivi v/ 1 ojj i 


Homo sap 


ens hypothetical protein FLJl 1 183 (FLJl 1 183), mRNA 


NM 018150 


Homo sap 


ens hypothetical protein FLJ 1 1 1 8 1 (FLJ 11181), mRNA 


NM 018149 

INIVI U10J*t7 


Homo sap 


lens hypothetical protein FLJl 1 175 (FLJl 1 175), mRNA 


NM 018148 

IN IVl UlOJtO 


Homo sap 


lens hypothetical protein FLJl 1 171 (FLJl 1171), mRNA 


NM 01814/% 

IN IVl V/ 1 O JHO 


Homo sap 


lens hypothetical protein FLJl 1 164 (FLJl 1 164), mRNA 


NM 018144 

IN IVl \J 1 OJ*rt 


Homo sap 


lens hypothetical protein FLJl 1 160 (FLJl 1 160), mRNA 


NM 018141 

IN IVl \J I O J*r J 


Homo sap 


lens hypothetical protein FLJl 1 159 (FLJl 1 159), mRNA 


NM 018149 

IN IVl \J 1 Ojti. 


Homo sap 


iens hypothetical protein FLJl 11 55 (FLJl 1 155), mRNA 


NM 018118 

IN IVI U IOjjO 


Homo sap 


iens hypothetical protein FLJl 1 142 (FLJl 1 142), mRNA 


NM 01JH15 

iNlVI VJIOJJJ 


Homo sap 


iens hypothetical protein FLJl 1 132 (FLJl 1 132), mRNA 


NM 018329 


Homo sap 


iens hypothetical protein FLJl 1 1 17 (FLJl 1117), mRNA 


NM 018328 


Homo sap 


iens hypothetical protein FLJl 1 1 13 (FLJl 1113), mRNA 


NM 018326 


Homo sap 


iens hypothetical protein FLJl 11 10 (FLJl 11 10), mRNA 


NM 018324 


Homo sap 


iens hypothetical protein FLJl 1 106 (FLJl 1 106), mRNA 


NM 018323 


Homo sap 


iens hypothetical protein FLJl 1 105 (FLJl 1 105), mRNA 


NM 018321 


Homo sap 


iens hypothetical protein FLJl 1 100 (FLJl 1 100), mRNA 
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NM 018316 


Homo saniens hvoothetical Drotein FLJ1 1078 fFUl 10781 mRNA 


NM 018314 

1 ^ 1 ▼ 1 V t U«/ It 


Homo saniens hvoothetical nrotein FLJ1 1068 (FLJ1 10681 mRNA 

* * v/ 1 ■ k\y ^jcipiVtllO ii jr pv u i v» iiv<tii piuivui A uif I 1 V/vU \' ■ i wuy, imviin 


NM 018309 

1 ^ l»l WlOJw/ 


Homo saniens hvoothetical nrotein FLJ1 1046 (FLU 10461 mRNA 


NM 018308 


Homo saniens hvoothetical nrotein FLJ1 1042 (FLJ1 10421 mRNA 

1 IV/lllv d£L|Jl&lld lljr pV7 vl IVllVvCll piV/lwlll 1 uj 1 1 V"*i I^J 1 1 WT1, j t HLTVl^/V 


NM 018307 


Homo saniens hvoothetical nrotein FLJ1 1040 (FLJ1 10401 mRNA 


NM 018306 


Homo saniens hvoothetical nrotein FI Jl 1036 (FLJ1 10361 mRNA 


NM 018304 


Homo saniens hvoothetical nrotein FLJ1 1029 i'FLJI 10291 mRNA 

i iviiiu jap iwim /r piv/ivni t a-<«j i i ui« / y i i av/a»x/, nuviin 


NM 018302 


Homo saniens hvoothetical nrotein Fl J 1 1 0 1 7 TFT J 1 101 7^ mRNA 


NM 018299 


Homo saniens hvnothetical nrotein FT Jl 101 1 (FI Jl 101 11 mRNA 

1 lull l\J OdL/lV>llD IIJ/ pVUtwllVvai pi VfLVvlll I LJ 1 1 VI 1 IwJ 1 1 V 1 1 Jj 1 1 11X 1 ^ /V 


NM 018297 


Homo saniens nentide*N-plvcanase similar to veast PNfil (FT Jl 10051 mRNA 

1 1UIIIU OUUIwllJ pVUUUv til Kyi J VUllUiJv >J J 1 111 1 tU fcV 7 WClOl lil VJ 1 It *-JJ 1 I \J \J S 1 y 1 1 11 VJ T IX 


NM 018296 


Homo saniens hvnothetical nrotein FLJ1 1004 (FI 11 10041 mRNA 


NM 018294 


Homo saoiens hvoothetical Drotein FLJ 10998 CFLJ 109981 mRNA 

1 IV/ 11 IV/ OC1L/ 1V11J l*J L/VUIVIIVUI L/l V/ Iv 111 1 1—4 V 1 v / / u 11 L^jJ 1 v/yU/) HUM ' «V 


NM 018292 


Homo saoiens hvoothetical nrotein FLJ 10989 (Fl J 109891 mRNA 


NM 018289 


Homo saoiens hvoothetical nrotein FLJ 10979 (FI J 109791 mRNA 


NM 018288 


Homo saoiens hvoothetical Drotein FLJ 10975 (FI J 109751 mRNA 

1 AV/111V/ JuuiWIlJ II T UVIUIVIIVUI L/l V/IW 111 A 1»/J IV/ I •/ 11 1 \J S 1 ~J ly 1 1 1 1 V 1 ^ / V 


NM 018279 


Homo saoiens hvoothetical orotein FI J 10936 (FT J 109361 mRNA 

AlV/lllV/ J 1 Wl lt3 llJr|7V/UlVyVlVvCll ^/IV/tVvlJl 1 l~*J 1 V/JU ^1 IS J 1 \J J mj \J J y 1 1 11 VI 1 /V 


NM 018275 


Homo saoiens hvnothetical orotein FT J 10925 (FT J 109251 mRNA 

1 IV/lllV/ Od^J IV* I ID llj fJV/UIWllV>al pi V IVy 111 1 LiJ I V/i. J yl IjJ 1 J lllJvli A 


NM 018271 


Homo saoiens hvoothetical nrotein FT J 1 09 16 TFT 1109161 mRNA 

1 1V/111V7 oa|JlV'tiO 11 j ^/V/UlVilVyCAl ^71 V7 IV 111 i IU71U ^1 LjJ 1 \77 1 v^j 1 1 LI Vi ^ / V 


NM 018264 


Homo saoiens hvoothetical Drotein FLJ 10900 (FI J 109001 mRNA 

A A V/ A AAV/ JUlJlVll J 1 1 Jr L/V/ U AVv I IVHI L/AV/VVyAAA A LvJ 1 V / Vv I 1 UJ I U/VU K 1 1 11 VI ^ iV 


NM 018261 

1^1 IT 1 V106V/I 


Homo saoiens ^ec3-like (SFC31 mRNA 

I IV71I1V7 dCAjJlWlld JVVJ'I^V ^JlvV/J Jy 1 1 11 Vi ^ l\ 


NM 018260 


Homo saniens hvnothetical nrotein FT J 10891 (FI 1108911 mRNA 

1 1V7111V7 du^/lVylld lljr ^7UUltllv^cll J7IV7lwlll I LJ IU07I yi bJ 1U07 1 Jy 1 1 IJTvl > l\ 


NM 018259 


Homo saniens hvnothetical nrotein FI J10890 (FT 1108901 mRNA 

I 1V7111V7 du^/lVHd 1 1 Jr fJv7Ull>llV*ai ^71v7lvlil 1 LjJ 1 V07V V I 1_/J I \J\J J\J Jy 1 1 LI Vi ^1 r\ 


NM 018250 


Homo saniens hvnothetical nrotein FI J 10871 (FI 1108711 mRNA 

I 1V7111V7 o<lL71V^llO lljr L7V7UIVvllVai L71v7iVvlll 1 L>7 IUO / 1 ^1 bJ 1 UO / 1 Jy 1 1 11 VI N / a. 


NM 018248 


Homo saniens hvnothetical nrotein FI 110858 (FI 1108581 mRNA 

I 1V7I11V7 OCIL71V110 lljr^7V7UIV^lAVvCAl piViVvlll 1 LiJ IVOJO \ V bJ 1 V/OJO^ 1 1 U\ i ^ l\ 


NM 018247 


Homo saniens hvnothetical nrotein FT 110856 (FT 11 08561 mRNA 

1 HJ11IV7 oaLJlVllJ lljr^7V7LilVvllVval L71V7tWlll 1 bJ 1 vO«/U ^1 1->J I V7 O J \J J , 1 1 11 V 1 N r\ 


NM 018246 


Homo saniens hvnothetical nrotein FT 110853 (FT 1108531 mRNA 

1 1WU1V7 doJJIWlld lljr |7v7UlV>llVyai ^71V71V111 1 bJ IUOJJ ^1 bJ 1 l/OJ J ^ 1 1 li Vl > Jr\ 


NM 018243 

1^1 It I U 1 O&rT J 


Homo saniens hvnothetical nrotein FT 110849 (FT 1108491 mRNA 

i 1V711 IU odL71VilO lljr JJLFUlVyLlVval L71bFlVlll I LjJ 1UO*t7 LjJ \ \JO^Z7 Jy 1 1 1 LV 1 > r\ 


NM 018238 


Homo saniens hvnothetical nrotein FI 110849 (FI 1108491 mRNA 

1 117H1U oaLvlVllo Ujrpv7lilwllvvai L71V71V111 1 bJ IvOti ^rbJ IV/Ot^y, 1 1 LTvl^ /A 


NM 018235 


Homo saniens hvnothetical nrotein FT 110830 (FI 1108101 mRNA 

1 Iv7111v7 oabllvylld llj pvJUiCllval JJlv/lClll I LjJ IV/OJv/ ^LbJ luOJU^, IlLivlN/A. 


NM 018234 


Homo saniens hvnothetical nrotein FT 110899 (FI T1089Q1 mRNA 

I 1V7I11v7 DdL71Vylld lljr jJUUlVllval L71vJlt.lll I isJ l\JO £.7 y i Lj J 1 V70Z. 7 Jy 1 lLTvlN r\ 


NM 018231 

1^1 1TI UIOLJl 


Homo saniens hvnothetical nrotein FT 11 08 IS (FT 11 081 SI mRNA 

AivJlliv/ dap Id Id lljr L/vFUlvLlVdl LJ1 ULCLIl X LjJ 1UOIJ \l LjJ 1 UO 1 J Jy 1 1 ILvi N r\ 


NM 018229 


Homo QanienQ hvnnthetieal nrntein FT 11 08 11 (FI 11 08 111 mRNA 

1 1U11 IU oaplCllo lljr pUUlCllvval pi ULC111 l LjJ 1 UO 1 J \l LjJ 1 vO 1 J Jy 1 1 LiViN/A 


NM 018228 


Homo saniens hvnothetical nrotein FI T 1081 1 (FI 11 081 11 mRNA 

I lv71Ilv/ dCXplWlld lljr pv/UlVllVvUJ piUlwLll I LJ 1 V/O 1 1 LjJ I V/O 1 1 Jy 1 1 LlVl > fx 


NM 018227 

1^1 It! UIOX^/ 


Hnmn Qanien^ hvnnthetiral nrntein FT 11 0808 (FT 11 08081 mRNA 
riv/iiiv/ ddLJiwiid iijr [JULiiciivvCii piuicui rbj ivovo ^rbJiuouo^ 1 1 lrviN r\ 


NM 018224 


Homo sapiens hypothetical protein FLJ 10803 (FLJ 10803), mRNA 




Unmn CQnipnc non/in olnho /DAD \f A ^ mP\I A 

riuiiiu ddpicnb pdrvin, dipnd v r/\ivv/\^, itiivin/\ 


MM 018991 


no mo Sapiens cnromosome z open reauuig irame o v i^zonoj, rriiviN a 


NM 01X916 


Unmn QanienQ hvnnthetiral nrntein FT 11 0789 (FT T 107891 mRNA 

nUIIlU OCtpiCIlo lljrpUUlCllCal piUlClll iLJ Iv/OZ \r LjJ i\J 1 O&Jy I IliviN f\ 


NM 01 89 IS 


Hnmn c^mVnc hvnnthptirsl nrnfpin PT 110781 (FT T10781"i mRNA 

nuiuu oapiciib nypuuiciivvdi pruicui r LjJ iv/oi \r LjJ iu/oi j, iiltvln/a. 


NM 018914 


no mo sapiens L>/\r ^icucine-ncn repeals ana r\jL,j ana no rue proicin v L«A.fNvjj, 

mRNA 
IIirvlNrV 


NM 018910 


Hnmn QanienQ hvnnthetiral nrntein FT T1076Q (FT I1076Q1 mRNA 
iiuiiiu dapivviid iijr puuiciivyai pi uiwiu r LjJ iu / U7 \r LjJ i\j f \js j f iiltvin/a 


NM 018908 


Unmn cQni'pnc hvnnthetiral nrntein FT T107A1 (FT 11 07£ 1 ^ mPNA 

noino Sapiens iiypouicucai proicin ri^jiu/oi v rLJ i o /o ij y uuviNr\ 


NM 018903 


Wnmn cgnipnc hvnnthetiral nrntein FT T 10748 (FT T107d8^ mRNA 

nuiuu sapiens nypouiciicai proicin rLJiu/to v ri_,j i yj/^ojy iiirviN/-\ 


NM 018901 

l^ivi UlO^vl 


Lfnmn canienc hvnnthetiral nrntein FT T107d^ (FT 11074^ mRNA 

nuiiiu sapiens iiypouiciicai proicin r l*j iu /tj v rL»j i o /*tj^, itlivinm 


NM 018199 


Homo saoiens hvnothetical nrotein FLJ 10738 (FLJ 1073 81 mRNA 

1 IVI 1 IV/ OCip IvIU 1 IT pV/ UlVllVUI pi \J Will A L^</ 1 \J 1 - f \J 11 l—t-J 1 v / J U N llll\l 1 / \ 


NM 018198 


Homo sapiens hypothetical protein FLJ 10737 (FLJ 1073 7), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ 10726 (FLJ 10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ 107 15 (FLJ 107 15), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ 107 13 (FLJ 107 13), mRNA 
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NM 018183 


Homo saniens hvoothetical orotein FLJ 10701 (FLJ 10701). mRNA 


NM 018182 

1^ l»* VIOI Ufa 


Homo saniens hvoothetical Drotein FLJ 10700 (FLJ 10700). mRNA 


NM 018181 


Homo sapiens hypothetical protein FLJ 10697 (FLJ 10697), mRNA 


NM 018176 


Homo saniens hvoothetical orotein FLJ 1 0675 (FU 10675) mRNA 


NM 018174 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


MM 018173 

IN ivi wioi * J 


Homo saniens hvoothetical Drotein FLJ 10665 (FLJ 10665). mRNA 


NM 018172 

IN IVI UIOI 1 *» 


Homo sapiens hypothetical protein FLJ 10661 (FLJ 10661), mRNA 


NM 018170 

IN IVI ulOl /V 


Homo saniens hvoothetical Drotein FLJ 10656 (FLJ 10656). mRNA 


NM 018168 

IN Ivl UlOl uo 


Homo saniens hvoothetical Drotein FLJ 10650 (FLJ 10650) mRNA 

X lul 1 i\J juJJ 1 vv 1 1 J 1*7 r^^* UlvllVm ^l V/ V\v ii ■ * ***** * v x# y * *w«* * w«/ v y ^ *» *-* ^ * * 


NM 018167 


Homo sapiens hypothetical protein FLJ10648 (FLJ10648), mRNA 


NM 018166 


Homo saniens hvoothetical Drotein FLJ 10647 (FLJ 10647). mRNA 

I | \J 1 1 1 \J jd^iwi 13 1 1 j \J w UlWllvul r " »Vll 1 * *w«* * w v ■ * ^ * *w«^ *w« ' J y * * *-* ^* ^ * * 


NM 018163 


Homo sapiens hypothetical protein FLJ 10634 (FLJ 10634), mRNA 


NM 018157 

in ivi viou/ 


Homo saniens hvoothetical Drotein FLJ 10620 (FLJ 10620), mRNA 

1 Wj 1 1 \\J OUp Ivl 13 11 Jr \J \J l-l IVIIVUI wr *w^ » v w*v w y » *s^«r * v w*w w • ■ •-* ^* ' * * 


NM 018156 

INiVl UlOl JU 


Homo saniens hvoothetical Drotein FLJ 106 19 (FLJ 106 19). mRNA 


NM 018155 

iNlYl VIOIJJ 


Homo saniens hvoothetical orotein FLJ 106 18 (FLJ 1061 8). mRNA 

X IV/ 11 \\J Jup Ivl 13 1 1 jr i^/ V/ U 1 v llvUl ^/ VVUI I *>s*r * V v * v? y * *w«r i vv i wyj *■ *-* ^-* ^ * *. 


NM 018154 

IN IVI UlOl J*t 


Homo saniens hvoothetical orotein FLJ 10604 (FLJ 10604). mRNA 


NM 018150 

1N1V1 VlOUv 


Homo saniens hvoothetical Drotein FLJ 10597 (FLJ 10597). mRNA 

I 1 V/ 1 1 lv jUp 1 v 1 13 1 Ijr |^ U IvUvUI ^1 v/ *-v 11 1 * *-^*» * w ✓ # y * **rf^ avw^ r y ^ • * *-* nw4 n a » 


NM 018149 

IN IVI V I O 1 17 


Homo saniens hvoothetical Drotein FLJ 10587 (FLJ 10587). mRNA 


NM 018148 

IN IVI UlOlHO 


Homo saniens hvoothetical orotein FLJ 10583 (FLJ 10583) mRNA 


NM 01X146 

IN IVI UlOl HO 


Homo saniens hvnothetical orotein FLJ 10581 (FLJ 10581) mRNA 


NM 018145 


Homo saniens hvnothetical Drotein FLJ 10579 (FLJ 10579) mRNA 


NM 01K141 

IN IVI v 1 O 1 *t j 


Homo saniens hvnothetical Drotein FLJ 10572 (FLJ 10572). mRNA 


NM 01X140 

IN IVI UlOl *TV/ 


Homo saniens hvnothetical Drotein FLJ 10565 (FLJ 10565). mRNA 


NM 01R11Q 

IN IVI U 1 O 1 J 7 


Homo saniens hvnothetical orotein FLJ 10563 (FLJ 10563) mRNA 


NM oiRnx 

IN IVI \J 1 O 1 J O 


Homo saniens hvnothetical nrotein FLJ 10560 fFLJ 10560) mRNA 


NM 01813? 


Homo saniens hvnothetical nrotein FLJ 10545 (FLJ 10545) mRNA 


NM 018130 

IN IVI UIOIJU 


Homo saniens hvnothetical orotein FLJ 10539 (FLJ 10539) mRNA 

I 1 VI 11 V SOP 1 VI Id 11_J pVU 1 V 11 VU1 pi VJ IV 111 1 L-/J t V^^y ^1 L-t-J 1 \* *J m* S Jy i-k^J. ' ■* . 


NM 018129 
inivi uioi &y 


Homo saniens hvnothetical Drotein FLJ 10535 (FLJ 10535) mRNA 

11 VI 1 IV odV 1 VI ID 11 jr pVUlVllVai piVtVllI 1 W \. \J ~/ ~J -J y j imviii i 


NM 018128 


Homo saniens hvoothetical orotein FLJ 10534 (FLJ 10534), mRNA 


NM 01R196 

IN IVI U101Z.O 


Homo sanipns hvnothetiral nrotein FT J 10525 CFLJ 10525) mRNA 

nVlilV SCipiVllj ilj pVUllVlIVtll piViVlll 1 1— < J 1 vJi.J y^i t*jJi\J+J4tmJjy uuviirv 


NM 018195 

IN1V1 I/IOIZJ 


Homo saniens hvnothetical orotein FLJ 10521 (FLJ 10521) mRNA 

11 VI 1 IV odpIVH3 1 1 Jr \J V li 1 vllvUl pi VIV111 1 LyJ 1 V *» 1 ijJ 1 \J ~J 1 IIUU ^/ * 


NM 01R191 

IN IVI u 1 O 1 £. 1 


Homo saniens hvnothetiral nrotein FI J 105 12 (FLJ 105 12) mRNA 

OvlilV dap 1 VI Id II YpVUIvlIVCll piViVlll I li< ^* w iuj ityj uuxiin 


NM 0181 1 8 

IN IVI u 1 O 1 1 O 


Homo saniens hvnothetical nrotein FLJ 10508 (FLJ 10508) mRNA 

nVlllV odpiVlId II J pVUIVlIVCll piViVlll I LjJ I VJVU 1— /•» 1 v^UU^) liuvii/l 


NM 01X115 

IN 1V1 UlOl 1 J 


Hnmo saniens hvnothetical nrotein FLJ 10498 fFLJ 10498) mRNA 

ilUIHU odpivlld llj' pvuiv iival pivivui i L-tJi\j^sKJ \i t \j-t s w uuvii^ 


NM 01 R 1 1 1 

IN 1V| UlOl 1 J 


Unmn ^aniens linoralin-interactinp membrane recentor fLIMR) mRNA 

ilVlllV jdpitll J 11 pVVCllll 1 111 LVl ClVllUg IIIVIIIVICUIV IVVVpwi ^Ljll'liv^ liuuilk 


NM 01X111 

IN IVI UlOl 1 1 


Homo saniens hvnothetical nrotein FLJ 10490 (FLJ 10490) mRNA 

liUIIIU ddpivlld 11 j VVUlVllVCll piViVlll I I— '•» lUl/V I— i VT/uyj nuvi » 


NM 018110 


Homo sapiens hypothetical protein FLJ 10488 (FLJ 10488), mRNA 


NM 01X100 


Hnmn canienc hvnnthetiral nrotein Fl J 10486 (FT J 10486) mRNA 
n vll lv daplvlld liy puuivllvdl pivivui i l^J ivtov y^i l^j ivtouy, uuviin 


NM 01X108 
IN IVI UlolUo 


Hnmo cnnipnc hvnnthetiral nrotein FT 11048^ (FT J1048^) mRNA 
nOIIlO Sapiens nypUlIivUval plUlvlll rLJ lUtoj lj lvtoj/j uuviin 


XTNvf 01Q10<\ 


I4r%rnrt cQnipnc hvnnthetiral nrntein FT 110477 (FT 11 0477^ mRNA 

riomo sapiens nypumeiivdi pruivin rLJiut/ / ^ruivt/ 1 j y niixMa 


INIYI U 1 O 1 U*f 


T} AmA CQn ; pne hxAnnthetiral nrntein FT T 1 0474 (FT 110474^ mRNA 

riomo sapiens nypouiciivdi pruivin ri^jivt/t i^rui v*t/*t^, nu\i>n 


XTKvf O 1 QOO£ 

N M_U i ouy 0 


riomo sapiens nypoinencai protein siiiuiai iu ueui-'irajisuuviii laiiiuy ^rwiutjo;, 

mPXJ A 


InM IUoUVj 


Hnmn caniens hvnnthetiral nrotein FT I104S0 (FT J 10450) mRNA 

riomo sdpiens nypouiciivai prviviu rw iv*tjv ivtjvy, ^ 


NM 0180XQ 

IN IVI U 1 OU07 


Hnmn canienQ hvnnthetiral nrotein FT J 104 15 (FT J 104 15) mRNA 

nOiIlO SdpivIIS Iiy pVUlvllvdl piViVlll I LJIU^U ^l w l i nuuin 


NM 018088 


Homo sapiens hypothetical protein FLJ 10408 (FLJ 10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ 10392 (FLJ 10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ 10388 (FLJ 1 0388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ 103 85 (FLJ 103 85), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ 103 81 (FLJ 103 8 1), mRNA 
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NM 018077 


Homo saniens hvoothetical nrotein FLJ 1 0377 (FLJ 1 0377) mRNA 


NM 018071 


Homo saniens hvoothetical Drotein FLJ 103 5 7 (FLJ 10357) mRMA 


NM 018068 


Homo saniens likelv orthnlop of mouse niwi like homolot? 1 fDrosoohilaVlike 
(FLJ 1 035 H mRNA 


NM 018067 


Homo sapiens hypothetical protein FLJ 10350 (FLJ 10350), mRNA 


NM 018066 


Homo saniens hvnothetical nrotein FLJ 10349 (TLJ 10349) mRNA 


NM 018065 


Homo saniens hvnothetical nrotein FLJ 10346 (TLJ 10346) mRNA 


NM 018061 


Homo saniens hvnothetical nrotein FLJ 10330 (FLJ 10330) mRNA 

1 1 V ■ 1 IV O d^_/ 1 ^ 1 1 3 1 1 Jr pvUIVUWttl JJ1 V/ lv 111 A M—lJ 1 UJ*/v y * '** I Va/JV^ 11 ft-ft «.ft ' * » 


NM 018056 


Homo saniens hvnothetical nrotein FLJ 1 03 15 (FLJ 103 15). mRNA 

1 1 VI 11 V/ <7CftV 1\^11>9 I ly pvUlvllVOI |J1 vlvlll » ft-/«/ 1 Vi/ I •/ ^* ft^v * w*s ft *s J y hum * * 


NM 018055 


Homo saniens hvnothetical nrotein FLJ 103 14 (TLJ 103 14) mRNA 


NM 018048 


Homo saniens hvoothetical nrotein FLJ 10292 (FLJ 10292), mRNA 


NM 018045 


Homo saniens hvoothetical nrotein FLJ 10276 (FLJ 10276). mRNA 


NM 018042 


Homo saniens hvnothetical nrotein FLJ 10260 (FLJ 10260) mRNA 

A A V/l 1 lv «3CA1_/ 1 vl 1J 11 T L/V/ U IvIlvOl L/t \J lv 111 A l^/J A v w V 1 A A V A* W / ^ • * u ^ * & 


NM 018037 


Homo saniens hvoothetical nrotein FLJ 10244 (FLJ 10244), mRNA 

A Ivlliv *J\X^J 1 vl lO 1 1 _J pvUlvllvUI pi vlvlll A 1— A v A* ■ » ^ * *— ■ w** ■ / ) * * ^* * ■* m 


NM 018036 


Homo saniens hvnothetical nrotein FLJ 1 0242 (FLJ 1 0242). mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ 102 13 (FU10213), mRNA 


NM 018027 


Homo saniens hvnothetical nrotein FT J 102 10 TFLJ10210) mRNA 

I l\Jl l IKJ Odfjlwlld 11 J ^/V U It'll VCll JJl V lb 11 1 1 1— /•/ * vL 1 V ^1 l-< J 1 vi. 1 v^j iiuvi ' ' » 


NM 018024 


Homo ^aniens hvnothetical nrotein FT J 10204 CFLJ 10204) mRNA 

1 1VJ 1 11 v ouplwlld llj j-»vlllvllvcil piviviii i i V/4.VT ^i i-/J i ui.u^y, 1 •» u vi ^ / \ 


NM 01R099 

IN IVl U I Ovti 


Homo saniens hvnothetical nrotein FLJ 101 99 CFLJ 10199) mRNA 

in vii iu ja|;itiij 1 1 y pu uit ii veil viviii i uj i v i s s \i i v i s j jj huvi ^ ^ »■ 


NM 018017 


Homo saniens hvnothetical nrotein FLJ10188 fFLJ10188) mRNA 

i IV 1 1 IV Dd^/lv«lli3 1 1 j [yvUlvUvul Vl V lv 111 i Ljj 1 v 1 W l ft— i v I uu y j 11 *i vi ^ ^ ft 


NM 01X014 


Hnmn QanienQ R-cell (^1 I /Ivmnhnma 1 1 A ^7inc finder nrotein) fBCLl 1 A) 

nUI 1 1 v oaUltlla U vt 1 1 \_^L(Li/ i j iiiL/iiviiid l in ^z.iiiv niigvi piuiviny ^uv/bi irxjy 

mRNA 

1 1 1IXJ ^ /v 


NM 018013 


Homo saniens hvnothetical Drotein FLJ10159 (FLJ 101 59) mRNA 


NM 018012 


Homo saniens hvoothetical nrotein FLJ10157 (FLJ 101 57) mRNA 

1 1 V/l 1 lv O CI IvIU II Y L/vU IvllvUI LSI V lv I * 1 A '*/ A V A «^ / 11 *— i v I / / ^ 11 *-» ^1 ™ * A 


NM 018005 


Homo saniens hvnothetical Drotein FLJ 10 1 39 CFLJ10139) mRNA 

l 1 VI 1 IV JU^/lvllJ 1 1 Jr V V U IvllvUI VI V lv 111 1 ft— '«/ I V ft «/ ✓ ft- #«r 1 W 1 J / yj ift Lftx^ft ^ j ft 


NM 017998 


Homo saniens hvnothetical nrotein FLJ101 10 (FLJ 101 10) mRNA 

A lull 1\J JUUIvl 1 kj 1 1 j yj \J U IvllvUI L*/l V/ Ivlll A h~iJ A V A 1 v I A K*J*J A V/ A 1 V / j if *-l X^A ~ * » 


NM 017QQ6 

1^1 IVl vl /77U 


Homo Qanien<; hvnothetical nrotein FT J10103 (FLJ10103) mRNA 

IllHllU OC1[J1C11j llj pUUlLLICul |^1 Vlvlll 1 L^lVlUJ IjiI IVlwJ^j llll\li/i 


NM 017986 


Homo ^aniens hvnothetical nrotein FT J 10060 (FLJ 10060) mRNA 

rivlllv Dd^lCllD 11 jrjJVUlWlI vOl ^FlVlVlll 1 L*iJ I WW ^1 L«J IWW^/j uuvim 


NM 017985 


Homo Qanien*: hvnothetical nrotein FT J 10058 (FLJ 1005 8) mRNA 


NM 017984 

1^1 IVl UI ( 70" 


Homo saniens hvnothetical nrotein FLJ 10057 (FLJ 1005 7) mRNA 

i IV 1 1 IV juL/l^MJ 1 1 Jr UUUlbll^ul VI V lv 111 1 1— i J 1 V V«/ 1 \ 1 ft—/*/ 1 f / > ^ / ft. 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017QR2 


u nmn canienc hvnnthptiral nrotein FT 11005? (FT J 10052) mRNA 


NM 017980 


Homo sapiens hypothetical protein FLJ 10044 (FLJ 10044), mRNA 


NM H 1 7077 


riorno sapiens nypoinciivai proicin ri-»jiwu*Ti/ \ilj i vu*tv/^, iium^a 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


IN M_U 1 54 1 U 


nomo sapiens nypoineiicai protein urwrz^p/ozci jiz ^i^ivrz^p/ozciji^y, 
mRNA 


XTlV/f n 1 <M 7*7 

MM_U lo4iJ 


Homo sapiens nypotneticai protein UKr c\> /o 1 r 1 u 1 u ^uivr ^p / o i r i u 1 
mRNA 


IN IVl U 1 Ijyl 


riomo sapiens nypoineiicai proiein ui\.r z^p /oim oz** \ut\t /o i is. i ozh^, 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761 K1423), 


NM_0 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 


XI ]\yf A 17^GQ 


riomo sapiens uansmemorane proiein vczaiin ^vcla i iin^, iiuvln/a 


NM 017594 


Homo saniens hvnothetical orotein DKFZd761C07121 (DKPZd76IC07121 ), 
mRNA 


NM_0 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DICFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 



304 



(400/104) 



NM 017559 


Homo saoiens hvoothetical orotein D(CFZd434H2215 (DKPZd434H2215), 
mRNA 


NM 017598 


Homo sapiens hypothetical protein DKFZp434C0923 (DKFZp434C0923), 
mRNA 


MM 017577 


Homo sapiens hypothetical protein DKFZp434C0328 (DKFZp434C0328), 
mRNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 018459 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045), mRNA 


NM 018451 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


NM 018450 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


NM 018674 

1 ^ 1 ▼ 1 VI Wf * 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_0 17435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 
CSLC21A14V mRNA 

y J— * X-/ ±* till • y y * * *-* V* i 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


NM 016953 


Homo sapiens phosphodiesterase 1 1 A (PDE1 1 A), mRNA 


NM 0 11242 


Homo saniens similar to mouse GIt3 or D. malanoeaster transcription factor IIB 
(AF093680), mRNA 


NM 016267 


Homo saniens TONDU (TONDU), mRNA 


NM 015859 


Homo sapiens general transcription factor IIA, 1 (37kD and 19kD subunits) 
(GTF2A1), mRNA 


NM 016271 


Homo sapiens STRIN protein (STRIN), mRNA 


NM 016584 


Homo sapiens interleukin 23, alpha subunit pi 9 (IL23A), mRNA 


NM 016329 


Homo sapiens RU1 (RU1), mRNA 


NM 016337 


Homo sapiens RNB6 (RNB6), mRNA 


NM 016146 


Homo sapiens PTD009 protein (PTD009), mRNA 


NM 016145 


Homo sapiens PTD008 protein (PTD008), mRNA 


NM 016144 


Homo sapiens PTD002 protein (PTD002), mRNA 


NM 016147 


Homo sapiens protein phosphatase methylesterase-1 (PME-1), mRNA 


NM 016445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 016132 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


NM 016586 


Homo saniens MBIP orotein (MB IP). mRNA 


NM 016547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NM 016447 


Hnmn ^aniens tvne 1 tumor necrosis factor receDtor shedding aminoDentidase 
regulator TARTS- 1 ) mRNA 


NM 016418 


Homo samens CLST 1 1240 Drotein (CLST1 1240), mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


MM 016106 


Hnmn <;ani<*nQ Onal fHsn40) homoloe subfamilv B member 1 1 (DNAJB1 W 
mRNA 


MM 0169Q? 


Hnmn <;anien<; heat shock orotein 75 CTRAP1). mRNA 


MM 016748 


Hnmn <;anien<; A kinase fPRKA) anchor orotein 1 1 (AKAPi 1), mRNA 


MM 016907 


Hnmn Qanipns rleavaae and oolvadenvlation SDecific factor 3. 73kD subunit 
CCPSF3) mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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MM 0162X4 

IN ivi \J i o*t 


Homo saniens KJAA1007 Drotein TK1AA1007), mRNA 


mm 016645 


Homo saoiens mesenchymal stem cell Drotein DSC92 (NEUGRIN), mRNA 


MM 016631 

IN IVI \J 1 W J 1 


Homo ^aniens chromosome 21 ooen read in 2 frame 66 fC21orf66), mRNA 


MM 016576 

IN IVI V 1 wJ / U 


Homo <;aoiens GMPR2 for euanosine monoDhosphate reductase isolog 
(LOC51292) mRNA 


MM 016501 

IN IVI v 1 VWU 1 


Homo saoiens h voothetical orotein FLJ 1 0597 (FLJ 1 0597), mRNA 


MM 016500 

1^1 IVI U I UJUU 


Homo saniens hvoothetical orotein (L0C5 1 260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


MM 0164K0 


Homo ^aniens PA BP- interacting orotein 2 (PAIP2). mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


MM 016160 

IN IVI U10J07 


Hnmn «anipnQ rlaudtn 1 8 (C\ DN1 8^ mRNA 


MM 016150 
in ivi v i %J j jy 


Unrnn eanipnc nnrlpolar nrotein ANKX fANKX^. mRNA 


MM 016746 

IN IVI \J 1 U£*tU 


Homo Qanien^ retinal short-chain dehvdrofienase/reductase retSDR3 
H OCSl 17H mRNA 


MM 0161X6 

IN IVI \J 1 U I OVJ 


Homo ^aniens serine Tor cvsteine^ Droteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


MM 0161X0 

IN iVI \J 1 O I OU 


Homo Qanien^ AIM-1 nrotein fMATP\ mRNA 


MM 016176 

IN IVI U 1 U I / O 


Homo <;anien^ calcium bindine orotein Cab45 orecursor (Cab45), mRNA 


M\4 HI £174 

IN IVI U 1 O 1 /H 


Hnmo Qanien<: rerehral cell adhesion molecule (L0C51 148). mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


IN M_U 1 0U3 1 


u nmn conlpnc **1nno5itinn of vprv lonp rhain fattv acids (FENl/EIo2 SUR4/EIo3. 
vpact^-Hlfp 1 ^FT OVT n mRNA 


MM OlSOS^ 

1NIV1 Ul J7JJ 


Homo ^aniens C21 orfl 9-like Drotein CLOC51072), mRNA 


MM 0 1^011 


Hnmn canienQ fl«54RS OC^1066) mRNA 
nomo dd.piCIid lla*rOJ ^lv/wiuuu/, hixvi^^ 


MM 01^870 


Hnmn canienc Qialvltransferase 8C falnha2 3Galbetal.4GlcNAcaloha 2,8- 
sialvltransferase^ ( SLAT80 mRNA 


MM 016168 


Homo sapiens myo-inositol 1 -phosphate synthase Al (ISYNA1), mRNA 


MM 0164KX 

INlVl U1UHOO 


Homo ^aniens hvnothetical orotein (HSPC232). mRNA 


MM 01647X 

1> IVI \J I U*T / o 


Homo ^aniens hvnothetical orotein (HSPC216), mRNA 


MM 016461 

IN 1V1 V I DHOj 


Hnmo canien* hvnothetical nrotein THSPC195\ mRNA 


MM 016410 

IN IVI \J I Krr 1 \J 


Homo ^aniens hvnothetical Drotein HSPC177 {HSPC177V mRNA 


MM 016406 

IN IVI U 1 VrtvO 


Hnmo ^anien^ hvnothetical nrotein fHSPC155\ mRNA 


MM 016401 

IN IVI \J 1 1/** V 1 


Homo <;aniens hvnothetical Drotein fHSPC138\ mRNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


MM 016106 

IN IVI \J 1 O J 7U 


Urvmn canipnQ hvnothetical nrotein THSPC129^ mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


MM ftl^Qll 

1NM uijyjj 


LT/Nmn canipnc hvnothptiral nrotein ^HSPC016^ mRNA 


[NM U1j7jZ 


riomo sapiens nypouiciicai pruicui ^nor v^u ih*vi'*» 


In M_U 1 0 1 /Z 


Urtmn canipnc m itoti olia IHlaQtnmn cell Hi ffprentiation-related fGDBRlV 

flOmO Sapivno pUulllVC ^llalUlaoUJllia V/CIl Ulllvivuuouvii iwiaiwu ^vjcwixiyj 
mpM A 

mtviN/\ 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 

mPXT A 


MM 01£10£ 
IN M U 1 0 1 VO 


Linmn cQnipnc kTIAAO^R? opnp nrodiict (K I A A0682^ mRNA 

rlOmO Sapiens rvl/Vr\vOO^ gCHC piuuuti ^raAnuuo^.^, ll»l^al^-v 


INM UIODjJ 


Unmrv conipnc nurlpnnnrin WO rNII IP67^ mRNA 

riomo sapiens nuvicupurin ^iiuruAj, uuviin. 


INM Ul 01:0 


n AmA conipnc \>1_nV»^cf> nhnenhnnrntpin 1 fN/fPHOSPHl^ mRNA 
rlOmO Sapiens lVI-pnooC pilUdpilupiUlClll l ^ivirnvot iiiy, iiuuin 


INM UiODjU 


UAmrt conionc HaF a r\/r\ in-HpnpnHpnt Winamp 7 interacting orotein ( CIN PV 

flOmO Sapiens nCLd ^yCIlIl-UCpdlUvUl Mliaot uuuavuiig pivveni Vvij^i /, 

mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 1 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (A1G-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI3 1 protein (SBBI31), mRNA 
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NM 014868 


Homo sapiens ring finger protein 10 (RNF10), mRNA 


NM 014092 


Homo sapiens PRO 1575 protein (PRO 1575), mRNA 


MM 014138 

| n| f ▼ ft V ft v * — / VF 


Homo sapiens PRO0659 protein (PRO0659), mRNA 


MM 014135 

IN IVI V 1^ i 


Homo saDiens PRO0641 Drotein (PRO0641), mRNA 

1 lvlll\/ k^UL/ lv lit? 1 A^-X^Vv t ft U| vivlll \ * »^-»*^ v v » * *^ * • 


MM 014134 

IN IVI VIT1 


Homo sapiens PRO0628 protein (PRO0628), mRNA 


NM 014133 


Homo sapiens PRO06 18 protein (PRO0618), mRNA 


MM 014076 


Homo sapiens PRO061 1 protein (PRO061 1), mRNA 


MM 014074 


Homo saoiens PRO0529 protein (PRO0529), mRNA 


NM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


NM 014126 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


NM 014124 


Homo sapiens PRO0255 protein (PRO0255), mRNA 


NM 014121 

111*1 yJ k w 1 4f 1 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


MM 014120 


Homo sapiens PRO0214 protein (PRO0214), mRNA 


MM 014118 

1 1 1*1 V/ I ■ 1 1 w 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


MM 0141 17 


Homo saoiens PRO0149 protein (PRO0149), mRNA 


MM 014116 


Homo saoiens PRO0132 orotein fPRO0132), mRNA 


MM 015164 


Homo saoiens MD-2 Drotein fMD-2). mRNA 


MM 014020 


Homo saoiens LR8 Drotein (LR8). mRNA 


MM 014931 

in ivi yit/J i 


Homo sapiens KJAA 1115 protein (KIAA 1115), mRNA 


MM 014901 


Homo sapiens KIAA1 100 protein (K1AA1 100), mRNA 


MM 014908 

INiVl vlt7UO 


Homo sapiens KIAA 1 094 protein (KIAA 1 094), mRNA 


MM 014906 


Homo sapiens KIAA 1072 protein (KIAA 1072), mRNA 


MM 014932 


Homo sapiens neuroligin 1 (NLGN1), mRNA 


MM 014894 


Homo sapiens KIAA 1056 prote 


in (KIAA 1056), mRNA 


MM 014956 


Homo sapiens KIAA 1052 prote 


in (KIAA 1052), mRNA 


MM 014928 


Homo sapiens KIAA 1046 prote 


in (KIAA 1046), mRNA 


NM 014909 


Homo sapiens KIAA 1036 prote 


in (KIAA 1036), mRNA 


MM 014919 

1N1V1 Ul*t7J7 


Homo sapiens KIAA 1012 prote 


in (KIAA 101 2), mRNA 


MM 014895 

INiVl Ult07J 


Homo sapiens KIAA 1009 prote 


in (KIAA 1009), mRNA 


MM 014960 


Homo sapiens KIAA 1001 prote 


in (KIAA 1001), mRNA 


NM 014950 

INiVl U1t7JV 


Homo sapiens KIAA0997 prote 


in (KIAA0997), mRNA 


NM 014914 

INiVl Ult7Jt 


Homo sapiens zinc-finger protei 


nDZIPl (DZIP1), mRNA 


NM 014023 


Homo sapiens KIAA0982 prote 


in (KIAA0982), mRNA 


NM 014900 


Homo sapiens K1AA0977 prote 


in (KIAA0977), mRNA 


NM 014929 

INiVl V/I*t7Ai7 


Homo sapiens KIAA0971 prote 


in (KIAA0971), mRNA 


NM 014935 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP3), mRNA 


INiVl UlHzO/ 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


in ivi ui**yu^ 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 




Homo sapiens KIAA0961 protein (KIAA0961), mRNA 




Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 




Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
(TUCAN), mRNA 


NM rtl4Q^7 


Homo sapiens KIAA0945 protein (KIAA0945), mRNA 


NM 014QH4 


Homo sapiens K1AA0941 protein (Rabl 1-FIP2), mRNA 


nm nidoni 

IN ivi \J 1 H7UJ 


Homo sapiens KIAA0938 protein (KIAA0938), mRNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM_0 14966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens K1AA0889 protein (KJAA0889), mRNA 


NM_0 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM 014940 


Homo sapiens K1AA0872 protein (KJAA0872), mRNA 


NM 014943 


Homo sapiens KIAA0854 protein (KIAA0854), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (K1AA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831). mRNA 


NM 014703 


Homo sapiens K1AA0800 gene product (KI AA0800), mRNA | 


NM 014650 


Homo sapiens KIAA0798 Rene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KJAA0773 gene product (K1AA0773), mRNA 


NM 014805 


Homo sapiens KJAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens K1AA0763 gene product (KJAA0763), mRNA 


NM 014804 


Homo sapiens KJAA0753 gene product (KJAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (K1AA0750), mRNA 


NM 014796 


Homo sapiens KJAA0748 gene product (KJAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (S V2), 
mRNA 


NM 014848 


Homo sapi 


one c\/nQntiV vpcirlf* nrntpin 9R hnmnlno (SV2R^ mRNA 
ens Synapilv VCMC1C JJlVJlClll ■CD nuiuuiug v uu\nn 


NM 014718 


Homo sapi 


pnc via A(\Uf\ opnp nmHurt (K\A A0726^ mRNA 


NM 014652 


Homo sapi 


ens importin 13 (IMP13), mRNA 


NM 014867 


Homo sapi 


ens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapi 


ens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapi 


ens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapi 


ens KIAA0675 gene product (KJAA0675), mRNA 


NM 014779 


Homo sapi 


ens KJAA0669 gene product (KIAA0669), mRNA 


NM 014811 


Homo sapi 


ens KIAA0649 gene product (KI AA0649), mRNA 


NM 014817 


Homo sapi 


ens K1AA0644 gene product (KIAA0644), mRNA 


NM 015046 


Homo sapi 


ens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapi 


ens KJAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapi 


ens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapi 


ens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sap 


ens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sap 


ens KJAA0570 gene product (KJAA0570), mRNA 


NM 014704 


Homo sap 


ens KJAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sap 


ens KJAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Homo sap 


lens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sap 


tens KIAA0547 gene product (KIAA0547), mRNA 


NM 014825 


Homo sap 


ens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


NM 014840 


Homo sap 


lens KIAA0537 gene product (KIAA0537), mRNA 


NM 014682 


Homo sap 


iens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sap 


iens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


Homo sap 


iens KJAA0450 gene product (KIAA0450), mRNA 


NM 015556 


Homo sap 


iens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sap 


iens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sap 


iens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sap 


iens KJAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sap 


iens KJAA0408 gene product (KJAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KJAA0391), mRNA 


NM 014717 


Homo sapiens KJAA0390 gene product (KJAA0390), mRNA 


NM 014686 


Homo sapiens K1AA0355 gene product(KJAA0355), mRNA 


NM 014872 


Homo sapiens KJAA0354 gene product (KJAA0354), mRNA 


NM 014830 


Homo sapiens K1AA0352 gene product (KJAA0352), mRNA 


NM 014636 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSl A 
(RALGPS1A), mRNA 


NM 014635 


Homo sapiens KIAA0336 gene product (KIAA0336), mRNA 


NM 014803 


Homo sapiens KIAA0335 gene product (KIAA0335), mRNA 


NM 014844 


Homo sapiens KIAA0329 gene product (KJAA0329), mRNA 


NMO 14821 


Homo sapiens KJAA03 1 7 gene product (KJ AA03 1 7), mRNA 


NM 014699 


Homo sapiens KIAA0296 gene product (K1AA0296), mRNA 


NM 014742 


Homo sapiens KJAA0255 gene product (KIAA0255), mRNA 


NM 014734 


Homo sapiens K1AA0247 gene product (KIAA0247), mRNA 


NM 014760 


Homo sapiens KIAA02 1 8 gene product (KI AA02 1 8), mRNA 


NM 014735 


Homo sapiens K1AA0215 gene product (KJAA0215), mRNA 


NM 014630 


Homo sapiens KIAA021 1 gene product (KJAA021 1), mRNA 


NM 014744 


Homo sapiens KIAA0210 gene product (KIAA0210), mRNA 


NM 014725 


Homo sapiens KIAA0189 gene product (KIAA01 89), mRNA 


NM 014753 


Homo sapiens KIAA0 1 87 gene product (KIAA0 1 87), mRNA 


NM 014791 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 
(KIAA0175), mRNA 


NM 014746 


Homo sapiens KIAA0 1 6 1 gene product (KI AA0 161), mRNA 


NM 014633 


Homo sapiens KIAA0155 gene product (KIAA0155), mRNA 


NM 014002 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 
mRNA 


NM 014847 


Homo sapiens KIAA0 1 44 gene product (KI AA0 1 44), mRNA | 


NM 014773 


Homo sapiens KIAA0141 gene product (KIAA0141), mRNA 


NM 014649 


Homo sapiens KIAA0138 gene product (KIAA0138), mRNA 


NM 014792 


Homo sapiens KIAA0125 gene product (KIAA0125), mRNA 


NM 014999 


Homo sapiens KIAA01 18 protein (KIAA01 1 8), mRNA 


NM 014740 


Homo sapiens KIAA01 1 1 gene product (KIAA01 1 1), mRNA 


NM 014673 


Homo sapiens K1AA0103 gene product (KIAA0103), mRNA 


NM 014736 


Homo sapiens KJAA0101 gene product (KIAA0101), mRNA 


NM 014669 


Homo sapiens K1AA0095 gene product (KIAA0095), mRNA 


NM 014679 


Homo sapiens K1AA0092 gene product (KIAA0092), mRNA 


NM 014769 


Homo sapiens KIAA0087 gene product (KIAA0087), mRNA 


NM 014877 


Homo sapiens helicase KIAA0054 (K1AA0054), mRNA 


NM 014716 


Homo sapiens centaurin, beta 1 (CENTB 1 ), mRNA 


NM 015361 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
(R3HDM), mRNA 


NM 014880 


Homo sapiens KIAA0022 gene product (KI AA0022), mRNA 


NM 014878 


Homo sapiens KIAA0020 gene product (KIAA0020), mRNA 


NM 014665 


Homo sapiens KIAA0014 gene product (KJAA0014), mRNA 


NM 014671 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA 


NM 014637 


Homo sapiens KIAA0009 gene product (KIAA0009), mRNA 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC 1 54 protein (HSPC 1 54), mRNA 
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NM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC 150), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CRIPT (CRIPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa(SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKPZP586A01 1 protein (DKFZP586A01 1), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


NM 014064 


Homo saniens AD-003 orotein CAD-003^ mRNA 


NM 014517 


Homo saniens unstream bind in e d rote in 1 fLBP-la) (UBP1). mRNA 


NM_014294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKJCL1 -pending), mRNA 


NMJM4445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM^O 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 


IN IVI \J 1 *t J07 


Unmrt canipnc r\J"incnhrvlin^cf* A 9 ornun ITT? / PT A9Ci9F\ mP\I A 
nuinu Sapiens pilUSpilUlipaoC Ai, giuup ILC L»rV6.VJ^C^, IIlJViNrV 


MM 014471 

IN 1V1 u 1 *r*t / 1 


nuino sapiens acinic pruicaoc uuiiuiiui, rvaz^ii type *t ^or iiN^.*rj, iiuvin/'l 


MM 014RQ1 

INIVI Ul*f07l 


UnmA cantAnc Pl"V"tPA accnriafpH nmfpin 1 ^POAPH mRMA 
nUIIlO Sapiens i U\jrr\ dSSUClalCU piUlCin I \iL/r\L I ^, IIlivlNrV 


mm oldens 


nuinu Sapiens pnuspnuinusiuuc-j-iuiiasc, rcguiaiuiy suuunn, puiypcpwuc piui 

(P101-PI3K),mRNA 


MM 01415Q 
INIVI ui'ijjy 


numo sapiens upiicui ^ur i^/j, iiltvin/a. 


MM 014S1S 

IN 1V1 \J 1 *t«J I J 


Hnmo canipnc PPR4-NOT tran^rrintinn rnmnlpY snhnnit 9 fT'NOT?^ mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


MM 014171 
in ivi yj i *o / I 


I4nmn conipnc n<>iohKr\r r\f A _Vinucp anrHrtnno nmfpin 0^ fMAI^APQ^^ mRMA 

noiiiu sapiens ncigiiuuT ui /a. Miiaoc aJiniuiuig pruiein yj ^iN/\ivr\ryj^, iiltvin/a 


MM 014149 


noino sapiens rniiocnonunai earner numuiug z ^m i^,riz^, nuncai gciic 
encoding mitochondrial protein, mRNA 


MM 01 ^71 A 
INM U 1 J / lO 


riomo sapiens Missnapen/iNiiv-Teiaieu Kinase ^miinn.^, miviNA. 


MM 0141^8 


riomo sapiens i^-iype icaicium dependent, carDonyuraie-recogniuon uorndin^ 

Iprtin ciirvprfamilv mpmhpr Q (C\ FP^FQ^ mRMA 

icnui, superiaJTiiiy inciiiucr y ^LCvor7j, iiuviNrv 


MM 014S59 


U nmr > cQnipnc T RP nrntpin 19 (\ RP-19^ mRMA 

nuino Sapiens ldt pruiein jl ^LDro^ iiuvin/\ 


MM 014947 


I4nmA canipnc PFl7 rtnmciin rnntoinino oiiQntnA mir»1pr\tiHp pvphanop 

numo Sapiens ru^ uumaiii cuniaiiiiiig guaiiine iiucicuuuc cACiiaJigc 
fartnWnFFM /'PHZ-flFFn mRMA 


NM 014567 


Hnmn canipnc email afiHic rtrntpin ^1N4 A(^F 1 4S0S9^ mRMA 
i wji i i\j oapieiid Lilian aviuiu piv^t^iii i nvLrvvji^i "juj^ ij i i nvi ^ /\ 


NM 014SQ7 


Hnmn Qanipnq aridir fO WDa nrntein mRMA TH^I Jl ^SS9^ mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


MM 014169 
INIVI UlfjOZ 


numo Sapiens j-nyuiuAyioUDUiYijfi"\*uciJ£yiiic t\ iiyuruiaoc ^riiov^n. j y i ihvln /\ 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


MM 014^84 


riomo sapiens cKui-iiKe ^o. cerevisiaej ^eivuilj, rni\jN/\ 


MM 0T41A7 
INM U14J0/ 


riomo sapiens nypoinexicai protein, esiraaioi-inuucea ^czi\jj^, nirvjN/v 


NM_0 14366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 

mRMA 


NM_0 14380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
rwnpp a p n mRMA 

(INUrKArl ) 9 miviNA 


xix/f ni4fion 
INM ui4oyu 


Homo sapiens downregulated in ovarian cancer 1 (DOC 1 ), mRNA 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 


MM 01411/; 
IN IV1_U 1 4 J 1 0 


Homo sapiens caicium-reguiaiea neai-siaoie proiein ^z^icuj ^ivrior-z^j, 

mRMA 


MM 014410 
IN IVI UI44JU 


rtomo sapiens ceil aeain-inaucing ur r/\-UKc enecior o ^i^il'cd^, miviN/\ 


MM 014400 


riomo sapiens wri-ancnorea meiasia5is~associaieu proiein nomoiog \\, i *. i *t\) > 

mRMA 


MM 01440ft 

1N1V1 U144UO 


T-I^fYirt canipnc cirYiilar tr\ vpq ct RPTI pprpviciap^ /RPTI^ mRMA 

numu Sapiens siiniiar iu yeaoi oci j ^o. ucrcvisiac^ ^ddu^, iiuvin/\ 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RJP60), mRNA 


MM 011041 

IN [VI U 1 J 74 J 


riomo sapiens cnionue mnaceuuiar cnannei *f ^L.ii^'fy, itiivin a. 


MM 011411 
INM U1J4JJ 


nomo sapiens Karyopnenn oeia zd, rTansportin i kjnzj, mivjN a 


MM 01141^ 
INM U1j4jj 


riomo sapiens rennai nomeooox proiein ^r\Aj, mrviN/\ 


MM 011197 
INM UlJJ// 


riomo sapiens nypoineiicai proiein ^uNxz,p £ fj £ tDU 4 *i / j, miviNA 


MM 0199O9 
INM_U IZZV / 


nomo sapiens K.as-o i rase acuvaung proiein ot\j aomain-oinaing proiein z 

(Y\ A AOAAO^ mRMA 
^ iVl/\/\UOOU J, mrvlN A. 


NM 013286 


Homn saniprK rhrnmn^nme 1n2 1 1 pene seauence ^HUMACICGB^ mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-Iike protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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mm nndnn 

IN IVl VUtUU 


Ufimn canipnc r*»nliratinn initiation rpoion nrotfiin fflOlcD^ fR \\*fS\\ mRNA 


mm omss 

1N1V1 UlJJJj 


Hnmn csnipnc nmtpin Unacp PKMHpta fnlrnheta^ mRNA 


MM 0H740 

IN IVI U1J a.*t V 


u n mn c^niAnc nntativp Mfi-DNA-methvltransfenise fNfiAMTl^ mRNA 


MM nillna 

IN IVl U U JOH 


LJnmn canipnc naronPAnlnctir ranrpr-tP^tiQ-hrain antlPPn fMAS^ mRNA 
nOUlU odpicns pdJailCUpidoll^ ^aiiwei-icaiia-uiaui cuiugdl ^ivl/A J ) y mixi^r-i 


MM 0H27S 

IN IVl Ul Ji/J 


Unmn Qanipnc naQAnharvnopal carcinoma ^nscentibilitv nrntpin H.Z16^ mRNA 


MM 01111? 
IN IVl U IJJ IZ 


Unmn QaniprK hoolr? nrntpin f HOOK2^ mRNA 
nuiilU oapicilo IIUUKX piuicui \i iv_/\_/rvx, 1 1 i i vi ^ / * 


mm mm? 

IN IVl UlJJJii 


Unmn canipnQ hvnoYia-inHucihle nrotein 1 (VWG2.} mRNA 


mm nmnft 

IN IVl UlJJuO 


Unmn cjinipnc nlatplpt artivatinp rprpntnr homoloff fHQn^^ mRNA 
nUlIlU bapiCIla pialClCl al<ll vaiuig iwvwpiui iiumviv/g ^117^^, 1 1 lixj ^ r\ 


mm nnw 

inivi uijjy** 


Unmn canipn« ariH fihrnhla^t mrowth fartor-Iike nrotein (C\\ 10701^ mRNA 


mm nm?o 


Unmn canipnc rhrnmncnmp 91 onen rpaHinP frame fin" nrffirV^ mRNA 


mm nmn 

IN IVl Ul JJjJ 


Unmn canipnc PT4 Hnmain.hinHino mitnftV nho^nhnnrntpin fFP^lN^ mRNA 


MM ftllKK 

1N1V1 VI 


Unmn canipnc nrotpiny0008 (AD01 ^ mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


IN IVl U1ZHOI 


Unmn camVnc TFP F 1 TTRF1 Vintprartino nnrlpar fartor 7 TTTNF7^ mRNA 
riomo Sapiens 1 HINX l v ' i/*uiicraw>iuig iiuwivai lauiui ^ ^ i ii^i r iiiivii/A 


MM fi1T/A5 
IN IVl UlZZ'fj 


nomo Sapiens oivi-inieraciiiig pruiciii ^01^ w i iiuvin/\ 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM Uli4Jj 


riomo sapiens splicing racior jo, suuunii i t i jjku \orjoi ) 9 miviN /a 


XTKvf A 1 O/l 1 1 

NM_0124J 1 


Homo sapiens sema oomam, lmmunogiODuun uomain \ig)> snon odbic uornain, 
secreieo, ^semapnonn^ jc ^odvi/\jc- < ;, nuviN/\ 


NM 012234 


Homo sapiens RJNG1 and YY1 binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic aciu- ana lnieneron-inauciDie proiein yjoKU) ytsAjo), . 
mKNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


XTX A A 1 Tllrt 

NM 012229 


Homo sapiens d -nucieotioase ^punnej, cyiosouc iype o tN i jd), miviNA 


NM^O 12390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 

n XT A 

mKNA 


NM 012\J4o 


Homo sapiens nucieoponn ozku ^Nurozj, mi\jN/\ 


xtxx AIOIIO 

NM_0 12339 


Homo sapiens tjansmemorane 4 supenamiiy memoer ^letraspan iNci-/j ^inhi- 

/ ), mivJNA 


NMJ) 12338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 

0\ mDXTA 
Zj, mKiNA 


NM UIZJjZ 


Homo sapiens Miiocnonunai /\cyi-v^o/\ i nioesienise ^ivi i -/\v^ iho^, iiitun/\ 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


XTX A AI^I'M 

NM 012321 


Homo sapiens Uo snKNA-associatea om-iiKe protein (Loivi4j, miviNA 


NM_0 12294 


Homo sapiens guanine nucleotide exchange factor for Rapl ; M-Ras-regulated 
GEF (KIAA0277), mRNA 


xtxjt Anion 
NM 012289 


Homo sapiens Kelcn-iiKe bCH-associatea protein i (pwL/vaui jz), mnjNA 


XIX A A 1 HOC 

NM 01 2285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


XTX4 A1H^*7 

NM 012267 


Homo sapiens nsp/u-interacting protein (norDri ), ulkina 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 

— OXT A 

mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NMJ) 12204 


Homo sapiens general transcription factor 1I1C, polypeptide 4 (90kD) (0 1 riC4j, 
mRNA 


NM 0 12086 


Homo sapiens general transcription factor IIIC, polypeptide 3 (102kD) 
(CtTVKCVa mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, alpha 
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fPTPW7A\ mRMA 




Unmn conione rpntaiinn alrtha 1 (C*\* WT A 1 1 mRNA 
rlUmO Sapiens VCIluiUIUl, alJJild 1 ^v^Cl^ ini/j uuxnn 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM VKjfJJO 


U/\ m A r « n ; an( i nntatiup p\XJ A Kinrlinrr nrofpifl (\AQf\} mRMA 

riomo sapiens puiauve l/cna Dinuing pruicm ^vi7u;, uuvpia 


NMJ)07344 


Homo sapiens transcription termination factor, UNA polymerase I (TTFl), 

IIllMN A 


INM UU/jOt 


nuino sapiens o-pruieiii luupicu rewcjjiui nuvi^rv 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
suounii c ^suDunii y) 9 lsoionn z i a i r jvjz^, hhxtna 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon I subunit (AP4E1), 

ml? XI A 

mivlN A. 


NM 002673 


Homo sapiens piexin di (rLAiNoij, mi\jNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

m n\iA 

mKJNA 


NM_UU4;>4/ 


Homo sapiens iNALJri uenyarogenase ^uDiiiuinuiie^ i uciu suucuiiijjica, ** 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


xt \ji nmi i c 


riomo sapiens xumor necrosis idciur, dipna-tnuuccu piuicui u ^ i i^rrviruy, 

mRMA 
mivlNA 


INM UU/Zl / 


riomo sapiens progiairiiTicu ecu ucaiu iv/ l/v^l/ i vy, iiia.ii/a 


inm uu/zoy 


nomo sapiens synuixin uinuuig pruicm j i aoij^, iiuxnn 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

nommo\ /CCD T\ mRMA 

gamma ) ^ooivj ) y miviN a 


INM UU/ZoZ 


nomo sapiens nng linger pruicin i j ^iviir i j^, mivi^rv 


INM UU/Z03 


riomo sapiens suppressor 01 o. Lcrcvibiac z- \nou * 1 /» huvm/a 


NM UU/zzJ 


Homo sapiens puiauve u pruicin euupicu icccpiui ^\jr ivy, muvj^a 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 

cukiirnt /^FAPTPI A.CW mRMA 

suDunii (rAt. l r ifuj, nuviNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


NM UU/UUj 


Homo sapiens otc-i protein ^dlc-i j, nuvi»A 


XTAX A A7rt 1 ft 

NM 007019 


Homo sapiens uDiquitin-conjugaung enzyme cz\^ ^uddz^, ihivina 


XTA>f AA7AX/I 

NM_UU/0o4 


Homo sapiens senne/inreonine Kinase wim uoi- dnu piccivsu m iiuiiiuiugy 
domains (TRAD), mRNA 


NM 007062 


Homo sapiens nuclear pnospnoproiein similar 10 cereviside rwri w r i j y 
mKNA 


NM UU /UoU 


Homo sapiens am protein r ^loivioj, miviNA 


XIX /I AA"7AT^ 
NM UU/U/Z 


Homo sapiens hc.ivv-h l. i tv-associaung z ^nnLnzj, ihivina 


XI\yf AA1A11 

NM_00/0 / / 


Homo sapiens auapior-reiaxea proiein complex t, signid i buuunu ^/\r*toiy, 
mRNA 


NM UUO/ji 


Homo sapiens sperm specmc anugen z ^oor/\z^, iuivin/a 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma patnogenesis-reiatea proiein ^tvi vn mruNA 


NM 006815 


Homo sapiens coateu vesicle memorane proiein ^iviNrzf^, miviNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 
(PPP1R1 A), mRNA 


NM 006823 


Homo sapiens protein Kinase (cAMr-aepenaent, caiaiyricj inniouor aipna 
TPKIA'i mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 
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mRNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(P0LD21 mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8), mRNA 


MM 006369 


Homo sapiens MUF1 protein (MUF1), mRNA 


NM 006441 


Homo sapiens 5, 10-methenyltetrahydro folate synthetase (5- 
formyltetrahydro folate cyclo-Iigase) (MTHFS), mRNA 


NM 006309 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA 1 ), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


NM 006322 


Homo saDiens sd indie Dole bodv Drotein (GCP3). mRNA 


NM 006141 

l 'I'i wW III 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mRNA 


NM 006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35Al),mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CGI I), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


NM 006431 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2), mRNA 


NM 002810 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 
(PSMD4), mRNA 


NM 006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thioiesterase) 
(UCHL3), mRNA 


NM 006068 

I ~ 1 ▼ 1 WWW 


Homo sapiens to 11- 1 ike receptor 6 (TLR6), mRNA 


NM 006100 


Homo saDiens aloha2 3-sialvltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Homo ^anien^ sarcomeric muscle Drotein (SARCOSrN^ mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM 006019 

l^ilVI UUUUJ7 


Hnmn Qani<*n<; pnHorvtir rf*centor fmacrnnhaf?e manno'ie receotor familv^ 

I1VJ111U jaUlwllj bilUvvY llv ivvWUlvl ^llluvt KJ^Ji lagv iiicuuiv/ov/ iv^^|^*.v^i icMiinjry 

(KIAA0709), mRNA 


NM 006018 


Homn Qanien^ nntative ehemokine receiptor* GTP-bindinf? Drotein fHM74^ 

mRNA 


NM 006101 


Homo ^aoiens hiehlv exDressed in cancer rich in leucine heDtad repeats (HEC). 
mRNA 


NM 006098 

1 ' A ▼ * WW/w 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1 -like 1 (DSCR1L1), mRNA 


NM 005827 


Homo saniens UDP-ealactose transDOrter related fUGTRELl). mRNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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IN M_UU3 / / J 


riomo Sapiens vinexin oeia ^oriJ -con lain ing auapiur moiecuie-l ) (oCAivi- 1 j, 

mPXJA 


IN IV1 UUJ/OJ 


riorno sapiens nypuuiciicai oodiuj piuicin ^oddiv/j/, iiiivrNA 


IN Ivl UUJOOZ 


riomo sapiens stromal diuigen i v ji avj i ), miviN a 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM UUDOID 


iiomo sapiens noonuciease, iviNase a ramiiy, ko ^ivinaocoj, mrviN a 


N M UU j / / 1 


riomo sapiens reunoi oenyurogenase nomoiog ^ivunL.;, mKNA 


IN Ivl UUjoJJ 


riomo sapiens Kaoy enector p**u ^ixA-DyrHuj, ituvjna 


XJM AA^£ft7 
N Ivl UU DOo / 


nomo sapiens pnenyidianyi-iivrNA bynuicu&e ocia-^uDunii i^rnenD^, miviN/\ 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 

i c r\ fr\ rrvt ^4l/«Snoiirin A OOmmo^ ^PPP^lT^ mPXJA 

isoiorm (caicineunn a gamma ) (rrrjLLj, iuivina 


XIX vf AA^*7G£ 


riomo sapiens nuciear transport factor z ^placental protein i o) \rr i j/, iruviNA 


NM UUD/4Z 


riomo sapiens protein uisuiiiue isomerase-reiatea protein rriKiNA 


NM UUjoZ4 


Homo sapiens j / lcua ieucine-ncn repeat ilkkj proiem (r; /ind;, uuvina 


NM_UUjoOI 


Homo sapiens o i lr I nomoiogy ana u-oox containing proiein i 1^0 1 ud 1 ), 
mRNA 


XTX4 AA<JCA1 

NM UU3oUI 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM_005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


II — -. ; . _ A /X Jfl A XT A \ m n\i A 

Homo sapiens melan-A (MLANA), mKNA 


XT A A AACCTC 

NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 

r> XT A 

mRNA 


NMJW5769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 

//-il ifi np j \ n\! A 

(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HAN 1 1 ), mRNA 


NM_005804 


Homo sapiens nuclear RNA nelicase, DECD variant or DbAD box tamily 
(DDXL), mRNA 


\r\ i A/\{ CAC 

NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L 1 ), mRNA 


XTX/f AACT^A 

NM 005760 


Homo sapiens CLAA 1 -box-binding transcription tactor (Cbrz), mKNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALLRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 

r> XT A 

mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95 -kD subunit 

/TO a DOC\ m D\T A 

(TRAP95), mKNA 


XTX/f AAC>t<4A 

NM 005449 


Homo sapiens regulator or ras-mducea apoptosis ( 1 UbU), mKNA 


XIX >* AAC/4 0A 

NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 1 3kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


Vit i f\f\r a r\ a 

NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

mPXJ A 

mKNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1 ), mRNA 


NM 003418 

111"! w *V 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 


NM 005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14),mRNA 


NM 005119 


Homo sapiens thyroid hormone receptor-associated protein, 150 kDa subunit 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1 A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM 005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


NM 005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 1 (SERPIN1 1 ), mRNA 


NM 005023 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), 
mRNA 


NM 005020 


Homo sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C), 
mRNA 


NM 005017 


Homo sapiens phosphate cytidylyltransferase 1 , choline, alpha isoform 
(PCYT1A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1 13), mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM 004785 


Homo saniens solute carrier familv 9 ( sodium/hvdrosen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


NM 004252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NMJ)04694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6) mRNA 


NM 004696 


Hnmo saniens solute carrier familv 16 fmonocarboxvlic acid transporters), 
member 4 (SLC16A4), mRNA 


NM 004261 


Homo saniens sema domain immunoglobulin domain (Is), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), 
mRNA 


NM 004868 


Homo saniens elvconrotein. synaptic 2 (GPSN2), mRNA 


NM 004844 


Homo sapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5), 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB 1 1 B, member RAS oncogene family (RAB 1 1 B), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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'V I % M f\ jf\ A a* mm • 

NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase I , choline, beta isoform 
(PCYT1B), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NMJ)04546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFB I ), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NMJ)04544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 

/ A ft f^v \ y~v rr\ w ft ■ « a i f \ \ r\ "VTA 

(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


111 A f\.f\A**f\f\ 

NM 004798 


Homo sapiens kinesin family member 3B (KJF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens flicosyltransferase 7 (alpha (1,3) fiicosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2S1), mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting compressor (CIR), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NMJ)04351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NM_004899 


Homo sapiens brain and reproductive organ-expressea n NrKbr i/v moauiaior; 
(BRE), mRNA 


NM_004889 


Homo sapiens Air synthase, H+ transporting, muocnonanai ru complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (_*FAU/j, mKNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM_003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mKNA ! 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

a /*"_■ ^ t i"x X / 1 r a f\ a \ n 'VTA 

A (33kD) (VAPA), mRNA 


NM_001073 


Homo sapiens UDP glycosyltransferase 2 tamily, polypeptide d i i (uu iza\i) t 

nvi a 

mRNA 


NM 003300 ; 


Homo sapiens TNF receptor-associated tactor J I I KArJj, mKJN a 


NMJ)03297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1), mRNA 


NM 003763 j 


if • _ . • t s /CTV 1 mD\1 A 

Homo sapiens syntaxin 16 (SIXlo), mKNA 


NM 003955 


Homo sapiens STAT induced S 1 A 1 inhibitor 3 (bblo), mKNA 


NMJ)03693 


Homo sapiens acetyl LUL receptor, bKtc-scavenger receptor expressed oy 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type POZ protein (c_FUr), mKJNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


Homo sapiens sorting nexin 1 (SNX1), mKNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and BI (SNRPB), 
mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NMJ)03084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomai-associated protein, 23kD (SNAP23), mRNA 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM_003916 


* • • j . 1.1 _ * _ • _ 1 1 _____ _ ^ _. .1_ - 1 4- t A O 1 CO\ 

Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (Aflbz), 
mRNA 


NM_003896 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosyiceramide alpha-2,j- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing factor, arginine/senne-nch 9 (SFRS9), mKNA 


NM 003016 


Homo sapiens splicing factor, arginine/senne-nch 2 (SFRS2), mKNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KBI), 
mRNA 


NM_003708 


Homo sapiens microsomal NAD+-dependent retmol dehydrogenase 4 (RUDH- 
4), mRNA 


NM 002933 


Homo sapiens nbonuclease, RNase A family, 1 (pancreatic) (RNAbhl), mKNA 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3), mRNA 


[NM UU_oOJ 


Li- m - conionc dad') mpmKpr P AQ nnrnapnp familv AR?^ mRNA 
riomo Sapiens t\J\D£, IllCIIlUCr rvrvo uucugcnc laiimy uuu ^ r\ 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA j 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-Al rase, 12 
(PSMD12),mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-A 1 rase, 10 
(PSMD10),mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


NM_002787 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRC1), mRNA 


NM_002717 


Homo sapiens protem phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 1 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, 
gamma isoform (PPM1G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPM ID), mRNA 


NMJ)03625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (lipnn), alpha z (rrrlAz), mKJNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription tactor l (rUUzrz), mKNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


T¥ • i ] ■ 'i' j_ ■■> | • .— l — — — *5 /TIFT/ - *5 /"*'5 \ m D\l A 

Homo sapiens phosphoinositide-3-kinase, class 3 (PIK3C3), mKNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mKNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange tactor (Obr) 7 (AKHObr 7), 
mRNA 


NM 002563 


Homo sapiens punnergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NM_002493 


* * • *V T A r— N. T Till f \ * * \ 1 1 a t 1 df f A ^Tl T""\ 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17)(NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


* * » * A W«h. WW*** S 1 • • \ * 11 1 1 A //*\ | T^v 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 
mRNA 


NM_003784 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


NM 002213 


Homo sapiens mtegnn, Deta d (i i ut>jj, mi\JN/\ 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPEI), mRNA 


NM_001521 


Homo sapiens general transcription factor 1IIC, polypeptide 2 (beta subunit, 
110kD)(GTF3C2),mRNA 


NM 001516 


Homo sapiens general transcription factor IIH, polypeptide 3 (34kD subunit) 
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(GTF2H3). mRNA 


NM 003910 


Homo sapiens maternal O10 transcript (UlU), mKNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NMJW3751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
(EIF3S9), mRNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NMJW3756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(EIF3S3), mRNA 


V IX M f\f\ 1 A 1 A 

NM_001414 


Homo sapiens eukaryotic translation initiation iactor zd, suounit i laipna, z.vku) 
(blrzBlJ, mKNA 


XfA A AA 1 A 1 *S 

NM 001412 


Homo sapiens euKaryotic translation initiation i actor i/\ ^cir iiuvrN/\ 


NM 003566 


Homo sapiens early enaosome antigen i, iozku j, iiiivr«r\ 


NM 001957 


Homo sapiens enaotneun receptor type /\ ^ciJiNivHj, mjxiN/\ 


NM UOIVio 


Homo sapiens oipeptiayipepuaase vi \urro) t mi\iN/\ 


\ r\ / A AO £ AO 

NM 003648 


Homo sapiens diacyigiyceroi Kinase, aeita yiJVKLf) ^uuNJjj, rnruN/\ 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (LUL3), mKNA 


NM 003592^ 


Homo sapiens cullin 1 (CUL1), mRNA 


NM 001207 


Homo sapiens basic transcription iactor 3 (B 1 hi), mKNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NMJXH689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM_001688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_003664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectonn beta ( i hCTB), mKNA 


NM_058192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 

n\i a 

mRNA 


vr\ / AC 01 AA 

NM 058190 


Homo sapiens chromosome zl open reacting rrame /u ^czion/i;;, rriruN a. 


\T\ / ACOI OA 

NM 058189 


Homo sapiens chromosome 2 1 open reading frame 69 (C2 1 orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfl 1), mRNA 


XTX A ACO 1 O A 

NM 058184 


Homo sapiens enromosome zi open reaamg rrame ^zioibz;, miviN/\ 


NM 058182 


Homo sapiens enromosome l \ open reading rrame j i \s*jl i oro i rru\jN/\ 


\ l\ / Af Ol OA 

NM 058180 


Homo sapiens chromosome 21 open reading rrame jo (cziorooj, mKiN/\ 


NM 058173 


Homo sapiens small breast epitneiiai mucm (LUti io^juj, rruvjNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


\r«i At 10 0 4 

NM 017884 


Homo sapiens PlNz-interacting protein i (riiNAi mKJNA 


NM 054021 


Homo sapiens G protein-coupled receptor 1 U l (OrK l u l mKNA i 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 1374o), mKNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens interleukin 17F (IL17F), mRNA 


\S\A ClIACM 1 
IN £V1 1 1 


Li^m/\ conipnc nt*\\ Htvicinn rvrl** 9 (CT)C l '2\ 1\ tran^crint variant 1 mRNA 
rtomo sapiens ceu □ivibiun cycic ^'Iikc £. \\^u\^£-l^£. ) 9 uaujcupi vaiiaiii nuu^n 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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INIV1 UJJjJZ 


norno sapiens ceil uivision cycie z-ince z (L^L/^^-^^yi uanscnpi vai iam u, nuvLNA 


INlVl XJJJjJl 


UnmA content* s»aII ^MnriAn r-\m\f* 1 IiL-a 0 / C^T^C***) T 0\ francrrint variant S mRMA 

norno Sapiens ceil division cycie z-ince z ^i^l/*-^!-^, uanscnpi vaiiaju j, uu\aN/\ 


XTlVvf All ^00 


norno Sapiens ceil division cycie z-uice z i^ljv^zi^z^, uanscnpi vaiiam *t, huvinav 


XlK/f ft71C>fc 

MM kjjjjZo 


Uaiyia conianr s*a\\ At\flclr\r> f+\m\t* 7 IiI^a 7 ( C^X*\C^0\ 7^ trQncprint variant ^ mRNIA 

norno sapiens cen division cycie z-iuce z \\,lj\-> j y uanscnpi vaiiaiu j, iiuvinav 


InM UjjjZ/ 


Unmn coniono Hii/icis\n lf» 7 liUo 0 ffTjf^I 7^ tTQncrrint Variant 7 mRNA 

nomo sapiens cen division cycie z-ince z j, uanscnpi vaitaiu z., uuvi>irv 


NM uuoozy 


nomo sapiens zinc linger proiein z / 1 \jLrirz. 1 1 ), iiituna 




rionio sapiens mpaniie moiU'Coniainuig j / v 1 *>-ii v *«j / miviN/A 


XTKvf All 1 17 


riomo sapiens zinc iamuy memoer j protein mi\jN/\ 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


Homo sapiens gaiamn-iiKe peptide precursor ^nji^ojjoy^, nnviN/\ 


XTA/f ftlll AC 

NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM UJJ1U4 


Homo sapiens stonin z ^^^^0343^;, miviNA 


NM 1)33 lUz 


Homo sapiens prostein protein (LU^oj^ti'f )> mivjNA 


NM_UU3oZ3 


Homo sapiens tumor necrosis iacior receptor supenainiiy, memoer 00, uecoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motit-coniaining 10 ^ i KJm ioj, itvkina 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNr347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-1 ike protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen- like Alzheimer amyloid plaque component precursor 
(LUCo4j /Uj, mKJN A 


NM l/jZOUy 


Homo sapiens kjna oinomg proiein ^LUL.oHj'tyj, miviNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc tmger protein z»y, iui regulated (ZviNrZoyj, mKNA 


NM 031918 


Homo sapiens Kjuppei-iiice tactor 10 (isJ^r ioj, nruviNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCnsp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like l (MARKLl), 
mRNA 


NM 030791 


Homo sapiens sphingosine-l -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosopnila) nomolog 2, 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NMJ)23945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM 023013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64 1 74), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


■ » » » j • 1 a a | fx * • / T f A 1 f A\ „DV1 A 

Homo sapiens utenne-denved 14 kDa protem (LOC64150), mRNA 


NM 022343 


Homo sapiens 1 /kjj ieiai orain proiein ^Lt^i^ohiho^, mixiNA 


NM_022340 


Homo sapiens FYVE-flnger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Aia-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM Uzloiz 


LI am a am* TtnA (inrtor nrA^oin 7DDVI /7DD 1 \ mDVIA 

Homo sapiens zmc-unger proiein z*dkj\.i [z,di\ai;, iuivln a 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc tinger protein zo (MJX zu) (^iNrzoj, mKJNA 


NM 018675 


Homo sapiens zinc linger protein 302 (ZNriOz;, mKJNA 


NM_021226 


i t • _ u«,«.awUa*:a«i ^.A^ln r.. M aIam«c OI^/IO n.j onO /"T Of ^ ft ^fizi^ 

Homo sapiens hypothetical protem trom clones zJ34y ana 15 foz (llk^jojotj, 
mKNA 


VI* M f\*> 1111 

NM_02121 1 


Homo sapiens transposon-aenvea ouster 1 transposase-iiKe protein ^lv-jv^johook, 

mDXIA 

mKJNA 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


XIKvf A*iAAA1 

NM U2U9UJ 


Homo sapiens UDiquiun-speciiic processing protease ^l^v^j /ooj;, iili\jna 


NM OzOooo 


Homo sapiens cuc-iuce Kinase 4 icLiv't-j, mivJN a 


NM 020421 


Homo sapiens hypothetical protein ^LUtj/i4jj, mKJNA 


NM 020140 


IT _ --—Jam*. M**+n»i«fA /l*7 t^r\<k nrAfain /T /^V^' C /C OQQ \ 1 mDXIA 

Homo sapiens putative 4/ KL/a protein ^LAXOooyyj, mtviNA 


NM_Q16305 


Homo sapiens synovial sarcoma translocation gene on cnromosome 10-iiKe 

/CC1QI' , >^ mDXIA 


NM 016417 


Homo sapiens clone rLOH/jy ^luv^jizio^, miviNA 


XT A 4 AOA/UCI 

NM 02046/ 


Homo sapiens nypotneticai protein rrom cione o*tj ^l.^v^j /zzo^, iilpuna 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 020385 


Homo sapiens ArMu protein (LUUj/iuyj, mKiNA 


VII f AAA1 O I 

NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


NM_020147 


Homo sapiens hypothetical protein trom tURUiMAUc ji izjd ^Lucjoyuo;, 

mKJNA J 


NM 020154 


Homo sapiens cnromosome 1 1 nypouieticai protein oivrj ^luljooji mruNA 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


\t\i A1AACA 

NM 019059 


Homo sapiens 6.2 led protein (LUCMMJj, mKJNA 


NM 019037 


Homo sapiens exosome component Krp4l (ruziov i itikjna 


VI\/ A1DC1A 

NM 018579 


Homo sapiens mitochondrial solute carrier (LUtj i J iz;, mKJNA 


vii i Ai o j at 

NM 018485 


Homo sapiens G protein-coupled receptor OLz (LULojooo;, mKNA 


VII 1 Al Oi ^A 

NM_0I8479 


Homo sapiens uncharactenzed hypothalamus protein HCUAbb (LULd jisoz;, 

r> xt a 

mRNA ! 


XIA vf A 1 O vl >1 *7 

NM 018447 


Homo sapiens Ju KJJa protein ^lucjjoj i ihajna 


NM 018443 


Homo sapiens zinc linger protein 5\>i (Z,Nr juzj, mKJNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


V Tl # A| A 1 

NM 018402 


Homo sapiens interleukin 26 (lLzo), mKNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 018171 


T x . | .1 . • | A _ • t-«t ii A^frt /TT T 1 f\/Z C C\\ M D\! A 

Homo sapiens hypothetical protein FLJ 10659 (FLJ 10659), mKNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NMJH3385 


Homo sapiens pleckstnn homology, Sec/ and coiled/coil domains 4 
mRNA 


NM_0I6651 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 
mRNA 


NM 016955 


if • i i i * — /I !. ».M*I a am /I Z^^ 1 C 1 HOI \ r*% D XT A 

Homo sapiens soluble liver antigen/hver pancreas antigen (LUCMOy l;, mKNA 


NM 016422 


Homo sapiens C3HC4-hke zinc linger protein (Zrrzo), mKNA 


xj\yi ai/icoa 

lN IV1__U 1 0 J 


Li Ar Mn cQnipnc h^natA^f*!!!! lar r'^rpinAma-aQQnriatPfl antipen S9 O OCS17S9^ 

mRNA 


NM 016275 


Homo sapiens selenoprotein T(LOC5 1714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type III (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 



323 



(400/104) 



NM 016140 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


NMJH6086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC5 1 657), 
mRNA 


NM 016061 


Homo sapiens CGI- 127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CG1-99 protein (LOC51637), mRNA 


NM 016029 


Homo sapiens CGI-86 protein (LOC51635), mRNA 


NM 016024 


Homo sapiens CGI-79 protein (LOC51634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 


NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 


NM_0 16632 


Homo sapiens ARF protein (LOC5 1 326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC5 1321), mRNA 


NM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC51315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 016594 


Homo sapiens FK506 binding protein precursor (LOC51303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement CI r-like proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-Iike protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-like receptor- 1 (LOC51267), mRNA 


NM 016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NM_0 16429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC5 1226), 
mRNA 


NM 016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC51 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC 2H01 (LOC51 193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC5 1 1 89), mRNA 


NMJM6256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetvlglucosaminidase (LOC51 172), mRNA 


NMJ) 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC5 1 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51 147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC51 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC51 143), mRNA 


NM 016125 


Homo sapiens PTD016 protein (LOC51 136), mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC5 1 133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRIM 17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC51 1 19), mRNA 


NM 016035 


Homo sapiens CGI-92 protein (LOC5 1117), mRNA [ 


NM 016026 


Homo sapiens CGI-82 protein (LOC51 109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51 101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC51077), mRNA 


NM 015960 


Homo sapiens CGI-32 protein (LOC51076), mRNA 


NM 015957 


Homo sapiens CGI-29 protein (LOC51074), mRNA 


NM 015954 


Homo sapiens CGI-26 protein (LOC51071), mRNA 


NMJH5917 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC5 1064), 
mRNA 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM 015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine aminopeptidase (LOC51056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043), mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC5 1042), mRNA 


NM 016072 


Homo sapiens CGI-141 protein (LOC51026), mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM_0 16053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


NM 016046 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM 015944 


Homo sapiens CGM4 protein (LOC5 1005), mRNA 


NM 016060 


Homo sapiens CGI- 125 protein (LOC51003), mRNA 


NM^O 16482 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC5 1759), 
mRNA 


NMJ) 14681 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDX34), 
mRNA 


NM 014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


NM 014347 


Homo sapiens zinc finger protein (ZF5128), mRNA 


NM 007146 


Homo sapiens zinc finger protein 161 (ZNF161), mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


NM 006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
( 1 50kD), epilegrin) (LAMA3), mRNA 


NMJ)00423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 | 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


NMJ)00658 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NM_000383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc Finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor IIIB (S.cerevisiae) (BRF1), mRNA 


NM_00OIS7 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


NM 057178 


Homo sapiens fring (LOCI 17584), mRNA 


NMJ>57177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR19), mRNA 


NM 058178 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), mRNA 


NM_0 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), mRNA * \ 


NM 015074 


Homo sapiens kinesin family member 1 B (KIF1 B), mRNA 


NM_032591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NMJ)05461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1 , mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NMJ)03392 


Homo sapiens wingless-type MMTV integration site family, member 5A 
(WNT5A), mRNA 


NMJJ57168 


Homo sapiens wingless-type MMTV integration site family, member 16 [ 
( WNT1 6), transcript variant 1 , mRNA 


NM_0 16087 


Homo sapiens wingless-type MMTV integration site family, member 16 
XWNT16), transcript variant 2, mRNA 


NMJH2101 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1, 
mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM_058248 


Homo sapiens DNase Il-like acid DNase (DLAD), transcript variant 2, mRNA 


NM 021233 


Homo sapiens DNase Il-like acid DNase (DLAD), transcript variant 1, mRNA 


NMJ)58175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a\ 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo saniens thiosulfafp Qiilfiirtran^fpraQP I ^ rhof^anpcA^ /TCT\ _oxt a 


NM 020731 


Homo saoiens dioxin rerpntor rpnrp^or f AHRR^ mffXJA 


NM 053049 


Homo saoiens stresscooin f^JPf 1 ^ mRNA 


NM 052834 


Homo saniens WD rpnpat Hnmain 7 ^W^^R7^ trancrrint ^ _nvr * 

* ,wuiu oa^Fitiio »u itpcai uuiiiaiii / ^ w L/iv / uaiiscnpi vanant z» rnKJN/v 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1 , mRNA 


NM 000507 


Homo <;anipnQ fnirtocp-1 ^ Kicnhrtcnh^tQcp 1 /PPDi \ *** d xr a 
iiiruiu aauiGlla iiu^iudC" I jO-OlSpnOSpilalaSe 1 ^fDr 1 J, mKJNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Hom/\ com p»n c m Kncnmo 1 nrrttaln I A /DDT A\ m DXl a 

nuiuu sapiens noosomai protein ^tsJrLAj 9 itlKin A 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM 030811 


nomo sapiens miiocnonanai noosomai protein S26 (MRPS26), nuclear gene 
^u^uumg iiiiiuviiuiiunai protein, mJ\JN/\ 


NM_022497 


numu sapiens miiocnonanai noosomai protein oZj (MKro25), nuclear gene 

encodinp mitorhnndrial nrntpin mRMA 


NM_053023 


1 1 vii iv ^apitiD £juw luigci pruicin nuijioiogous io z*rpvi in mouse (Z.rP91 ) 
mRNA 


NM 052826 


Homo saniens WO rpnpat domain A ^Wr^RA\ tronc^rtni ' or>4 . ^ _-d>xt a 
iiisuivr japitiw ' » ^ icpcal UUillalll O yr¥ US\0) 9 UanSCnpt Van 311 1 Z, mKjN A 


NM 052825 


Homo saoiens WD reneat domain A ^WFiR/^ tr^inc^rir>f i/orion* i -,d\i a 


NM 052821 


Homo saDiens Wl) rpoeat rlomain S fWnR^ troncrrint ^ »*»dxt a 

iiw,,,v i &^di uuiiiaiii j ^yvuivjj, iranscripi van an i z y itlkna 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1 , mRNA 


NM 052990 


Homo QaniPriQ WT*} rpnpat r\r\mn in 1 O /"WT^D 1 C\\ I.**- . : * >• nvi a 

nuiuu ^dpieiib vv u repeal uomain iu \ wuKiuj, transcnpt variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


numu sapiens wu repeal uomain iu (WL/K1U), transcnpt variant 1 mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM 031902 


nomo sapiens mitocnondnai noosomai protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015969 


nomo sapiens miiocnonanai noosomai protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 




Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031980 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 022819 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016034 


nomo sapiens miiocnonanai noosomai protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016070 


nomo sapiens mitocnondnai ribosomal protein S23 (MRPS23), nuclear gene 
cutuumg miiocnonanai protein, miviNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
eriujuing miiocnonanai protein, mKNA 


NM_0 18135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoaing miiocnonanai protein, mKJNA ! 


NM 021996 

I'liTl 1 77v 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 




nomo sapiens immediate early response 3 (IER3), transcript variant long 
mRNA 


NM 001X97 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1 , mRNA 


NMJ)48368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit I (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase 11, polypeptide 
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(SCYCl),mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NMJ)58253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1 , mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JA2F1 (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC 13005 (MGC 13005), mRNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NMJ)21201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NMJ)02897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1 ), transcript variant scr2, mRNA 


NM^O 16839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NMJH6838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1 ), transcript variant MSSP-1 , mRNA 


NM_0 16837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM_0 16836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1 ), transcript variant YC 1 , mRNA 


NM 016941 i 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) I (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6). mRNA 


NM 000981 


Homo sapiens ribosomal protein L19 (RPL19), mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


NM_020115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1 1 , 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein I (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NMJ)21259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NMJH5975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 3 1 kD (TAF9L), mRNA 


NMJH3271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK IN), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1 , mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NMJM4776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1 , mRNA 


NMJHH183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN 1 up-regulated (AXUD 1 ), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NMJ)58004 


Homo sapiens phosphatidyl inositol 4-kinase, catalytic, alpha polypeptide 
CPIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a(RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNPs) (NOLA3), mRNA 


NM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (8D6A), mRNA 


NM 006849 


Homo sapiens protein disulfide isomerase, pancreatic fPDIP), mRNA 


NMJ)02650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


Homo sapiens ribosomal protein L26 (RPL26), mRNA 


NM 000986 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


NM 031964 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo sapiens Kell blood group (KEL), mRNA 


NMJ)52841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NMJ)33131 


Homo sapiens wingless-type MMTV integration site family, member 3A 
(WNBA), mRNA 


NM_030753 


Homo sapiens wingless-type MMTV integration site family, member 3 (WNT3), 
mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
(WNT15), mRNA 


NM_004626 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNT1 1), mRNA 


NM 057176 


Homo sapiens barttin (BSND), mRNA 


NM_012079 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3 A (SH2D3 A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM_014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


NMJ)00086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3 ), mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 


NMJ)54013 


Homo sapiens mannosyl (alpha- 1,3 -^glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mRNA 


NM_000449 


Homo sapiens regulatory factor X, 5 (influences HLA class II expression) 
(RFX5), mRNA 


NMJ)54025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant 1, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NMJH4018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJU5971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM_018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherin 11, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 11, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1 , mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1, mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


NMJH2411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NMJ)33335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6AI), 
transcript variant 3, mRNA 


NMJ)33334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1 , mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


NMJXH606 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 2, mRNA 


NM 000976 


Homo sapiens ribosomal protein LI 2 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NMJ)05082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF 147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NMJ)33181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NM_033I51 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCC11), mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTA1RE protein kinase I (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NGJ)00012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NMJ)03761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1 .5), mRNA 


NMJ)04776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-GaI:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1 , mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NMJ)04391 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxyIase), 
polypeptide 1 (CYP8B1), mRNA 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXVIIB (25-hydroxyvitamin D-I- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 | 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_0 16532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM^O 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1. mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAIRE protein kinase 2 (PCTK2), mRNA 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NM_003887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA 


NM_052987 


Homo sapiens cyclin-dependent kinase (CDC2-Iike) 10 (CDK10), transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1 , mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1 , mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1 , mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NM_053031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3A, 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NM_0 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM_053035 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NMJH6071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_03I901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM_0 18997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NMJ)33362 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP10 (HTMP10), mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NMJ)23936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_02!107 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 001260 


Homo sapiens cycl in-dependent kinase 8 (CDK8), mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 1 , mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 1 


NM_057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NMJ)03394 


Homo sapiens wingless-type MMTV integration site family, member 10B 
(WNT10B), mRNA 


NMJ)25216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA 


NMJ)05370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 ! 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1 , mRNA 
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NM 053275 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN 1 ), transcript variant 1 , mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26AI), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-Iike 4 (LOXL4), mRNA 


NMJ)03395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NMJ)33101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type I VA, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NMJ)07079 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


NM_014644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_00655I 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1 , mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), mRNA 


NMJH4275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1 , 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), ! 
transcript variant 1 , mRNA 


NMJH6413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1 , nuclear 
gene encoding mitochondrial protein, mRNA 


NMJXH266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1 ) 
(CESl),mRNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


NM 001004 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NMJ) 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NMJ>20439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1 ), mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOLI R), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


NM_0 14239 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(EIF2B2), mRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


NMJ)09587 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


NM 001 187 


Homo sapiens B melanoma antigen (B AGE), mRNA 


NM_022I62 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


NM_002U9 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 
DOA), mRNA 


NM_021908 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


NM 018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2), mRNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2). mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM_030796 


Homo sapiens hypothetical protein DKFZp564K0822 (DKFZP564K0822), 
mRNA 


NM 025117 


Homo sapiens hypothetical protein FLJ1 1871 (FLJI 1871), mRNA 


NM 014893 


Homo sapiens KJAA095 1 protein (KJAA095 1 ), mRNA ! 


NMJ)00U3 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 


NM 053055 


Homo sapiens C -terminal modulator protein (CTMP), mRNA 


NM 021212 


Homo sapiens HCF-binding transcription factor Zhangfei (ZF), mRNA 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NM_006368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 
mRNA 


NM 005759 


Homo sapiens abl-interactor 12 (SH3-containing protein) (AIP-1), mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 003017 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


NM 006289 


Homo sapiens talin 1 (TLN1), mRNA 


NM 000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


NM 003973 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 


NM_00136l 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 ] 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 


NM 053067 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM_053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-containing protein (WFIKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (VIT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (DIBD1), mRNA 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mRNA 


NMJ)22358 


Homo sapiens potassium channel, subfamily K, member 1 5 (TASK-5) 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


NM 053016 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


NM_032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1 1 (SLC4A11), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP120A), mRNA 


NM^O 16952 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC 14327 (MGC 14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1 ) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM^O 19093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1 A3), 
mRNA | 


NM_021027 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1 A9), 
mRNA 


NM_0 19076 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1 A8), 
mRNA 


NM_000463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1 Al), 
mRNA 


NM 016608 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1 , (alpha) (ENOl ), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NM_052819 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


NMJ)24110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1 , mRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


NM_0 12083 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NMJ)06922 


Homo sapiens sodium channel, voltage-gated, type III, alpha polypeptide 
(SCN3A), mRNA 


NM_005347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM^O 13282 


Homo sapiens ubiquitin-Iike, containing PHD and RING finger domains, 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA ! 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM_0 16000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM_0 15989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (INSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 


Homo sapiens Usher syndrome 3 A (USH3A), mRNA 


NM 007110 


Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 ( WDR9), transcript variant 1 , mRNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


NM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1 , mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1 , mRNA 


NM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


NM_004866 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1 , mRNA 


NMJ)52822 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


NM 052811 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1 , mRNA 


NM 052817 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (MID2), transcript variant 1 , mRNA 


NM 000798 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


NM 033663 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


NM 004061 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NMJ)30622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


NMJ)52816 


Homo sapiens tripartite motif-containing 31 (TRIM31), transcript variant 2, 
mRNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 
mRNA 


NM 052955 


Homo sapiens transglutaminase Z (TGM7), mRNA 


NM 052957 


Homo sapiens putative nuclear protein (NAAR1), mRNA 


NM 052851 


Homo sapiens similar to RhoGAP (GT650), mRNA 


NMJ)33229 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 1, 
mRNA 


NMO 18103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NMJ)52932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NMJ)52891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOCI 14659), mRNA 


NM_052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC 1 7330 (MGC 1 7330), mRNA j 


NM 052875 


Homo sapiens hypothetical protein MGC 1 0485 (MGC 1 0485), mRNA j 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA I 


NM 052863 


Homo sapiens putative cytokine high in normal- 1 (HIN-1 ), mRNA \ 


NM 052862 | 


Homo sapiens hypothetical protein MGC2 1 854 (MGC2 1 854), mRNA | 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hypothetical gene CG0 1 8 (CG0 1 8), mRNA 


NMJ)325i4 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_022829 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SIX 13 A3), mRNA 


NM^O 18835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
mRNA 


NMJ)06750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NMJ)33487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NMJ)01787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1 , mRNA 


NM_005983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1 . mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NMJ)21161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2, mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1 A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NMJJ33379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NM_001786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM_0 17734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM 019617 


Homo sapiens CA1 1 (LOC56287), mRNA 


NM^O 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM_0 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NM_0 14405 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cingulin (KJAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical protein PRO 1331 (PRO 1331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NM_033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NMJ)33347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1 , mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM 000996 


Homo sapiens ribosomal protein L35a(RPL35A), mRNA 


NM_033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 
mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29 124 1 (R29124 1), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC 12921 (MGC 12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC 10526 (MGC 10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3 146 (MGC3146), mRNA 


NM 031269 


Homo sapiens PRO 1386 protein (PRO 1386), mRNA 


NM 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NM_030817 


Homo sapiens hypothetical protein DKFZp434F03 1 8 (DKFZP434F0318), 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ 10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC 107 15), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 
and cerberus (FU2 1 1 95), mRNA 


NM 022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NMJ)20402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mRNA 


NM 015420 


Homo sapiens DKFZP564O0463 protein (DICFZP564O0463), mRNA 


NM 016355 


Homo sapiens hqp0256 protein (LOC51202), mRNA 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


NM 019016 


Homo sapiens hypothetical protein (FLJ20261), mRNA 


NM 017872 


Homo sapiens hypothetical protein FLJ20546 (FLJ20546), mRNA 


NM 018373 


Homo sapiens hypothetical protein FLJ1 1271 (FLJ1 1271), mRNA 


NM 018277 


Homo sapiens hypothetical protein FLJ10932 (FLJ10932), mRNA 


NM 018242 


Homo sapiens hypothetical protein FLJ 10847 (FLJ 10847), mRNA 


NM 016055 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48), mRNA 


NM 016468 


Homo sapiens hypothetical protein (LOC51241), mRNA 


NM 014099 


Homo sapiens PRO 1768 protein (PRO 1768), mRNA 


NM 014964 


Homo sapiens KJAA1065 protein (KJAA1065), mRNA 


NM 014859 


Homo sapiens KJAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKPZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKPZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NMJ) 12301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protein 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C T mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM 003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMD11), mRNA 


NM 002577 


Homo sapiens p21 (CDKN1 A)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM 003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM 003939 


Homo sapiens beta-transducin repeat containing (B I RC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ33496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM_033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM_033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mRNA 


NM_033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
mRNA 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1 , 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINKl), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM_002115 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondria! protein, mRNA 


NM_004728 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRJLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (ClorfP), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM_0 18475 


Homo sapiens TPA regulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf2 1), mRNA 


NM_033508 


Homo saoiens elucokinase (hexokinase 4 maturity onset diabetes of the voune 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 033507 


Homo ^aniens plucokinase (hexokinase 4 mahiritv onset diabetes of the vonno 
2) (GCK) transcrint variant 2 nuclear eene encoding mitochondrial Drotein 
mRNA 


NM_000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI),mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1 , mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1 , mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NMJM8415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NMJ)33431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5 A), transcript variant 
4, mRNA 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM_033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1 , mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1 , mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM_0 18438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens adisintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens adisintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM_0 15698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM_002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM_033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NM 031882 


Homo saniens orotocadherin aloha subfamilv C 1 fPCDHACl^ transcriDt 
variant 2, mRNA 


NM 018898 


Homo saoiens orotocadherin aloha subfamilv C 1 TPCDHAC1) transcriDt 
variant 1, mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1 , mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 



346 



(400/104) 





variant 1 , mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM_032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NM_0 18929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1 , mRNA 


NM_032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NM_0 18928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 , mRNA 


NM_032101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NM_0 18927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1 , mRNA 


NM_032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NM_0 18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1 , mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NM_0 18926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1 , mRNA 


NM_032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_0 18924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1 , mRNA 


NM_032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


NM_0 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1 , mRNA 


NM_032095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB 1 ), transcript 
variant 2, mRNA 


NM_0 18922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB 1), transcript 
variant 1 , mRNA 


NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM_0 18921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1 , mRNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1 , mRNA 


NM_0 14004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ 14868 (FLJ 14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NM_0 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1 , mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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NMJ)32054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


NM 018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1 , mRNA 


NM 032053 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM 018917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1 , mRNA 


NM 032011 


Homo saoiens Drotocadherin eamma subfamily A. 3 ( PCDHGA3). transcript 
variant 2, mRNA 


NM 032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM 018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1 , mRNA 


NM 031993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NM 032092 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


NM 018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA 1 ), transcript 
variant 1 , mRNA 


NM 032091 


Homo saDiens nrotocadherin eamma subfamilv A 11 (PCDHGA 1 1 ) transcriDt 
variant 2, mRNA 


NM 018914 


Hnmn sanipns nmtnradherin pamma subfamilv A 1 1 (PCDHGA 1 1^ rxanscrint 

llUlllw oauiwilj uiULvvaUJlwi Ul o 1 11 1 ici ju w lull in j i i vl/j i\jrvi i y, ucuuvnpv 

variant 1 mRNA 

▼ UJ 1U11V 1^1 111 Vi ^ 4 X 


NM 032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA 10), transcript 
variant 2, mRNA 


NMJH8913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA 10), transcript 
variant 1 , mRNA 


NM_0 19120 


Homo sapiens protocadherin beta 8 (PCDHB8), mRNA 


NM 018940 


Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 


NM 018939 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 


NM 015669 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


NM 018938 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


NM 018937 


Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 


NM 018936 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 


NM 013340 


Homo sapiens protocadherin beta 1 (PCDHB 1 ), mRNA 


NM 020957 


Homo sapiens protocadherin beta 16 (PCDHB 16), mRNA 


NM 018935 


Homo sapiens protocadherin beta 1 5 (PCDHB 1 5), mRNA 


NM_0 18934 


Homo sapiens protocadherin beta 14 (PCDHB 14), mRNA 


NM 018933 


Homo sapiens protocadherin beta 13 (PCDHB 13), mRNA 


NM 018932 


Homo sapiens protocadherin beta 12 (PCDHB 12), mRNA 


NM 018931 


Homo sapiens protocadherin beta 1 1 (PCDHB 1 1), mRNA 


NM 018930 


Homo sapiens protocadherin beta 10 (PCDHB 10), mRNA 


NM_031857 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 1, mRNA 


NM 031856 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 2, mRNA 


NM 018911 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 1 , mRNA 


NM 031852 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


NM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant I, mRNA 


NM 031496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 

r r 1- > " -t 2 


NM 031411 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKJFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18), mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NM 030762 


Homo saniens basic helix-Iooo-helix domain containing class B 3 fBHLHB3) 
mRNA 


NMJ)23035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA 1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NMJ)25239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1 , alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM_023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted I homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo ^anien^ DFAD-hox nrotein fHAOE^ mRNA 


NM 004614 


Homo saniens thvmidine kinase 1 mitochondrial (T\CT\ mRNA 


NM 020346 


Homo <?anien<; solute carrier familv 17 fcodium-denendent inorganic nho^nhate 
cotransnorter) member 6 fSLC17A6) mRNA 


NM 020309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
co trans porter), member 7 (SLC 1 7A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG). mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (DIS155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1 A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5->methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing I (XLKD1), mRNA 


NMJ)06572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 3 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathy (CTNS), mRNA 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NMJJ04555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_00I250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
•mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIP1), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NMJ)01190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM 022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolm 
l)(ABCG5),mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NM_001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC571 15), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP1L1), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTACl), mRNA 


NM_0 17443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 


NM^O 13432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NMJ)03740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM_033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NMJH66U 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NM_033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KJRAS2), transcript variant a, mRNA 


NMJ304985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM_022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (HI F5), mRNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM 003510 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM 033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM 033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM 033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM 033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NM 001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM 033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM 033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NM 033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM 033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NM 001629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM 004825 


Homo ^aniens notassium channel subfamilv K. member 6 (TWIK-2) ( KCNK6), 
mRNA 




Homo ^aniens notassium channel subfamilv K member 3 (TASK- 1) (KCNK3), 
mRNA 




Unmn c^nipnc transmembrane nrotease serine 3 (TMPRSS3^. transcriDt variant 
D, mRNA 


NM_032404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM 006883 


Homo Mm'pnc chnrt Qtatnrp hnmpnhAY ^HOX^ trancrrint variant SHOXh 
I lv/iuvs ddLllCIlo SI1VJH jiaiuic IIUIIICUUUA ^onv/A/j uaiio^iipi Vol lain oiiv/\u, 

mRNA 


NM 0004S1 


UnmA canipnc chnrt Qtahirp hnmpnKnv f*sHOXl tT7)ncr*rint variant ^HOVa 
i lvjiuu oajjicns SIIUIl oiaiuiv* HUII1CUUUA ^jfivA^ uaji^vIILH Vol lain Ji iua 

mRNA 


NM 006476 


Homo *»anipnQ ATP <ivntha<;p H+ tran^nnrtinp mitochondrial F0 comnlpy 

subunit g (ATP5L), mRNA 


MM 006TS6 


Hnmn sanipnc ATP cvnthacp H+ tranc.nnrtin<y mitochondrial F0 romnlpY 

1 lVlllvf daplClid All Ojr lILlltloC, I 1 T U CUlDjJUl 111 ig, IlillVJl'llUIlUl i<*i * V V«UllipiWA } 

subunit d (ATP5I-n mRNA 


NM 024683 


Homo saDiens hvoothetical Drotein FLJ22729 fFLJ22729} mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM 033453 

iliVl UJJ7JJ 


HnmA canipn^ ino<;inp trinhn^nhata^p fnnclposidp trinho<;nhate nvronhosnhata^p^ 

fITPA) mRNA 

lilt I \ Mj llilvi * 


NM 032144 


Homo ^aniens RAB6C member RAS oncogene familv (RAB60 mRNA 


NM 031296 


Hnnrift c.aniens. R AR3*?R mpmher R AS oncopene familv fRAR33R^ mRNA 


NM 022570 


Homo sanien^ C-tvne fcalcium deoendent carhohvdrate-recopnition domain^ 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo saoipn<c nornininp TM061^ mRNA 


NM 022449 


Homo sapiens RAB 17, member RAS oncogene family (RAB17), mRNA 


NM 016322 


Homo canipnQ R A R 1 4 mpmhpr R AS nncnopnp familv fR AR 1 4^ mRNA 
riv/iiii/ oajjivviio ivrvDit, nic-iiiuci i vta o uncvjgviiv laJiMijf v rvjn.u i *ty, iiltvj>i/a. 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


NM 0,07066 


no mo sapiens proiein Kinase v cAivir-uepenucni } caiaiyiicj lnniuiior gamma 
(PKIG), mRNA 


lNlVI_v/VZ. / 


nOUlO Sapiens prOlCUl Kinase, ^rMVir-UCpcilUCIll, CalaiyilC, gainilla v i rvJVrVv^vJ ) y 

mRNA 


NM 00S0SS 


Wrtmr\ cantpnc r*»r , f»rttrir_accr»r'iatf»H r\rr\tpi n r> f* thf* cvnnnep 4.^Vr^ ( R A PQ\J^ 
rlUIIlU bapiCUb iCCCpiUI'-aooUvvIalCU piUlCHI Ul U1C oyilapoC, ^ J M/ v JVr\. ro IN ^, 

tTan<jrrint variant 1 mRNA 


NM 032645 


Homo <;anipn<; rpppntor-a^^oriatpd nrotpin of thp ^vnan^p 4^k"0 ^R AP^N^ 
transcrint variant 2 mRNA 


NM 033305 


Homo ^anien<; chorea acanthoevtosi*; fCHAC^ transcrint variant A mRNA 


NM 015186 


Homo saniens chorea acanthoevtosis ^CHAC^ transcrint variant B mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor I (VIPR1), mRNA 


NM 030967 


Homo sanipns Ifpratin associatpd nrotpin 1 1 flCRTAPl 1^ mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM 031885 


Homo sanipn^ Rardpt-Ripdl svndromp 9 ^RRS9^ mRNA p 

I 1UI11U duplwlld DalUCl'LllvUl 1IU1 <JlllV> £, ^UUOi^ lUIuiA 


NM_030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


NM 007081 


nomo sapiens nuuix v nucieosiue uipnospndie nnKeu moiety A^-iype moui o 
^NTmT6^ mRNA 


NM omi7 


Ufimn CQnipnc Inner h/np_I r»p!l mpmhranp.nccA^iotpH olvrr^rtrntpin ^T" 1 A —9 ^ 

nuiiivi bdpicnb luxig iypc-1 ecu iiicniurcuic-do^uv/iaicu giycupiuiciii \ i i j y 

transcript variant 1 , mRNA 


NM 006474 


Lf rvrnr* conipnc tun rr tv/n*»_T mpm Krta np_Q c cr^r* i ;atf>H a\ vf*rtr>rrtt*»in (T* 1 A _9 A 

nomo sapiens lung iypc-1 lcii incriioraxic-assuciaicu giycupruicin v i 1 rv-z 
transcript variant 2, mRNA 


NM 00^77^ 


nomo sapiens splicing idLiur, argiiinic/scrinc-nvii o ^jrivooj, iiii\jn/\ 


NM 016041 


Homo sapiens CGI- 101 protein (F-LAN-1), mRNA 




riomo sapiens oiscoiam aomain recepior iamny, memoer i \\jvji\\ ), nanscnpi 
variant 2, mRNA 


NM 013994 


Homo QanipnQ Hi^poidin domain rpepntor familv mpmher I fDDR l^ tran^rrint 
i lvJiiiu ja.|jiviii viov^L/iuiii uuiiiuiii ivvv^ivi icuiiiijr, iiivinuv-i l jy uaiijti ijji 

variant 3, mRNA 


NM_0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1 , mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA ' 


NMJ)03048 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM 033412 


Homo sapiens hypothetical protein similar to CG7943 (MGC 14836), mRNA 


NM 033420 


Homo sapiens hypothetical protein MGC4022 (R32184 3), mRNA 


NM 033408 


Homo sapiens hypothetical protein MBC3205 (MBC3205), mRNA 


NM_0 14395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 
(DAPP1), mRNA 


NM 003918 


Homo sapiens glycoeenin 2 (GYG2), mRNA 


NM 001502 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetvlgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


NMJH7417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphoinositide-3-kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM 004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-Iike domains proteoglycan 
(testican) (SPOCK), mRNA 


NM 033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM 025208 

1 11"! \J ±* *J ±*\s KJ 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 1 , mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_00I204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


Homo sapiens B AI 1 -associated protein 3 (BAIAP3), mRNA 


NM 005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM 005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


NM_005247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NM_014256 


Homo sapiens UDP-GlcNAc:betaGal b€ta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 j 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_0 13445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


NMJ)33172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NMJ)33170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


NM 033169 


Homo sapiens UDP-Gai:betaGlcNAc beta 1 ,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM 033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM 033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


NM 003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM 003782 


Homo sapiens UDP-GaI:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM 003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NM 004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM 033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


NM_0 17522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NMJ)33323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM 033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


NM 033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NM 033274 


Homo sapiens a disintegrin and metalloproteinase domain 1 9 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM 023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 1 9), transcript variant 1 , mRNA 


NMJ>33308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NMJM9112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRBI tnRNA 


NM 006206 


Homo saoiens Diatelet-derived erowth factor receptor, aloha polypeptide 
(PDGFRA), mRNA 


NM 033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha- 1D-, receptor (ADRA ID), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha-IB-, receptor (ADRA IB), mRNA 


NM 002675 


Homo sapiens promyelocyte leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocyte leukemia (PML), transcript variant 1 1 , mRNA 


NM 033249 


Homo sapiens promyelocyte leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocyte leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocyte leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocyte leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocyte leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocyte leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocyte leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocyte leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocyte leukemia (PML), transcript variant 1 , mRNA 




Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA 1 A), transcript variant 4, 
mRNA 


NM 033305 


Homo saoiens adrenergic aloha- 1 A- receotor (ADRA1 A), transcript variant 2, 
mRNA 


NMJ)33302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 055278 

l^llVI XJJJt, 1 o 


Hnmn saoiens rinp fineer nrotein 22 (RNF22) transcriDt variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


iNivi ujj^yj 


T-Tnmn cani^nc mcnaQP 1 annntnsis-rplated cvsteine nrotease finterleukin 1 beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


IN IV1__U J J Z y *f 


Linmrt cunii^nc racn^cp 1 nnnntnci^-rpIatpH rvsteine nrotease Hnterleukin 1 beta_ 
convertase) (CASP1 ), transcript variant delta, mRNA 


MM 055905 


u^mn canipnc mQnnQp 1 annntnsis-rplated cvsteine nrotease Hnterleukin 1 beta, 
ronvprtase'l fCASPl ^ transcriot variant gamma. mRNA 


NM 055292 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM 001225 


Homo ^aniens casnase 1 aoootosis-related cysteine Drotease (interleukin 1, beta, 
convertase^ (CASPH transcrint variant beta. mRNA 


NM 006771 


Homo saoiens keratin hair acidic 8 CKRTHA8). mRNA 


NM 002280 


Homo ^aniens keratin hair acidic 5 (KRTHA5). mRNA 


NM 000526 


Homo saoiens keratin 14 CeDidermolvsis bullosa simplex, Dowling-Meara, 
KoebnerHKRT14) mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1 , mRNA 


NM 000661 


Hnmn sanipn^ rthosomal nrotein L9 fRPL9^ mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa(RPLlOA), mRNA 


NM 0119^ 


Hnmn cantpnc pnithplial strnmal interaction 1 fbreast^ TEPSTIl^ mRNA 


NM_021I96 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motf, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM 000648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM 000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM_002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1 , mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM_000680 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RJNZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM 033226 


Homo saniens ATP-bindine cassette sub-familv C (CFTR/MRJM member 1 2 
(ABCC12),mRNA 


NM 032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM 032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM_032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NMJ)02481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM_0 15722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_0 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1 , mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM 002480 


Homo sapiens protein phosphatase I, regulatory (inhibitor) subunit 12A 
(PPPlR12A),mRNA 


NM 003868 


Homo saniens fibroblast growth factor 16 (TGF16) mRNA 


NM 018979 


Homo saniens orotein kinase lvsine deficient 1 fPRJCWNKH mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFN1 A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo saniens srresscoDin-relAten 1 nentirle f^RP^ mRNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 


NM 031433 


Homo saoiens membrane-tvne frizzled- related orotein fMFRP^ mRNA 


NM 022466 


Homo saniens zinc finper nrotein suhfamilv 1 A 5 (Pe&asiio\ fPFGASUS^ 
mRNA 


NM 004320 


Homo saoiens ATPase Ca++ transoortinp cardiac muscle fast twitch 1 
(ATP2A1), mRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo saoiens chromosome 21 ooen reading frame 91 fC21oi*f91} mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo saoiens UMP-CMP kinase flJMP-CMPFQ mRNA 


NM 016066 


Homo saoiens elutaredoxin 2 fGI RX2^ mRNA 


NM 016255 


Homo saniens familv with sennence similaritv 8 memher A 1 fFAMRA 1 ^ 
mRNA 


NM^O 14781 


Homo saoiens likelv ortholof? of mouse coiled coil forming orotein 1 

* 1 vllIU lVllkJ 1 1 I\V I J VI U IV IV/U V i 11 IV/U JV W 1 1VU vv J 1 1VI 11111 IE) \-J * V Iv 11 1 1 

(K1AA0203), mRNA 


NM 014468 


Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 


NM 012481 


Homo saoiens zinc fin eer d rote in subfamilv 1A 3 fAiolos^ fZNFNl A3^ mRNA 


NM 012230 


Homo saoiens POM (POM121 rat homoloe) and ZP3 fusion (POMZP3 > l mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo saniens immunoglobulin snnerfamilv memhpr f* (\C\^Vf%\ mRNA 


NM 005414 


Homo sapiens SKJ-like (SKIL), mRNA 


NM 004245 


riuiiiu oapiciio UaiidgiUuiiliuiadC J ^ ivjivuj, iiuvin/a 


NM 020811 


r-ff\rnrt csifMPnc m^traVsirvrihliicti/* Iaii^pitiiji ( tT•^^nc1^^^CJti^\n^ 1 ^A/ilcTT l^ mP\IA 
i lwiiiu octpiciio uicgaJvaiyuuiaaiK< icu^cillla. \\x aJialUvallull^ 1 ^iVixvi^l J, lliiviN/A. 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 

ORF1 ORF9 anH nntativp pnvplnnp nrntpin (W^A ISRRQS^ mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 

fMlfiO^ mRNA 


NM om26 


Homo Q^nipim 9oy-A ^H^^OY^^ mRNA 
nuiiiu bdpiciij jUa"U jowao \\ visas t\ 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 




ni/iiiu dapiciio pruicin piiu^piiaiaoc i, regulatory ^iruiiuiiurj buounii 
TPPP1RI4A^ mRNA 


NM 033213 


Homo sanien*; hvnothetical nrotein MOC 17466 (WACiC \ 9466^ mRNA 
iivmiiu ocipivuo lijr pv/uiviiwai pivjiwiii ivivjv 1 a>^vU ^ivivjv^ i xtuu ^, 1 1 irvi ^ /a 


NM 033070 


Homo <jar>ipnc r^at pup cvnrlrnmp r* H ro m r\cn m p rpoion r'sinHiHutp ^ /^PPPR^ 
l lwinu oapiwiid uil eje oynvji unit ciiivjnujouiiic ivgiun, ccuiuiuaic j ^v_^Lv\^ivj i, 

mRNA 


NM 032752 


Homo ^anien<; hvnothetical nrotein MfiCl ^MnPI SS48^ mRNA 


NM 032686 

i^l»A \J .J £*\J\J\J 


Homo ^anien^ hvnothetical nrotein MOO ^008 (W/[&C \ IflOR'l mRNA 


NM 032371 


Homo ^aniens hvnothetical nrotein MGP1 S416 i'MHPI S41M mRNA 

1 IVilllV/ da^lvlld lljrpVUlvtlVp'tXl pi v It 111 lviVJ^ 1 */*T I \J ^IViVJW 1 «/*T I \t 1 1 LI \J N r\ 


NM 032366 


Homo saniens hvnothetical nrotein MfiC 11114 ^MGC 11114^ mRNA 


NM 032353 


Homo <;anien^ hvnothetical nrotein N/fnr*10S40 ^Mfif 1 flS40A mRNA 

I lvlllV aapiwlld lljrpvsuivlll'al piwiwlll ivivjv' 1 VJ^v y ivivjx^ i \jj'~t\j j 9 1 1 vi\l y r\. 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


Homo QanienQ hvnothetiral nrotein DKF7n414F0S4 iT)I^F7n414F0S4^ mRNA 


NM 032240 


Homo saoiens hvnothetical Drotein FLJ23519 fFLJ23519) mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 1 


Homo sapiens hypothetical protein FLJ1 1 800 (FLJ 1 1 800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ 12606 (FLJ 12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NMJ)20535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KJR2DL5), mRNA 


NM_021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(FLJ22041),mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ 101 56), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJ 10298 (FLJ 1 0298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FLJ 10 193 (FLJ 101 93), mRNA 


NMJH7609 


Homo sapiens hypothetical protein DKFZp434A1721 (DICFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC5 1204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo sapiens KJAA0863 protein (K1AA0863), mRNA 


NM 014700 


Homo sapiens KJAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-reIated adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIM1), mRNA 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 1 (SLC28A1), mRNA 


NM_003141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA1), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1 , mRNA 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NMJH6083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000OI6 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MT1V), mRNA 
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NM 003695 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


NM 006787 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


NM 016205 


Homo sapiens platelet derived growth factor C (PDGFC), mRNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA | 


NM 015366 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 


Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA 


NM 001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 3 
(GABRG3) mRNA 


NM 005762 


Homo sapiens tripartite motif-containing 28 (TR1M28), mRNA 


NM 015906 


Homo sapiens tripartite motif-containing 33 (TRJM33), transcript variant alpha, 
mRNA 


NM 033020 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant beta, 
mRNA 


NM 032421 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mRNA 


NM 031416 


Homo sapiens chromosome 18 open reading frame 2 (Ct8orf2), mRNA 


NM 014412 

111** v * * * 1 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrin-Iike protein 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1 Y), mRNA 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NM 020414 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDX24), 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo saoiens butvroohil in-like 3 (BTNL3). mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


V* 1VI UVI JOU 


Homo canipnQ rHhvdronvrimidinase-like 2 fDPYSL2). mRNA 


NM_000090 


Homo sapiens collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


wu n?ii<n 


l_I Amf , cam'pnc rollnopn tvnp IT alnhfl 1 fnrimarv osteoarthritis 
MO mi) Sapiens COlIagvil, l/pc ll, alalia 1 \\Ji iiiiaj y voiluoj uumo, 

cr*nnHvlopninhvQf»al Hvsnlasifl congenital) fCOL,2A 1 ) transcriDt variant 2. 
mRNA 


NM 001X44 

l^i ivi vu l Ott 


Homo ^aniens collaeen tvoe II aloha 1 fnrimarv osteoarthritis, 
snondvloeninhvseal dvsnlasia congenital) (COL2A1), transcript variant 1, 
mRNA 


NM 025245 


Homo sapiens pre-B-cell leukemia transcription factor 4 (PBX4), mRNA 


NM 004342 


Homo saniens caldesmon 1 fCALDH. transcript variant 3, mRNA 

X YKJXl IV/ JUL/ IvilJ Will WJl ■ lwl I 1 \ \.MmJ m § j fc* l*/vt «^/» » -.mm mmmmm » y » • • • • • 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALDl), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC5 1281), mRN A 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM 033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


NM 007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NM 006119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM_033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NM 033164 ! 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant E, mRNA 


NMJ)33163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant F, mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NMJ)00777 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM 000764 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 7 (CYP2 A7), transcript variant 1 , mRNA 


NM_030589 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NMJ)00762 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), j 
polypeptide 6 (CYP2A6), mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein I (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


NM 022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NMJ)03773 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 1 , 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM_030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding fg-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM 003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


MM 001768 


HomA co nitric nhAsnhAnrAtpin pnriehpH in aQtrnevte*; 1 5 f PPA 1 ^ mRMA 

1 1U1111/ ^a|slvll«> piIVJopilV/pHJlGUI vlllJVIlCVJ 111 ajUUvjriW I J ^1 CAI Jy, 1 1 LTvi ^» 


NM 002010 


Haitia canipnc fihrnhla^t crrAwth fartAr 0 f olia-artivatino f»ptAr\ fFfiFQ^ mRMA 
i lvii iv/ adpiCIlS liuivjunioi giuvvui idV/ivji y ^j^iid dvuvaiiug lavlUIy ^Tvir 7y» imxjin 


MM 013215 


Hattia canipnc nrAtpin nhAcnhatncp 1 rpoiilatArv i inhiHitAr^ cnhimit 

I lVslllVJ daUIvIld UlUlvllI pi tVJoUl laUUv 1, IvgululVJl V \UUULMIVJ1 1 bUUUIlll JI 

(PPPlR3F),mRNA 


MM 032741 


Haitia cflnipnc t .npvlolvpprAl-l.nhAQnhatp O-arvltran^fprncp 1 ^lv/QAnhA<;nhatiffip 
I luuivs 5dpiCIl3 1 -dv»y igijr^ci VM-J-piivopiidic \J -dwjr iu cuiaiwl cue l yiyjupnv/opiidiiun,. 

arid arvltrancfprn^p alnha^ f AOPAT1 ^ mRMA 


MM 022 IS2 

l^i IVI V££l.sX> 


HAmA Qanipnc PP1 701 nrAtpin fPPl 701 i mRNA 
n u ii iu 5 dp (Clio it i z,u i pi vsiwlil r i x. w i y T 1 1 irvi ^ /v 


MM 03322S 


Hnmn csnipnc PI IR anri ^iKhi miiltinlp. Hnmain** 1 iT^^MOl i mRNA 

I 1V/I11VJ OdpiVlld V^UU dllVJ OUolll iiiunipiv UUI 1 lull lO I ^ V_» kj ivi L/ i y t ULIVl^Irl 


MM 014S0S 

1^1 IVI UltJUJ 


Unmn cnr»ip»nc rvitacciiim lorop PAnHiiPtariPP palpiiirn-nptivntpH phnnnpl 
rruiuu adpicila puidooium taigG VvVJiiviucuuiVvv v*diwiuiii-dv<ii vaicvi i>iiajiJivi, 

subfamilv M beta member 4 f KCNMB4} mRMA 


NM 032559 


Homo «iantpn<: kine^in nrotein H.OC84643 1 mRNA 

iivsiuv/ oapivii^ ft.i_iivoiii j^iv/iviii ^ij\yv^o~u i j y ? 1 i uvi ^ r\ 


NM 015394 


Homo saniens zinc fineer Drotein 10 (KOX 1 i fZNFlOi mRNA 


NM 003388 


Homo ^anien^ cvtAnla.smic linker 2 ^CYLN2 1 transcrint variant 1 mRMA 


NM 032736 


Homo ^aniens tor^in familv 1 member B ^tor^in Ri fTORIRi mRMA 

I iv/ ii iv/ j<i^/1w>iio ivi jiti icuiiiiY i , iiiwiiii/wi u i iwi jui / \ * v/i\ i *-*/> iiiivi^** 


NM 032689 


Homo ^aniens hvnothetical nrotein MGC 13071 TMGC13071 1 mRNA 


NM 032227 


Homo ^aniens hvnothetical nrotein FLJ22679 fFLJ22679^ mRNA 


NM 014506 


Homo ^anien^ tor^in Tamilv I member R ftorcin R^ ^XORIR^ mRMA 

1 Ivlilu jOUIWIIj WJ 1 Oil 1 lull 111 Jr 1 y lllWllllSV*! U t IVI Jill U f I X V/l\ 1 l ? 11 UVI ^ /V 


NM 030900 


Homo ^anipn^ cell pvcIp nroprp^^ion 7 nrotein ffPR7^ mRMA 


NM 030758 


Homo ^anipn<i ow^terol hinHinp nrotein 7 ^OSRP7^ mRMA 

I 1V/111V/ JUp IWliO UAYolwIUl L/111VJ1J1K L/l \J LW 11 1 IV/ JUI > ' 1 11 VI ~ /V 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


MM 018275 


Unmn caniAnc hnmnloo r»f* plpoanc emu. 1 ^ V/f T [_ 1 ^ mRNA 
nuinu odpiciio uuiiiuiug ui v^. cicgoiio miiu-1 v oivivj"i )y ii irvii t\ 


MM 016785 


Unmn canipnc K"ninrv»LIilrp fartnr 17 kT f F17^ mRNA 
nuuiu Ddpiciii ivi u|jjjvi~iiK.c iciL«Lui l At \r\jLir \ iilivi>/a 


MM 00774Q 


Homo QanipnQ l^nmnpl-lilrp f^rtor 17 (KJ F17^ mRMA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


MM 00641 1 


nuinu bdpicnb i -dcy igiyccroi-j-puui>pndic w-dcy iu dJiMcrd^c i x iy s upnubpnaiiuiv/ 

j*piH apvltT5incfpr?iQP ulnha^ ^ A ^iP A T 1 ^ mRMA 
av»ivi a\>y in diiDici aow, dipiidy ^avjia i i niivi^/v 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


MM 000785 


nuinu odpicrid pcpiiuooc \j ^rcn/j, iilivin/a 


MM 001467 
IN IVI uv i to / 


numu ddpiciib gtucubc-o-piiubpiididoc, iidjibpuri v giucu3C-u-piiubpndic^ pruicin 1 
(C\f\VX\\ mRMA 


MM 033198 


H/MTirt contPnc r^Jirtcr^HQtiHv/linr^citAl olv/Piin place ^* TPir^Q^ mRNA 
nv/IIlU ddpidla pilU^pildlluy IlIlUoIlUI giycdll, Uldoo O ^rlVJo^, IILrviNrV 


MM 007Q70 


!4Amn CQmpnc rAniilQtnrv foot/^r A. 1 \ x\^t\\~\ f*r\r k f*c WT A rlocc IT pvnrpccirtn l 

norno oapicns rcguiaiory idLior a., t x iniiucnccb nLn Liaob u CAprcbiiuny 
^RFY4^ mRMA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


MM 0H714 

IN IVI V/JJ^1H 


nuinu bapicnb giyccrui Kin do c pdcuuugciic z. ^vjivrz. /, iiiivi i/a. 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


IN ivl U 1 0\J I J 


riomo sapiens leucine carooxyi meinyiiransierase ^lv^ivi i ), nuviNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


lNM_UjJliV3 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


InM_UJJUVZ 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


NM_UJJU91 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 




Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 

mRNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NMJH5318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-GIu-Ala-Asp/His) box polypeptide 20, l03kD 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ 14936 (FLJ 14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ 1 4936 (FLJ 14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ 136 14 (FLJ 136 14), mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-Iike 4 (ELOVL4), mRNA 


NM 015162 j 


Homo sapiens lipidosin (BG1), mRNA 


NM 021176 


Homo sapiens islet-specific gIucose-6-phosphatase catalytic subun it-related 
protein (IGRP), mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
(NUDT4), mRNA 


NM_0 19091 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ 10997 (FLJ 10997), mRNA 


NM_0 15994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA 


NM 016309 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM_0 13345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 012228 


Homo sapiens pilin-like transcription factor (PILB), mRNA 


NM_006886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1 , mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NM__000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 
mRNA 


NM_033137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, ' 
mRNA 


NM 032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NMJ)33I36 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 1 7), mRNA 


NM 033180 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR5 1B2), 
mRNA 


NM_033179 


Homo sapiens olfactory receptor, family 5 1 , subfamily B, member 4 (OR5 1 B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA ! 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4^ mRNA 


NM 024551 


Homo saniens hvoothetical nrotein FLJ21432 CFLJ21432^ mRNA 


MM 021830 


Homo saniens chromosome 10 onen readinp frame 2 fCl0nrf2^ mRNA 


MM 017972 

IN IVI V 1 1 J 1 


Homo saniens hvnothetical nrotein FLJ20689 (FLJ206RQ/1 mRNA 


MM 020398 

IN IVI UtvJ 7 O 


Hnmrt canienc serine nrntease inhibitor-liVe with Kunitr and WAP domains 1 

(eppin) (SPINLW1), mRNA 


MM 090637 


Homo saniens flhrohlast arnwth factor 22 ^FCSF22^ mRMA 


MM 0191 13 


Homo saniens fibroblast prowth factor 21 ^FOF21^ mRMA 


MM 017996 

IN IVI VI ( /4pU 


Homo saniens hvnothetical nrotein FT J20689 f FI J20fiK<H mRNA 

1 1 L/l 1 \\J oCl\j\\,\\o 1 1 JT JJVUlfcllVdl ^1 Vlwlll 1 LiJiVUO/ yl /, un V_l ^ / V 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


MM OI^QAA 

IN 1V1_U I J TOO 


Unmn canipnc Qemlnoieallv defined hreast cancer antioen 84 f^DRC* AfiR4^ 

nUIIIU ddpiCIld oCl UlUglVvdll V UVlUlwU VJl tojl VdJIL/CI dllllgVll 0*t ^JL/U\^rv\JOt J y 

mRNA 


MM 01^010 

IN IVI 


Wnmn cQnipnc 71'np fin Of* r nrntein *)0f% i ' / MF99 } fi\ mRMA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


iNivi_uu/uyo 


riomo sapiens ciauinn, iigni poiypepnae v L.caj v vvL» i/a^, uanscnpi vanani orain- 

c r% i fl mPK! A 
bpCCUIV, IILTviN/A 


MM 0A9007 
In iVI_\j\Jz.\J\j 1 


Vlrvm/x cor\i*»nc Fi K rr» Klqct crrr*\i/th raptnr A, ^hef^sinn cpprftn rv tra n g fn r in mo nrntein 
nurilU oapiCllb llUIUUldol glUWUI IduiUl *r ^UvUdJlll ocviciuij' llaliaiUlilllllg piUlvlll 


NMJW1833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 

nnnhrsiin mRMA 


MM 09914^ 

IN IVI 1 *r J 


Unmn car>if»Tic MAr^14. nrr^tein fMAf~f14^ mRMA 
flUIlIU odpiCIlj 1N/\VJ1*T piULvlU 1 * / j lIUVl^l/A 


MM 00S909 


U/tmA eQr>if*n c C\ t\tc\\ (*\ n —rr\\ 1 r»l rpppntftr 1R illPR 1 X 1 mRMA 
nUIIIU odpiCUo vj piUlClIl~vUUpiw\i IvvvpiUl lO ^UriMOy, 1 1 1 IVJ N r\ 


MM 001171 

IN IVI \J\J 1 J) / 1 


\-\ r\mr\ cckT\ \f*n c H \m f* i n iivnnemal hes*w nolvnentiHe X i TiM A H X i mRMA 
nuiiiu odpiciio uyiicni, dAuuciiiai, ucdvjr pui y pt^jiiut o ^Lyi^Avrio/, iiiivi^/v 


MM 019976 


Wr»mr» c*ar>i*»nc lf»nlrnr*vrte immiinoolohnlin-liL'e repentAr ciihFamilv A Twithnnt 

OU1I1U bdpiCJld ICUKUtjrlw lHIlilUIHJgHJl/UiIll~IIR.w 1 tV^tJJlUl ^ dUUldlllllj i \ ^Wllliuui 

TA/f dnmain^ mem her \ (W T7^ mRMA 

1 IVI UL/llldlliy, IllVllllSvl » ^ILi 1 / jy llllvl^/V 


NM 012092 


Homo saniens indncihle T-cell co-stimulator HCOS^ mRNA 

l IUI III/ jCL^J 1^/1 lO LllUUVlL/lV 1 \*\J >J 111 1 1 U IC1 vV/1 ylXw'VXOy, llUVlin 


NM_032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


MM 094017 


Hnmn Q^nienQ tinmen hnv RQ ^HOXRO^ mRMA 


NMJH9558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


MM OT777Q 


rtomo sapiens synapioiagmin-iiKe ^ ^ji i l<^-^> irdnbcnpi vdi loin u, rnrviNA. 


MM O94A0O 
IN IVI UZ*K>7v 


riomo sapiens mucin 10 ^iviu^ioy, nxi\iN/\ 


NM_0 18558 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 


NM_014452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 

^ I IN r Ivor L \ )> ITuviNA 


NM 006242 


Homo sapiens protein phosphatase 1 , regulatory subunit 3D (PPPI R3D), mRNA 


xiKyf on/; SMS 


riomo sapiens nomoiogous to yeasi nnrogen permease ^canaiuaxe lumor 
suppressor; ^iNrKZLj, mi\jN/\ 


InIV1_UUDj70 


riomo sapiens protein pnospnatase i, regulatory ^lruiiDiior^ suounu ji^ 

/pppiDTpX mRMA 


MM n066dS 
IN IVl^UUOOH J 


noino sapiens scroiogicdiiy uciuicu cuiun cdiiccr diiiigcii £.0 \OLs\~>\->r\\j&o j^ 
mRMA 


MM 019«00 
INIVI V/JZOUU 


Vfnmn canienc hvnnthetir^i nrntein FT I14S2S ^FT F14S2S^ mRMA 

nomo Sapiens nypuuiciiL'di pruiciii ru itji j ^ru i^tj^jy, iiltvin/a 


NM_004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


MM 017407 
IN IVI IMJ**UZ 


nomo sapiens iaity aciu aesauirdse i ^r/vuoi;, iruviN/v 


NM 031428 


Homo saniens hvnothetical nrotein FLJ 14525 CFLJ 14525} mRNA 

111/1111/ OdfJlVllO Ujr|JUUl^llVCll ^Jl \J Iv 111 1 L-tJ ^ * v—T^j^m^f jy iiiim 1/ l 


NM_025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 1 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAP11P4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


NM 016156 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


NM_006667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 
mRNA 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


NMJ)06320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mRNA 


NMJW4723 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 
mRNA 


NMJ)04706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) i (ARHGEF1), 
mRNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo saoiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NMJ)02913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


NM_005685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant 2, mRNA 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 032943 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


NM 006932 


Homo sapiens smoothelin (SMTN), mRNA 


NMJ)00411 


Homo sapiens holocarboxylase synthetase (biotin-[proprionyl-Coenzyme A- 
carboxylase (ATP-hydrolysing)l ligase) (HLCS), mRNA 


NMJ)30777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 
(SLC2A10), mRNA 


NM 022897 


Homo sapiens RAN binding protein 17 (RANBP17), mRNA 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM 020041 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM_006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NMJ)07285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NMJ)22788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ 10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NMJH47I3 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NMJ)02558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1 , mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin hair, acidic. 7 (KRTHA7). mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM 004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM 006803 


Homo saniens adantor-related orotein Comdex 3. mu 2 subunit (AP3M2), 
mRNA 


NM 005498 

1 W«/ 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 024416 


Homo sanif*nc n«:teo{?lvcin foctpninduetive factor mimecanWOGN^ transcrint 

variant 2, mRNA 


NM_033014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1 , mRNA 


NM 014057 


Homo saniens osteoelvcin (osteoinductive factor, mimecan) (OGN)« transcriDt 
variant 3, mRNA 


NM 016152 


Homo saniens retinoic acid receotor. beta (RARB). transcriDt variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


NM 032977 


Homo saniens casoase 10 anonto sis- related cvsteine Drotease (CASP10) 
transcript variant D, mRNA 


NM 012976 

l^llVI UJL7 1 \J 


Homo saniens casnase 1 0 anontosis-related cvsteine nrotease (C ASP 10) 
transcript variant C, mRNA , 


NM 032974 


Homo saniens oasnase 10 anontosis-related cvsteine nrotease (CASPIO^ 
transcript variant B, mRNA 


NM 001230 

I^IVI \J\J I 


Homo ^aniens oasnase 10 anontosis-related cvsteine nrotease fCASPIO) 
transcriot variant A mRNA 


NM 032992 


Homo saniens casoase 6 aooDtosis-related cvsteine protease (CASP6). transcriDt 
variant beta, mRNA 


NM 001226 


Homo saniens casoase 6 anontosis-related cvsteine Drotease (CASP6\ transcriot 
variant aloha. mRNA 


NM 033133 


Homo sapiens 2 , ,3'-cyclic nucleotide 3' phosphodiesterase (CNP), mRNA 


NM 033125 


Homo saniens oreanic cation transDOrter OKB 1 fOICB 1 V mRNA 


NM 020349 


Homo saniens ankvrin reoeat domain 2 fstretch resnonsive muscle) fANKRD2\ 
mRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


NM 016930 


Homo sapiens syntax in 1 8 (STX 1 8), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (KJAA0793), mRNA 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo saniens ADG-90 Drotein CADG-90) mRNA 

i lv/iiiv/ ouyivu<} rvi/ vj y\j pi vvvtii ii/ vj y \j jy »uu ^ « » 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


NM 019QR4 


Hnmn canipnc menace 0 jinnntncic-rpIateH PVQteine nrotease ^neural nrernrsor 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


in ivi_u jzy o j 


nonio sapiens Cospose z, apupiubiD-rcidicu cyiicuic piuicaoc ^ucuiai jjicv^uioui 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 

rf»11 PYnr#»cc<»H H<*vf»1nnm*»ntallv Hnwn-rpaiilatpH 9^ fCASP^ transcrint variant 1 

mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

fTNPPQPARt tMncrrint variant 1 mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

fTTvJFP QF£R\ rnnc/rint variant Mr^Rf mRNA 

\ i in r Ivor OBJ, iranscnpi variani ivioov^, mr\jN/\ 


NM 001224 


Homo saniens casnase 2 anootos is- related cvsteine Drotease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF1 1), transcript variant 2, mRNA 


MM 001701 


nomo Sapiens tumor necrosis iactor ^iigana ) superiamuy, memoer 1 1 
(TNFSF 1 1 ), transcript variant 1 , mRNA 


IN IV1 \J\I.J*r\fy 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
vot^ i d 1 1 j, nuviN/\ 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuciear gene encoding mitocnonunai protein, miviNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encooing rniiocnonanai protein, iiunjn a 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


MM 019QQA 


nomo sapiens caspase y, apoptosis-reiatea cysteine protease (CAoryj, transcript 
variant beta, mRNA 


NM 001990 

IN 1V1 UU 1 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


MM 00414^ 


nomo sapiens caspase j, apoptosis-reiatea cysteine protease (CAor jj, transcript 

variant alnho mRM A 
Vol IdJll aipilo, HUVIN/A. 


MM 019QQ1 


nomo sapiens caspase j, apoptosis-reiatea cysteine protease (LAorj transcript 
variant beta, mRNA 


MM 0H0S7 


nomo sapiens onaciory receptor, iamny z, suDtamuy d, memoer z (UKzdZ), 
mRNA 


MM OnO^I 
1NIV1 UjjUjI 


nomo sapiens tnymic stromal co-transporter ^ i auu 1 ), mKJN a 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


mm m^nrn 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


MM finnriA 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


mm mmn^ 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(ucrtAr j, transcript variant mruNA 


MM 011004 


nomo sapiens oeatn enector niament-torming ced-4-iiice apoptosis protein 
^L/ErLAr ), transcript variant a, miviNA 


NM_0 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 

fFlPPPAPt troncm'nt variant R mPMA 


NM 000088 


nomo sapiens collagen, type i, aipna i ^lul i a i j, itlkjna 


NM 01Q10S 


nomo sapiens lenascin ad ^ 1 in ad ), transcript variant ad, mrvJN a 


NM 011016 


nomo sapiens oeta-gaiaciose-j -u-suno trans lerase j ^ualjj i^J 5 mKJN a 


NMJ)33029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

mRMA 

UllviN/A 


NM 01109R 


nomo sapiens Daraet-Dieai synurome 4 ^doM;, rnivfN a 


NM 091807 

IN 1VI \J£. I OV / 


nomo sapiens secretory protein oclo ^ocLo ) y mKiN a 


MM 090117 


\-Jr\mr\ nni'onc DID orcrvniifa/^ nrAtain 1 //"ID A CDI \ mD\I A 

nomo sapiens vjrivir-associaiea protein i (UKAori ), mKiNA 


NM 01S111 


nomo sapiens mitogen-activatea protein Kinase o interacting protein j 

(MAPKRIP^ mRMA 


NM 014006 


Haitio canifn c PT_'^«lrin'ac/»_r<^lQff>H Una co Q \A C\ _ 1 ( Q\AC\ 1 \ mPXIA 

nuuiu oapiciib i i-j-NiiidoC-rctaicu KiiiaoC oivnj-i ^oivivji ) 9 1 1 1 ivin r\ 


NM 091014 


nuiiiu sapiens coiuin z ^musciej ^LrLZj, rruviN a 


NM 019S90 


nuiiio bapiciis nypouiciicai protein ladjo i oh ^ao do i o*ty, miviNA 


NM 019091 

1NIV1 \Jj£.y£.J 


noiiiu sapiens nypuuieiicai protein iviov^iouzj ^iviu^ louzjy, uiivinja 


NM 032917 1 


Homo ^aniens hvnothetical nrntein MCiC?848 (MCiORAR} mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ 14981 (FLJ 14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ 14926 (FLJ 14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ 14529 (FLJ 14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC 15631 (MGC 15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC4618 (MGC4618), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC 10974 (MGC 10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJ) 15650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP566J2046), mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FLJ 14356 (FLJ 14356), mRNA 


NMJ)30631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mRNA 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KJAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC2615 (MGC2615), mRNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 

r Ijl t- i n 


NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protein FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FLJ22378 (FLJ22378), mRNA 


NM 025061 


Homo sapiens hypothetical protein FLJ23420 (FLJ23420), mRNA 


NM 024967 


Homo sapiens hypothetical protein FLJ 1 1637 (FLJ1 1637), mRNA 


NM 024898 


Homo sapiens hypothetical protein FLJ22757 (FLJ22757), mRNA 


NM 024877 


Homo sapiens hypothetical protein FLJ 13265 (FLJ 13265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FLJ22527 (FLJ22527), mRNA 


NM 024719 


Homo sapiens hypothetical protein FLJ22474 (FLJ22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 (FLJ20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC 10796 (MGC 10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 


Homo sapiens hypothetical protein FLJ 13 852 (FLJ 13 852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 022842 


Homo sapiens hypothetical protein FLJ22969 (FLJ22969), mRNA ! 


NM 022737 


Homo sapiens hypothetical protein FLJ 1 3055 (FLJ 13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FLJ 13046 similar to exportin 4; KIAA1721 
or fFLJ 13046} mRNA 


NM 022437 


Homo saoiens ATP-bindine cassette sub-familv G (WHITE), member 8 (sterolin 
2HABCG8) mRNA 


NM 022135 


Homo saDiens DODeve orotein 2 (POP2). mRNA 


NM 022066 


Homo saniens likelv ortholoe of mouse ubiauitin-coniueating enzyme E2-230K 
(E2-230K), mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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xiy 090994. 

IN [VI u^Uiit 


Hnmn canipnc hvnnthptiral nrntpin DKF7n5470146 rDKF7n^470l46V ITlRNA 
nornu adpiens ny puuiciicai proicm L/rvr z-»pj*r / v_/ 1 ~v \wi\r lj; jt / w 1 ■» w;, uuvnn 


NM 019064 


Homo sapiens hypothetical protein (FU 10832), mRNA 


xrxjf ft i on i 9 


nomo sapiens pnospnoinosnoi j-pnospnate-oinuuig piuiein-\£ ^rcrrt/, mrvi^rv 


XTKvf ftlfiAl^ 

INM UioOjj 


Urtmrt Mnlonr hi/nnthpti/*Q 1 nrntPin PRfY?Q00 fPRfY^QOO^ mRNA 

riomo sapiens nypoineucai proiein rt\Aj£.yv\j \r i\.u^7uu ) y mi\jN/\ 


N M_U 1 ooo / 


Homo sapiens nepatocenuiar carcinoma-associaieu gene i vjlo ^luv/jj7uo^ 

mPM A 

rniviN a j 


IN IVl_U I o*t*t 1 


Hnmn conipnc nprftYicnmal franc 9-Pnnvl PrtA rpHllftPKP* niltative short chain 

nomo sapiens peruAiMjrnai inula ^•"•ciiuyi vun ivuu^uuv, puumvv jmuu vuam 
alrnhnl HphvHrnopnacp fH<s A? SO^O^l mRNA 


MM 01RAA5 

INIVl U 1 OO 1 *-/ 


Unmn canipnc hvnnthptiral nrntpin HF^6 fHFS6^ mRNA 


in ivi u i /yo / 


Rnmn canipnc hvnnthpfirfll nrntpin FT J?08^0 fFIJ208S0^ mRNA 


MM 0 170 14 


Hnmn <:anipn<: hvnothetirfll nrntein FT J20640 fFLJ20640^ mRNA 


MM 01700^ 

IN 1V1 \J 1 / 7UJ 


Hnmo c^nipnQ hvnothptipal nmtpin FT 190621 (V\ J20623^ mRNA 


MM 017799 

IN IVi U I / / £Z 


Hnmn QflnipnQ hvnnthpfiral nrntpin FT J20244 ^FT J20244^ mRNA 


MM 017668 

IN IVI \J 1 /QUO 


Hnmn *anien<; T T^ 1 -intenictinp nrotein NIJDE1 rat homoloe fNUDEH mRNA 


MM 017616 

IN IV! U 1 / O I D 


Hnmn <:aniprK hvnnthptiral nrntpin FI 120004 fFTJ20004 1 ) mRNA 

rlUIIlU oa|JlCllj llj pi/ill vLl^Cll plvlvlil I £r\J\J\J~ \i LiJtUvVT^j nuviirv 


MM 01 8 IRS 

IN 1V1 U I 0 I O J 


Hnmn canipnQ hvnnthptiral nrntein FT J 10704 fFIJ 10704^ mRNA 


MM ft 18074 
IN 1V1 \J l OU / *f 


Hnmn canipnc hvnnthptiral nrntpin FT T10174 ^FT J 10174^ mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


MM ft 18040 
IN IVI UloU*ty 


u Amn eon : pnc h\mnth^ttra1 nrntpin FT T10907 ^FT T10?Q7^ mRNA 
riomo sapiens nypuineiicdi pruicin rLj iv^7 / ^ru i\j*.y i j, nuviNrv 


MM 018098 


U nm « c « n ; pnc hvmnth^tiVal nrntpin FT 11091 1 fFT 11 091 1^ mRNA 

riomo sapiens nypouieiicdi proieni rLrj iuzi i \ru i i /, n uvin/a 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


niacin 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_0 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
^ i iNrtvoroD j, transcript vanani z, rniviN a 


NM_0 16289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens OlUl-2 tor gonaaotropin inauciDie transcription repressor-/ 
(U1U I -Z), ITlKJNA 


XIX vf C\ 1 H 1 ACS 

NM_U16l4y 


Homo sapiens protein inniDitor or acuvaiea mai protein ri/\oy ^ri/\o r ), 

ml? XT A 


lNIvl_UlDoy / 


nomo sapiens protein inniDitor 01 activateQ siai proiein ri/\oy ^ri/\o t j, 

mpXJ A 


MM 016^81 
INIVl U 10301 


Hnmn canipnc PPQIT H mRNA 

riomo sapiens cv^oi i i£yj), iilivin/\ 


MM ft 16A7Q 

in ivi u i o*t / y 


nomo Sapiens nypoineiicai proieiii ^luv/J i^tu;, uuvi^irv 


MM ft 1£474 
IN iVi U 1 Of / ** 


nomo Sapiens nypouieiiwdi proiein ^lu^j iz.tty, hiivi^a 


MM 0160Q4 
IN IVI \J 1 OU^H 


U« mn comVnc WQPPnA9 nrntpin (\ OP SI 1 99 ^ mRNA 


MM 01SQ47 


Hnmn conipnc PHT-19 nrntpin (\ DPS 1 001 mRNA 

nomo sapiens i^oi-iz proiein ^luv^ j i uu i ), mivixrv 


MM 016475 
INIVl U10**/J 


Wnmn conipnc hvnnthptiral nrntpin fH^Pr*9 1 ^ mRNA 

nomo sapiens nypouieiiLai proiein ^norv-^i jj, inivi^rv 


MM ft 1 6A57 
IN IVI UlOfJ/ 


nomo sapiens protem Kinase yjl ^rivL/zy, iiuvinav 


MM 0 1 6 1 1 1 
INM U 10 1 1 1 


Hnmn canipnc WTAAn£$n opnp nrnHnrt ^K" T A AOriR^^ mRNA 

riomo sapiens ivi/vauoo j gene proouci ^rvi/\/\uooj j, iurvi>r\ 


MM ft14ft4Q 
INM 


Hnmn conipnc XT P 1^009 nrntpin rMPrWV}^ mRNA 

riomo sapiens iNruuuz protein ^iNrLJvozj, mrviNrv 


INM U14VOi 


n» m » eo**i*»«o VTA A f\Q£1 nrAtAin /I/ T A AfiQA^ mRNA 

Homo sapiens maauvoj protein ^i\j/\/\uyo j mi\iN/\ 


INM U 1 jj / 1 


U ftmA ennione CI ]\Af\ 1 cn^r^ifir' nrntp^CP /'C T TC D 1 \ mRNA 

riomo sapiens ouiviu-i-speciiic protease ^juon ^, iiltun/\ 


NM Ul^/oV 


U rtm - ronianc VTA AA^Ofi ftonp nrAHnrt /'VIA A0A9R^ mRNA 

Homo sapiens kiaauozs gene prouuci \t\.i/\/\\jo^o) 9 uu\rit\ 


XIKjI A 1/17 1/1 
INM U14/14 


II ftfVI - nnnJonp VTA AH^OH apnp nrn/4imt /VTA A 0^00^ mRNA 

Homo sapiens KiAAuoyu gene prouuci \i\>if\/\\jjy\j hhvin/a. 


MM 01A75Q 
INM UI4/JO 


Hnmn conipnc VTAArt9^4 o*»np nrnHnrt /K' I A A09 mRNA 

nomo sapiens j\.ij\j\\jzd £ * gene prouuci \r±ir\t\\j£J L */, mr\j>ir\ 


INM UI4UOJ 


Homo sapiens h i uu i protein i^n 1 uu i mrsjN/\ 


NM 014170 


Homo <;aniens HSPC135 Drotein CHSPC135) mRNA 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-1), mRNA 


NM 006701 

1 ^ !▼ A WW # W ■ 


Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo ^anien<; RAS-related on chromosome 22 (RRP22} mRNA 

1 I UllIU ijfl Lr 1 Wilw 4^^* 1 VIUlvU x/ 1 1 VIII W ■ ■ ivjv IHV _ V **** / 9 1 1 11 V* * + * 


NM 006087 


Homo aniens tubulin beta. 5 (TUBBS) mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


MM ftOSRIS 

INiVl UUJOl J 


Hnmn canipnc Kmnnpl-rvnp rinc finder fC2H2^ fZK 1 ^ mRNA 


IN IVI_UU JO 1 / 


Unmo conipnc paron Qplprtinn nrntein fmannose 6 oho^nhate receDtor binding 

protein) (TIP47), mRNA 


NM OftSROI 


Homn c^nipnc nntativp translation initiation factor fSUIl^ mRNA 




Homo QanipnQ POP7 fnroee^sine of orecursor S cerevisiae^ homolot? fRPP20^ 
mRNA 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


NM 004970 


Unmn canipnc inciilin-lilfp ornwth factor hindinp nrotein acid labile subunit 
HGFALS^ mRNA 


NM 004945 

1^1 1V1 VU*T7tJ 


Hnmn sanipnQ Hvnamin 7 fi")NM2^ mRNA 


NM 004283 


Homo ^aniens RABID member RAS oncogene familv fRAB3DV mRNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
f22kD PDSW^ fNDUFBlO) mRNA 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA ! 


MM 004877 


Wnmri canipnc olia matiiratinn factor pa mm a ffiMFCi^ mRNA 

liUiUU 3d|JlGIl3 gild llldlUl dill/11 la<si\jl j gcuiuiiu ^vjivii vj jy uuviio 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


INIvl UU'tU'f't 


noino sapiens j~a.iTiinoijniuazwic*^~caj lhja<uiiiuc ituuuuvicv/iiuc 

LOI Iliy lUaJlblClaov/ llVlr Cy LlUIiyuiUlaoC yr\ I i^Jy iiuvi^r^ 


"MM (\C\A1 1 5 


UA m A oniAnc XI Qpvlcnktnoncinp a m i H n h vH rn 1 a c p ^artH rpramiHacp^ ( A^AH^ 
nOIuO Sapiens IN-aCyiSpniJIgUMIlC allllUUIljrUIiJldoC ^dLrlu L'CiaiJiiuaoc^ ^njnny, 

mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


IN 1V1 \J\JJ III/ 


Hnmn Qanipnc ^n7 tranQcrintinn factnr T^P7^ mRNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


IN 1V1_U UUjH j 


noino bdpienis opningornyciiii piiubpiiuuicbLcidoc i, dviu i^uouinai ^aciu 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromatm, suoiamiiy a, memoer f ^oivij i \i\.^/\hj, iilivin/a 


INM_Uo\£oU/ 


riomo sapiens proieasome ^prosome, macropam^ zo^ suuunu, non-n i raoc, i 
(PSMDl), mRNA 


MM nno7H4 


riomo sapiens pro-piaxeiei oasic proiein ^mciuues pidicici udoic pruiein, ucid- 

t V-, mmKnn ]r\Y\i 1 1 in pnnnprtivp ticcnp.ar>tivatino npntiHp TT1 npnlrnnhilo-activatino 
UiromDOglOOUIiri, vUnilCvliVC ll2>dUC~dCUVdllIlg pcpiiuv ill, uvuuu^uu atuvauiig 

npntiHe-7^ ^PPRP^ mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1 A2), mRNA 


MM fifi 

IN IV1_UU 1 Oo / 


nomo sapiens /\i i byiiuicioc, n~ iranbpuriiug, iiiiiuwuuuuiidi ri i/uiupiwA, ucua 
cnhiinit ^ATPSD^ mRNA 


MM 0701 


Wnmn canipnc n71fPDI£N1 A^-artivatpH Winamp ri (PAK6} mRNA 


MM 017^^7 

INIVl \Jj£,\}j 1 


Homn canipnc hvnnthptiral nrntpin MOPI 0447 (MCwC 10442^ mRNA 
nomo 5dpiCIld Iljr pUUlCllV/dl piuiwlll ivivjv^ i v*t*t^ ^ivivjv^ i vy*r*ri. jy iiiivi ^r~\ 


MM 017^71 
1NIVI yjjLj / I 


\Js\mr\ canipnc PflF-lilfp mfiHiilp-rnntainino miicin-likp rpcpntnr FMR5 fFMR3^ 

nomO oaUlClli CVJi llfk.C lllOUUlCCUllldlJIlllg lliuvill'llivv ivwtjjiui — > ^i-avirwy, 

mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (0RNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMNl), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ 10774 (FU 10774), mRNA 
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NM 024637 


Homo sapiens beta-galactoseO-O-sulfo transferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo saniens hvoothetical orotein FLJ 13409 (FLJ 13409), mRNA 


NM 020796 


Homo sarrien*; sema domain transmembrane domain (TM). and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 

1 1 T X V 1 ■Jim VJ 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


NM 012231 


Homo saoiens PR domain containing 2. with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 




Homo ^anipnc PR domain containing 2 with ZNF domain f PRDM2). mRNA 


NM_0 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
nro nCIAAOfifin mRNA 




Homo ^anienx nSl reoulated PA26 nuclear nrotein ('PA26). mRNA 


NM_0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 

Qpnnpnrp 1 fFMR9^ mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


IN M^UZZUHU 


UnmA canipnc \X/i Hi *amc_RAiir<»n cvnHrnm^ rhrnmfl?nmP rpoion S ^'^rtARSCRS^ 

nomo Sapiens vviiiiams~Dcurcii syiiuiunic uilujihuduiuc. ivgiuu j \ »» ujv^iwy, 
transcript variant 1 , mRNA 


IN IV1_U JZ*f O** 


UnvYtn conipnc W/ i 1 1 i q m c-VXt^M re*r\ cvnHrnmp phromoQomp rpoion S f WR^i R 
nomo sapiens w iiiidins~Dcurcii syiiunjiiic cilhjihuo*jihc ivgiua j \ itujv^iwj, 

transcript variant 4, mRNA 


XJXyf A^O/lAl 

INM_UOZ40J 


Hnmn emipne \X/i Iliiimc-R^itrpn cvnHmmp rhromo^omp rpainn S f WR^CRS^ 
nomo sapiens wiiiidins-Dcurcii syuuivniic cilujuhjovmuc icgiun j \ »v uourvj^, 

transcript variant 2, mRNA j 


IN IV1_U 1 *t i 


nomo sapiens wiiiiains-Dcurcn syuuiuiuc viuumuovinc ic^iuu j \ »» u jv^ixj 
transcript variant 3, mRNA 


IN IVl_u J 1 


LJ/vfMA cantpnc \A/i1li^mc-Rf»nrpn QvnHrnmP phromo^omP TPPlOn 1 ( WR^PR 1 ^ 

nomo sapiens wiiiiaius-Dcurcii syuuiuiuc tiuuinujumc i^giun i ^"uo\^i\i/, 
transcript variant 2, mRNA 


NM OOYvJ'M 


Hnmo canipnc nnlvmpncp TRNA^ IT ^DNA directed^ nolvneDtide J (\2 3kD^ 
(POLR2J), transcript variant a, mRNA 


NM 0190^0 


Hnmn conlpnc nnlvmpMQP ^R"WA^ II Z^DNA Hirprtpd^ nolvoentide J ( 1 1 IkF)^ 

noIIlO Sapiens puijrlllCiaSC ^IVI^/V J ll un tvitu ) jjuij'jjtpiiut. j ^i_7.jivi-/y 

(POLR2J), transcript variant b, mRNA 


lNlVl_UJZ7JO 


U Am A nnionr nnNmoraco / D \J A \ T I A H t rPT* t f*{\ \ r\(~\\\JT\£ % Y\\\(\p' Ills \ H) 1 

nomo sapiens polymerase ^ivin/a ) u ^l/in/\ uircvieu^ poiypepnuc j \ ij.jklsj 

/'POI ROh troncrrint vannnt r mRNA 

\r\jLtt\ZJ ) y ucuiscnpi vdriaju inrvj>/\ 


nm nn?A04 
in ivi_uu^oy't 


nomo sapiens polymerase n ^l/iia unctitu/ puij'ptpiiut. 
/'POI R?r^^ trancrrint variant alnha mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 

fPOT R9I^^ trancrrtnt variant tramma mRNA 
yrvyH\x,v^, HaJiDCiijJi vaiiaiii gauiiuia, niivj^n. 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


nm nnnon 

[NM \J\J\)yjl 


Unmrk canipnc nbcminnopn artivatnr ti^QiiP TPT AX^ tran<IPrint variant 1 mRNA 
nomo sapiens piaoiiimugcii aviivauji, lidjuw ^ilai iiajio^iipi vqj ioju l. , niiuin 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


INIVI_UJjU l J 


riomo sapiens nuciear receptor suoiamuy i, group i, iiicmDcr i. ^inim iz.^, 
transcript variant 3, mRNA 


iNivi_uujofiy 


nomo sapiens nuciear recepior suoiamuy i, group i, inciiiocr z. ^mvi iz,^, 
transcript variant 1 , mRNA 


IN M^UzZUU/ 


nomo sapiens nuciear receptor suoiamuy i, group i, mcmocr z ^inim izj, 
transcript variant 2, mRNA 


INM_UZZl /U 


nomo sapiens wiiiiamS'Deuren synuromc cnroiiiusuiiie ic^ivii i ^woov^rvi^, 
transcript variant 1 , mRNA 


NM_032408 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 B (B AZ 1 B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta>like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sar>iens zinc flneer orotein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


MM 0120^0 


Homo *anien^ 7inc fineer nrotein 278 fZNF278\ transcriDt variant 2. mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


IN IV1_U jjUvJ 


Unmn cQmVnc opnpral trancrrintion fartor IT i ( CiTF9 1^ tran^rrint variant 5 

mRNA 


INlvl \J\J I J 1 O 


Unmn camVnc opneral trancrrintion factor N i ( CiTF91^ tranccrint variant 4 

IlUlllV/ baUlCIlb tiCllCltll U Olldvl IL/llwll luVlUl 11) 1 \VJ 11 ***Jj UCUIOVIIJJI rai lain t ? 

mRNA 


mm niiom 


Unmn camVnc opnpral tranQrrintinn factor II i f(~iTF9n tranccrint variant 1 

mRNA 


MM 011000 


Homn canienc oeneral transcrintion factor II i (G I F2D transcriDt variant 2. 
mRNA 


NM 032999 


Homo ^aniens eeneral transcriotion factor II. i fGTF2H. transcriDt variant L 
mRNA 


NM 002904 


Homo saDiens RD RNA-bindine Drotein (RDBP), mRNA 


NM 002755 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo ^anien^ nentidvl nrolvl isomerase H fcvcIoDhilin H^ fPPIH) mRNA 


NM 001611 


Homo ^anif»n^ alkaline nho<»nhatase intestinal fALPH mRNA 


NM 021 151 


Homo ^aniens carnitine O-octanovltransferase fCROT). mRNA 

A 11/11 lv kjdL/ 1 vl lO WCXi 111 111 lv V/ vvUUIv J 1 U UJ1J1VI vWV I vi x, A / j II u X-L * i % 


NM 005090 

l^llVl \J\J ~J\J s\J 


Homo ^anien^ nhosnholinase A2 ptoud IVB fcvtosolic^ fPLA2G4B) mRNA 


NM 000174 


Homo Qani^n^ evri^ion rpnair cro<;s-comnIementine rodent reDair deficiency 
complementation group 6 (ERCC6), mRNA 


MM 020157 


Homo QanipnQ otoraolin fOTOR^ mRNA 


mm oiriii 


Homo Qaoi<*TiQ nolvhromo 1 ^PR1^ mRNA 


MM 018165 


Homo QaoipnQ nolvhromo 1 TPRI^ mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


MM 019110 


Unmn conipnc rl^aftif>cc Inpiic accnniofpH nntativp oimninp mirlpotiHp PYf*nanop f 

fDFI OFF^ mRNA 

^ L/LiLiVJ L-jI Jy 1 1 LI vi 1 fx. 


NM 007061 


Homo ^anipn^ ^enim constituent nrotein ffytSF55^ mRNA 


MM 005179 


Homo <;anipn<» mvo<»in IA fMYOl mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
ronapnital adrenal hvnernlasia^ noIvoeDtide 2 fCYP21 A2^ mRNA 


NM 000063 


Homo ^aniens comnlement comnonent 2 (C2^ mRNA 


MM 01407R 


Unmn canipnc mitorhonHrial rihosomal nrotein L.11 TMRPL.11^ mRNA 


MM 0? 1 114 


Hnmn QnnipriQ mitnrhonHHal rihosomal nrotein 1.21 fMRPL21^ mRNA 

riUIllU OdL/lClIo lilHUvilUllUl ldl 1 11/VFdWlliai piuiwui x^itm^f ^iviiva i-j^J Jy iiuviin 


MM 090949 


Unmn canipnc a Hisintpcrrin-liVp and metal lonrotease Trenrolvsin tvne^ with 
thrombosDondin tvDe 1 motif 9 (ADAMTS9) mRNA 

11 11 \JI Hl/UDp'VJllX-llll Ijr \J\* 1 lllvill, ✓ \TxAJ**~ly *. m. OS jy tlHVliJi 


MM 018094 


Homo sanipn*; HI to ^ nha<;e transition 2 fGSPT2^ mRNA 


NM 014180 


Homo ^aniens mitochondrial ribosomal orotein L22 fMRJ ) L22^ mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


MM fll^lR^ 


J-Inmn conipnc CIJ'J _Hrimc»in nrntpin ^ ( nnricin^ ( ^HIOS^ mRNA 

nomo bap l cnb orij*xiuinaiii pruicui j ^pviiiuiy ^onjiy^ j 9 1 1 1 r\_i ^ i\ 


NM_006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000115 


Homo sanien^ Fanconi anemia, comolementation firouD A ( FANCA). mRNA 

1 IV/ 11 l\J Jd|yiVllO 1 CU 1 Will UllVllllUj Wll V1*IW*I M*H W »■ W»J^ 4 «. t »»■« 'W* * / * * • *■* ' * * 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (P0LR2F), 
mRNA 


NMJ)04167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 5 
(SCYA15), transcript variant 2, mRNA 
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MM fk17QA5 


Unmrt cQnipnc email inrliiriHlp pvtnlfinp ciihfamilv A fCvQ-i^v^ mpmbcr 15 
ilUUIU dapiCllS Slllall IHUUvlUlC wYiUMiic bUUlaiiii'7 \^jo\*tjo J f mwiiiw*. * 

i SCYA 1 tran^crint variant 3 mRNA 


IN iVI VJX71TT 


HnmA cam'pnc email indnrthle cvtokirip enhfamilv A fCvs-CVO member 15 
fSCYA15^ transcriot variant 1 mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


MM 007057 


Hnmn <:anipn<: 7W 1 0 intpractnr i ZWFNTl transcriot variant 1 mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


IN IVI UUJZOZ 


riomo sapiens iransiocaiion proicm i ^ i lu^i;, miivin/\ 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


XTXvf f\(\A 1 £#C 

NM_UU41t>0 


riomo sapiens smaii lnuucioie cyioiune suDidmiiy a vvy^ ^/^/» mcinucr **♦ 

/C V A 1 A\ troncrrint variant 1 mRMA 

^oL* Y a 1 4 j, iranscnpi vanani i , imviN/\ 


NMJ)32963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 

( Qf* 1 V A 1 /f\ troncrnnt varisnt 1 mRMA 

(oL, i A 1 iranscnpi vanani j, mi\.iN/\ t 


MM niOOAO 


Unmr* coni^nc email inrlnriKIp rvtAlfinP <Illhfami1v A f f V^-Ov*^ ITIPmhpr 14 
nOulO sapiens SlTldll lllUUCIUlc tyiuxiuc auuiaiuiiv r\ yysjo K*yaj, iiituiu^i i*t 

(SCYA14), transcript variant 2, mRNA 


MM A? 19 10 

in ivi uziziy 


UnmA contAnc i 1 1 r> r-t ir\n a 1 orlh^cinn mAlppnIp 7 riAM7^ mRMA 

riomo sapiens juniuonai auiicoiun inuivcuic \jr\ivi4, j y inivi^irx 


MM A144^£ 


Uama conipnc nmarammpH rptl Hp^th 4 ^nponlaQtip tTTin^fnrmatinn inhibitor^ 
nomo SdpiCnd piOKI<»r«UIlCU LCI! UCdlll *t ^ntAjjJiaoiiv uojioiui mauuu umiuuui^ 

^p^^^4^ mRMA 


MM 004107 

IN IVI UuH 17/ 


Hnmn <;anien^ ^prine/threonine kinase 19 (STK19^ transcriot variant 1. mRNA 


MM 007914 
IN 1V1_UU / L 1 4 


Haitia cqaJptic QPr^fi^ pnHAnlnQmir rpticiilum tran^locon comnonent ('S 

nOIIIO I>clL/IClIa OCv^UJj CllUwUltlOIIIIW l&liwuiuill uoiioivwii V/Uiiipuiiwiii 

rprpvwiap ^PP^IT 'i mRNA 


MM OO^ftOR 


1-1 Am a canipnc nrAtpin tran^lnpatifin enmnlex beta TSEC61B^ mRNA 


MM 00109ft 
IN IVI UUIUZO 


Haitia Q^nipriQ rihA<:Amal nrntein S2S TRPS25^ mRNA 


MM 001099 
IN IVI UU 1 UZZ 


u nmn canipnQ rihA<iAmal nrntpin SI 9 fRPS19^ mRNA 


NM 001021 


Homo sapiens ribosomal protein SI 7 (RPS17), mRNA 


MM 001090 
INM \}\}\\jL\} 


riomo sapiens noosomai pruicui 010 ^ivroiuy, iilivin/a. 


NM 001018 


Homo sapiens ribosomal protein SI 5 (RPS15), mRNA 


NM UUIU1 / 


riomo sapiens noosomai protein o i j ^ivro i j ) y itiivinav 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


NM_U029U7 


riomo sapiens Keci^ protein-UKe ^l/ina nencase yi-iiK.e^ ^ivcv^v^l^, iranscnpi 
variant 1 , mRNA 


N1V1_U3Z941 


Homo sapiens Kecv proiein-iiKe ^uina neiicase v^i-iiKe^ i % ivcv^v |L '/> ininstripi 
variant 2, mRNA 


XIX if A*> 1 1 OO 

NM_Uzl 128 


Homo sapiens polymerase ^kjnaj ii ^uina airecieaj poiypepnuc l, \ / .oku) 
(POLR2L), mRNA 


NM006233 


Homo sapiens polymerase (KIna; ii i^uina airecxea; poiypepnae i ^i^.jkjj; 
(POLR2I), mRNA 


XlXif aa*ctio 

NM_006232 


n AW , rt -mlxrmnr^ra /D XI A \ II /HMA rl i rt*r-tt*A ^ r»Al\/ApntiHp H /'POI R9Hi 

Homo sapiens polymerase ^Kina^ 11 ^uina aireciea; poiypepiiae n {r\jL,t\zn.) y 
mRNA 


NM_Q02695 


Homo sapiens polymerase (KNAj 11 (una aireciea; poiypepiiae c ^zjicu; 

/D/^kT DOC\ mDMA 

(rULKZbj, mKlNA 


XfXiC AA/IOAC 


Homo sapiens polymerase (KJnAJ 11 (uina aireciea; poiypepiiae u ^ruLiuu;, 

m D\l A 


MM 000017 

in iw_uuuy 3 / 


u ArnA conipnc nnlvmpncp fRMA^ II THMA Hirppted^ nolvnentide A i / 220kD^ 
noino sapiens polymerase ^ivin/\ ) n ^l/in/\ uucvlcu^ pui/|jc^iiuc rv 

(r L/L»iv*i A )y mxvJNA 


MM 001011*7 
IN IVI UUlVo/ 


Uaitia oontonc otc vcinQnt npnp A fTPT AflPAOPIlP^ ^PT Vfi 1 mRMA 

riomo sapiens eis van<mi gcuc o ^ i ci-» uiivugviicy ^t-* i v w/, uuviin 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo'sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c, 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 

— D XT A 

mRNA 


NM_UUZ359 


Homo sapiens BH-protocadhenn (brain-heart) (PCDH7), transcript variant a, 

r> XT A 


NM UIOjoU 


Homo sapiens protocadhenn 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 

r> xi a 

mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2, 
mRNA 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant I, 
mRNA 


NM_006575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NM 002587 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1, 
mRNA 


NM 004759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1, mRNA 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 2, mRNA 


v it / A1^f If 

NM 032515 


T T * f\ 1 s*\ i . | • 1*11 j 1*1 f >™v v r y x t-^ xt* 

Homo sapiens Bcl-2-related ovanan killer protein-like (BOKL), mRNA 


XTXA A1 (1// 

NM 015166 


Homo sapiens KJAA0027 protein (MLC1), mRNA 


V TV M r\r\ 1 1f\ c 

NM_001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1 , R-cadherin (retinal) (CDH4), mRNA 


vii / AAtTA^ 

NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p4 1 ) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1 , mRNA 


NM_032459 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant II, mRNA 


NMO 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1 , mRNA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 03 2466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM_020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NMJM4217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NMJ)31498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NM 031311 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


NM 022768 


Homo sapiens RNA binding motit protein 15 (Rr5Ml:>), mRNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NMJ) 14330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 
(PPPlR15A),mRNA 


NM 014522 


Homo sapiens protocadhenn 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTMl), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


NMJ)00938 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 
(POLR2B), mRNA 


NM.00I372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mRNA 


NM 005 111 


Homo sapiens crystallin, zeta (quinone reductase)-! ike 1 (CRYZL1), mRNA 


NM 004381 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mRNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 023937 


Homo sapiens mitochondrial nbosomal protein L34 (MRPL34), mRNA 


NM 022567 


Homo sapiens nyctalopin (NYX), mRNA 


NM_022467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NMJ) 16557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


v T % A A 1 / 1 AS 

NM 016116 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB 1 ), mRNA 


NM 016115 


Homo sapiens ankynn repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 014398 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NM_0 14434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


NM_004860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


NM 006850 


Homo sapiens interleukin 24 (IL24), mRNA 


NM 006541 


Homo sapiens thioredoxin-hke 2 (TXNL2), mRNA 


NM_004662 


ww • 1 • II 1 » • ■ /T™W TAT T i^k \ . _ • a 

Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1 , mRNA 


NM_000029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-hke 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


NMJ)32955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1, 
mRNA 


NGJ)00010 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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NM 031282 


numo sapiens immunoglobulin supertamily receptor translocation associated 1 


NM_03128I 


nuinu sapiens immunoglobulin superiamily receptor translocation associated 2 
fIRTA2^ mRNIA 


NM_000767 


wuiiiu bdpiens cyiocnrome r*ou, suDramily UrJ (pnenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


nuinu sapiens posirepiicaiion repair protein nKALMop (RAD 18), mRNA 


NM 001710 


iiuuiu sapiens D-idcior, properam (or), nvKJNA 


NM 021800 


nuuiu sapiens j domain containing protein 1 (JDP1), mRNA 


NM 020404 


» vim/ iapienb lumor enaoineuai marKer I precursor ( I EMI ), mRNA 


NM_006672 


nuiuu sapiens soiuie earner tamiiy n (organic anion transporter), member 7 
CSLC22A7^ mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6) mRNA 


NM 017495 


Homo *anif»nc cpKdn rHQDWACPn^ m nxt a 
iiuijiu sapiens btZuHU ^IiolviN Aoto ), mivINA 


NM 001632 


numu sapiens aixaime pnospnatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo SaniPnQ lv*ta tubulin 1 place \/t f~n IDD 1 \ m n\l A 

i luiuu iapicio ucw lUPUJin 1 , ciass V 1 ( 1 UUo 1 j, mKJN A ! 


NM 020643 
NM 020644 


Homo *\H rt i t*n <j rhrnmncnnip 1 1 nrtort rooHmn A-n**-*^ 1 iC //~* t i — z' \ »-»vr a 

" u '" u aa^icn^ tiiiumuwinc 1 1 open reaamg irame lo (CI lortlo), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorf!5), mRNA 
nurno sapiens enromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


numo sapiens j nucieouaase, mitocnondrial (NT5M ), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


NM 007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 

GEFIH mRNA 

\Jl~tl III, IllJ\JN/\ 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM 006105 

1 '1*1 VVVI 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 


NM 005637 


numo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8) mRNA 


NM 001213 


nomo sapiens enromosome 1 open reading frame 1 (Clorfl), mRNA 


NM 002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1) 
mRNA 


NM 003492 


numu sapiens enromosome a open reading trame 1 2 (CXorfl 2), mRNA 


NM 003797 


Homo C J1 n 1 f*r\ C Atn nr\/rtn i o/^-f rv^l amv* /lanAl/«««MA»4 /Prr\\ nvr a 

numu bdpiens emoryonic ectoderm development (EED), mRNA 


NM 032863 


Homo ^finiPriQ hvnnth^»tir'!>l nrntAin CT I1/iOO*7 /"CT T1 n\i a 

UU1UU aapicna uypuuieutdi proieui rLJi^yz/ (rLJ 14vz7), mRNA 


NM 032813 


HomO ^SniPTlQ h\/Tir\tK^ti/*ol nrntatn CT WALL'S A /CT T1 A£.^A\ n\i a 

numu iapicu5 iiypuuieiicai proiem rLJ 140/4 (rLJ 14624), mRNA 


NM 032578 


Homo sapiens myopaliadin (FLJ 14437), mRNA 


NM 032385 


nomo sapiens enromosome d open reading frame 4 (C5orf4), mRNA 


NM 032239 


nomo sapiens nypotnetical protein FLJ2351 1 (FU2351 1), mRNA 


NM 032012 


numo sapiens enromosome y open reading trame 5 (C9orf5) mRNA 


NM 031922 


nomo sapiens KALorl protein (LUCo3859), mRNA 


NM 031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6) 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1A (C17orfl A), mRNA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


NM 010806 


Homo sapiens chromosome 1 open reading frame 21 (CIorf21), mRNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 f CDAC^ mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI Iorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA " 1 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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IN ivt u^tz. 1 0 J 


nomo sapiens cnromosome id open reading trame 4 (C15orf4), mKNA 


NM 022107 


nuinu sapiens cnromosome o open reading name y ivoortv), mKNA 


NM 006781 


nomo sapiens cnromosome o open reading trame iu (CoorflO), mKNA 


NM 01QXQS 


nomo sapiens cnromosome J open reading trame 4 (C3orf4), mRNA 


NM 01 226 S 


nomo sapiens cnromosome 2z open reading trame 3 (C22ort3), mKNA 


IN IVl UZIZJH 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


IN iVl UtvOHj 


nomo sapiens cnromosome 1 1 open reading trame 14 (CI lortl4), mRNA 


MM 0171 17 

IN IVl \3\L \ 1 Z 


nomo sapiens cnromosome iv open reading trame 1 (C20ortl), mKNA 




nomo sapiens zinc tinger protein 33 1 ; zinc tinger protein 463 (ZNF361 ), mRNA 


NM 010106 

IN IVl Ul 71 UO 


nomo sapiens sepun j * 3), mKNA 


NM 07017^ 


nomo sapiens cnromosome iz open reading trame 5 (Clzortj), mKNA 


NM 070174 


nomo sapiens cnromosome \i open reading trame 4 (C12ort4), mKNA 


NM 070171 

1N1V1 \JL\JJIJ 


nomo sapiens cnromosome lz open reading trame 3 (CI2ort3), mRNA 


NM 020167 


nomo sapiens cnromosome lz open reading trame o (Clzorto), mKNA 


NM 070110 

1N1V1 UZUIJU 


nomo sapiens cnromosome o open reading trame 4 (L8ort4), mRNA 


NM 010SQ6 
inivi yjvyjyo 


nomo sapiens cnromosome 21 open reading trame 62 (C21ori62), mRNA 


NM 01Q061 

IN IVl U 1 7UOJ 


nomo sapiens cnromosome z open reading trame 2 (C2ort2), mRNA 


IN IVl U 1 07 JO 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


1N1VI Ul / JOO 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM Alft£Ql 

in ivi v i oov i 


Homo sapiens chromosome 5 open reading frame 3 (C5orO), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM UIOVhU 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


A f "Til -j o 

NM UI /43o 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM UliZOj 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


NM_UI oyll 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
( lOrBlll), mRNA 


NM U10j04 


Homo sapiens BM88 antigen (BM88), mRNA 


MM 

NM U10.>4o 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4). mRNA 


MM (MA(\(\Q 
IN iVl_UI 4 UUV 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
unicea (irt,A;, mKNA 


MM 01^^94 
IN IVl UljjZf 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


mm nci&iA* 

IN IVl UU0J4J 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM 01 5171 

IN IVl \J 1 JJ / J 


nomo sapiens cnromosome 22 open reading frame 2 (C22orfz), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 


NM U1ZZ04 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


MM fi 1 0 1 t 1 
NM U1ZI I 1 


Homo sapiens chromosome 14 open reading frame 3 (C14orG), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM UU/l /O 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, S, 1 50kD (TAF2S), mRNA ! 


NM 006382 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM_005967 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 
mRNA 


NM_005966 


Homo sapiens NGFI-A binding protein 1 (EGR1 binding protein 1) (NAB1), 
mRNA 


NM 005663 


Hnmn canipnc Wfr\ 1 F-W ire r>h horn e\rr%Arr\mt* /"onrl IHoto 0 /M/LJC/^'O \ m DM A 

nuinu oapicua vvuii-nirbcnnorii synaromc canoiuaic z ^wnovZj, mivNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (Clorf8), mRNA 



378 



(400/104) 



MM C\f\A~7f\Q 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 




Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 




Homo sapiens chromosome 16 open reading frame 7 (Cl6orf7), mRNA 


IN fVl_UUv7 JO 


Homo sapiens prostaglandin b receptor 2 (subtype cP2), 53kD (PTGER2), 

mRMA 


IN1V1 UUIJOO 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


1NIV1 UUIJOJ 


nomo sapiens cnromosome ll open reading trame 1 (C22orfl), mRNA 


MM 00101/1 
INM UUIZlH 


Homo sapiens chromosome 16 open reading frame 3 (C16orO), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorft), mRNA 


MM OOUTS 
INM UUJ4/J 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM UU/ZJ4 


Homo sapiens dynactm 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM U24J48 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript vanant 2, mRNA 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
mRNA 


XTAA AllOAl 

NM_UI jzyi 


Homo sapiens cleavage and polyadenylation specific factor 1, 160kD subunit 
(CPbr 1 ), mRNA 


MM OI/l^OO 


Homo sapiens HIV TAT specitic factor 1 (HTATSF1), mRNA 


XIM AA<<lJCO 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 

fl ClAJ C1DD\ —DMA 

(LUALoJDrj, mKJNA 


MM ftfK7l 1 
IN M UU J / 1 1 


Homo sapiens bur -like repeats and discoidin I-like domains 3 (EDIL3), mRNA 


MM oiA^cn 
INM uiojyj 


Homo sapiens oxysteroi /alpna-nyaroxylase (CYrjyAl), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGE A 10), mRNA 


XIX A AIIA/in 

NM UzlU49 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


NM UlVoOz 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2), mRNA 


XTXA A1QAAO 

NM UloUUZ 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 


xtxa nmoi 
NM UlJJyz 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


XIXA AIOIO^ 

NM_UlzJyo 


Homo sapiens pleckstrin homology-like domain, family A, member 3 

/"DLJT HA1\ mDXTA 

(rHLUAij, mKNA 


MM AAAAQO 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


MM AA<^JC« 
NM UUjJOj 


Homo sapiens melanoma antigen, iamily A, 9 (MAGEA9), mRNA 


MM AACKA 
NM UUDJ04 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 


NM UlDJOO 


Homo sapiens melanoma antigen, family A, 1 1 (MAGE A 1 1), mRNA 


MM fWAAQCl ' 


Homo sapiens AlPase, Class V, type 10C (ATP 10C), mRNA 


XfXA AOA^CA 
NM UzUJM 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


MM AIQ/CCC 
NM UloOJj 


Homo sapiens lens epithelial protein (LENEP), mRNA 


XIXA (W&AAQ 

NM UIo44o 


Homo sapiens RA-reguIated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


XIXA AA£AAA 

NM UUoOVy 


Homo sapiens protein inhibitor of activated STAT3 (PLAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protein L12 (MRPL12), mRNA 


NM 016239 


Homo sapiens myosin XVA (MY015A), mRNA 


NM_005094 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 
(SLC27A4), mRNA 


NM_0I5077 


Homo sapiens stenle alpha and HEAT/Armadillo motif protein, ortholog of 
Drosophila (SARM), mRNA 




nomo sapiens proiein pnospnaiase *fo Kua reguiaiory suDunit ^rK4o^, mKNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNBl), mRNA 


NM.0 15559 


Homo sapiens SET binding protein I (SETBPl), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 

• - \ y% via 

variant 1 , mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


\ r» / AAI lOA 

NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant I, mRNA 


NMJ)32938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mRNA 


NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1 , 
mRNA 


NM 001887 


Homo sapiens crystallin, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NMJ)22132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM UUlzoo 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


XIX /f A^t^^v* 

NM 021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


XTX4 A1^M1 

NM 032527 


Homo sapiens hypothetical protein FLJ 14972 (KIAA1847), mRNA 


NM 005560 


Homo sapiens laminin, alpha 5 (LAMA5), mRNA 


NM 032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC 16040 (MGC 16040). mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


XTX jf A1^A1 1 

NM 032913 


Homo sapiens hypothetical protein MGC 14458 (MGC 1445 8), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC 14336 (MGC 14336), mRNA 


XTX4 AI^OOA 

NM 032889 


Homo sapiens hypothetical protein MGC1 1308 (MGC 1 1308), mRNA 


XIX A ">0 1 C 

NM 032815 


Homo sapiens hypothetical protein FLJ 1 4639 (FLJ 1 4639), mRNA j 


NM 032798 


Homo sapiens hypothetical protein FLJ 14503 (FLJ 14503), mRNA 


NM 032793 


Homo sapiens hypothetical protein FLJ 14490 (FLJ 14490), mRNA 


XIXjT A1T7A1 

NM 032791 


Homo sapiens hypothetical protein FLJ 1 4477 (FLJ 1 4477), mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ 14464 (FLJ 14464), mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC 162 12 (MGC 162 12), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC 14966 (MGC 14966), mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC 12262 (MGC 12262), mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC 10600), mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC 10997 (MGC 10997), mRNA 


XJXyf AOO/T^C 

iNIVl UjZOZj 


Homo sapiens hypothetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA 


XTXA A AC A A1 

NM_005447 


Homo sapiens peptidylglycine alpha-amidating monooxygenase COOH-terminal 

* . av _ _ a /TV A V #^^¥\ T*¥i "V f A 

interactor (PAMC1), mRNA 


NM_000137 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 
mRNA 


NM OOlooo 


Homo sapiens crystallm, mu (CRYM), mRNA 


NM 03260s 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo sapiens connexin 62 (CX62), mRNA 


NM 032598 


Homo sapiens testes development-related NYD-SP20 (NYD-SP20), mRNA ! 


NM 032592 


Homo sapiens l-aminocyclopropane-l -carboxylate synthase (PHACS), mRNA 


NM 032581 


Homo sapiens down-regulated by Ctnnbl, a (DRCTNNB1 A), mRNA 


NM_032579 


Homo sapiens colon and small intestine-specific cysteine-nch protein precursor 
similar to FIZZ2/resistin-like protein (HXCP2), mRNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM_032565 


Homo sapiens emopamil bindmg related protein, delta8-delta7 sterol isomerase 
related protein (EBRP), mRNA 


NM 032561 


Homo sapiens EVG1 protein (EVG1), mRNA 


NM 032555 


Homo sapiens PI 43 protein (PI 43), mRNA 


NM 032549 


Homo sapiens inner mitochondrial membrane peptidase 2 like (IMMP2L), 

— OXT A 

mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo sapiens neurexin 2 (NRXN2), mRNA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


NM 032526 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


NM 032483 


Homo sapiens HTPAP protein (HTPAP), mRNA 


NMJB2094 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mRNA 


NMJ)03735 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1 , mRNA 


NM 031887 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


NM 006986 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM_002375 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1, 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4, 
mRNA 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3, 
mRNA 


NM_030884 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2, 
mRNA 


NM_002374 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 1, 
mRNA 


NM_031847 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4, 
mRNA 


NM 031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3, 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_UI 3453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 

mAwtLiAa* A 1 /On A VrV A I \ n\l a 

member A 1 (SPANXA 1 ), mRNA 


NM 020690 


Homo sapiens KIAAI085 protein (KIAA1085), mRNA 


NM_U1ZIZ1 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


XIX 4 A A 1 ft 1 ft 

NM OOlOIv 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein SI 8 (RPS18), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant I , mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1 , mRNA 


XTXif rtlll^l 

NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NM_031262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


NM U3z414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


XT* A ft 1 1 1 

NM UlDOli 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


XTXyf ftOOftiC/l 

NM UzzUo4 


Homo sapiens hypothetical protein FLJ 12565 (FLJ 12565), mRNA 


XTX4 A 1 "7A*7 1 

NM Oi/y/l 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


XTA A l\\ Af\CC\ 

NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


XIX A A AAA 1 A 

NM 000014 


Homo sapiens aIpha-2-macroglobulin (A2M), mRNA 


XIX / AAitOAl 

NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


XIX A t\(\ A Q £ A 

NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


\T1 / AAA A C A 

NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SOD 1), mRNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


1^ ivi UjZjOj 


nomo sapiens HtlLz protein (HblLz), mKNA 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC 14797). mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052). mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586G 1 1 23 (DKFZp586G 1 1 23), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM 032237 


nuinu sapiens nypotnetical protein FLJ23356 (FLJ23356), mRNA 


NM 032220 


nomo sapiens nypotnetical protein FLJ22283 (FLJ22283), mRNA 


NM 032219 


numo sapiens nypotnetical protein FLJ22269 (FLJ22269), mRNA 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ2I588). mRNA 


NM 032201 


Homo sapiens hypothetical protein FLJ21423 (FLJ21423), mRNA 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FU21404), mRNA 


MM 019171 

INIVI UJZ I / J 


Homo sapiens hypothetical protein FLJ 12747 (FLJ 12747), mRNA 


NM 032157 


Homo sapiens hypothetical protein FLJ1 ! 53 1 (FLJ 1 1 53 1 ), mRNA 




Homo sapiens hypothetical protein DKPZp434P1735 (DKFZP434P1735), 
mRNA 


mm n?inn< 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2) 
mRNA 


MM ^0 


Homo sapiens hypothetical protein DfCFZp762K2015 (DKFZp762K2015), 
mRNA 


MM HKddO 
IN ivi u 1 JH*ty 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Homo sapiens DKFZP586N2 1 24 protein (DKFZP586N2 1 24), mRNA 


MM fllOl* 
INIV1_U1.5z.Jj 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
04, KJAAUooV protein (KIAA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 1 0 (PEG 1 0), mRNA 


MM OI/l^QO 

iNivi ui*tjyy 


Homo sapiens EH-domain containing 4 (EHD4), mRNA 


MM HI /M 1 1 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


MM 007148 


Homo sapiens zinc finger protein 1 79 (ZNF 1 79), mRNA 1 


MM 0077 
IN 1V1 UU / zoo 


Homo sapiens XPA binding protein 1 ; putative ATP(GTP)-binding protein 

/'MTDD D\ m n\r * 

(IN I ror), mKNA 


NM 006111 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 1 


MM 00^777 
IN fvl UU jz / / 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


MM OOM70 

INM uui^jy 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 1 


MM 0017C7 
IN fvl UlMzo/ 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


MM 071 1 0/t i 

in rvi_uz 1 Iy4 


Homo sapiens solute earner family 30 (zinc transporter), member 1 (SLC30A1), 
mRNA 


MM 011Q8A 
IN1V1_U1 J 7 50 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 

cWo-D, mKlNA 


NMJXH013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


MM 00^/517 


Homo sapiens ribosomal protein SI 4 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box B 13 (HOXB13), mRNA 


INM uuuvyu 


Homo sapiens ribosomal protein L27a (RPL27A), mRNA 


NM UUjozI 


Homo sapiens NBR2 (NBR2), mRNA 


INM_UUj4oJ 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 
C (HMGIC), mRNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


UXyl MACACO 


Homo sapiens melatonin receptor 1A (MTNR1 A), mRNA 


NM 004739 


nuinu ^cipicnb meiasiasis-associatea i-iixe 1 (Ml AIL1), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2) 
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mKNA 


XJX/f ATI OAT 

IN IV|__UJ 1 ZU J 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


IN Ivl_UU jyoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


NM uu4yoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF). mRNA 




Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


XTX4 ATATTiC 

NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


XTXyf AACCTA 

NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


XTXjf AATT^/ 

NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


XlXif AA^OAC 

NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


XlXvf AAC/t£T 

NM_U0j463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1 , mRNA | 


XIX vl AT i m 

NM_UJl J il 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


XTX4 at 

NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein t (XBP1), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM 000106 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_03 1 862 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3. mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM 002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


XlX/f AT 1 1 C*7 

INM_U3 1 157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


XTXyf AAACOC 

NM OOyjoj 


Homo sapiens angiotensin receptor I (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTR1 ), transcript variant 4, mRNA [ 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3, mRNA ! 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


INIvl_UUoo4l 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM_03t200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 

n XT A 

mRNA 


NM 031371 


Homo sapiens RBPl-hke protein (BCAA), transcript vanant 2, mRNA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), transcript variant 1 , mRNA 


NM 004281 


Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 


NMJ)32048 


Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2), 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo sapiens kringle-containing transmembrane protein; kringle-coding gene 
marking the eye and the nose (KREMEN), mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo sapiens neurocalcin delta (NCALD), mRNA 


NM_032039 


Homo sapiens hypothetical protein DKFZp761D021 1 (DKFZP76 1 D02 1 1 ), 
mRNA 


NM 032038 


Homo sapiens spinster-like protein (LOC83985), mRNA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fticosidase, alpha-L- 1, 
tissue (MGC1314), mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_020630 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3, mRNA 


NMJH6817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1 , mRNA 


NM 006187 


Homo sapiens 2 , -5'-oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


Homo sapiens 2'-5'-oligoadenyIate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 2, mRNA 


NMJ)02342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NMJ)02136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1 , mRNA 


NM 001885 


Homo sapiens crystallin, alpha B (CRYAB), mRNA 


NMJH5139 1 


Homo sapiens UDP-glucuronic acid/UDP-N-acetylgalactosamine dual 
transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectin type 3 and SPRY domain-containing protein (FSD1), 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulftirase (HMCS), mRNA 


NM 017934 


Homo sapiens pleckstrin homology domain interacting protein (PHIP), mRNA 


NM 016492 


Homo sapiens homolog of yeast MOG1 (MOGl), mRNA 


"v v % g A 1 Jin/" 

NM 014185 


Homo sapiens homolog of yeast MOGl (MOGl), mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9,I0-dioxygenase (B-DIOX-n), mKiN a 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_0319ll 
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Homo sapiens compiement-clq tumor necrosis factor-related protem 7 (C 1 RP7), 
mRNA 


NMJ)31910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 
mRNA 


NM_031909 | 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial nbosomal protem L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protem (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and L1M domain 1 (emn) (rULlMl ), mKNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB 1 ), mRNA 


NM 030582 


Homo sapiens collagen, type XVIII, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGIcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NMJ)01497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucm and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadhenn-hke (MUCDHL), transcript variant 3, mKNA 


NM 017717 


Homo sapiens mucm and cadhenn-Iike (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens nbosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA ! 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 2, mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 1, mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1 B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxy lase), adrenal hyperplasia (C YP 1 7), mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 1 (CYP1 1BI), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (CYP3A4), mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 
(galactosyltransferase I) (B4GALT7), mRNA 


NM_006668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


NM_000781 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYP1 1 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motif) receptor 1 (CCR1), mRNA 


NM_031492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC 10871), mRNA 


NM 031488 


Homo sapiens hypothetical protein DKFZp76 11141 (DKFZP76 1 1 1 4 1 ), mRNA 


NM_031469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024), 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


X T \ >f ATI iif 

NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ 12783 (FLJ 12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE), 
mRNA 


NM_031413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 
mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1 A), 
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mRNA 


NM_0 18833 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


NMJ)00544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1, mRNA 


NM_000593 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP 1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(PEF), mRNA 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


Homo sapiens zinc finger protein 73 (Cos 12) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 2, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VIIB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJH6166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NMJ)31310 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(PV1), mRNA 


NM 031302 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM 031300 


Homo sapiens hypothetical protein MGC2383 (MGC2383), mRNA 


NMJ)31297 


Homo sapiens hypothetical protein DKFZp76 1 H 1 7 1 0 (DKFZP76 1 H 1 7 1 0), 
mRNA 


NM 031287 


Homo sapiens hypothetical protein MGC3 1 33 (MGC3 1 33), mRNA 


NM 031286 


Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA 


NM 031285 


Homo sapiens hypothetical protein PP1057 (PP1057), mRNA 


NM 031279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 017422 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA 


NMJ)05956 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydro folate cyclohydrolase, formyltetrahydro folate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-H, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS 1 ), transcript variant TXS-I, mRNA ; 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1 , mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily 1IC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C 18), mRNA 


NM_0 17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 -like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 -like 1 (WHSC1LI), 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 1 3 (CYP2A 1 3), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA I 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), j 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-AIa-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1 , mRNA 


NMJJ01356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


Homo sapiens organic cationic transporter- like 3 (ORCTL3), mRNA 


NM_000774 


Homo sapiens cytochrome P450, subtamily Ilr, polypeptide 1 (CYPzr 1 j, 

__nVF A 

mRNA 


NM_000 toy 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxyIase), 
polypeptide iy (LYrzciy), miviNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NrUulo (Nruu io), mKNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase ( I O Ij, mRNA 


NM 031206 


Homo sapiens hypothetical protein rLJ 12525 (rLJ 12525), mRNA 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13.2 (ESP 13. 2), mRNA 


NM_030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


NM_012377 


Homo sapiens olfactory receptor, family 7, subtamily C, member 2 (OR7C2), 
mRNA 


NM 030981 
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Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM_030974 


Homo sapiens hypothetical protein DICFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypothetical protein TCBAP0758 (TCBAP0758), mRNA 


NM_030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


NM_030945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


XTX4 ATftm C 

NM 030936 


Homo sapiens hypothetical protein uivrZ,p4J4L,i 3D ( k UNxZ,r4j4L,i jjj, itikina 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


TT * " - | 1 _ > _ " /ITlil1\ „.nvT A 

Homo sapiens integral membrane protein 3 (ITM3), mRNA 


NM 030893 


Homo sapiens CDIE antigen, e polypeptide (CDIE), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 


NM_030879 
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Homo sapiens Small evolutionanly conserved RNA, resembling C/D box small 
nucleolar (XI 02), mRNA 


NMO 12373 


Homo sapiens olfactory receptor, family 3, subfamily A, member j (OR3A3), 
mRNA 


NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NM 030882 
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Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 


NM 002623 


Homo sapiens prefoldm 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 
mRNA 


NM UUJ3/2 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 



390 



(400/104) 



NM 005137 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 018425 


Homo sapiens phosphatidyhnositol 4-kinase type II (PI4KII), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 


NM 030807 


Homo sapiens glucose transporter protein 10 (GLUT 10), mRNA 


NM_030798 


Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mRNA 


NM_030797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 
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Homo sapiens intermediate filament protein syncoihn (SYNCOILIN), mRNA 


NM 030785 
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Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM_030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM_030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


NM 030779 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM_030764 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


NM 030757 


Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


NM_021813 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


NM_030751 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM_001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), ; 
mRNA 


NM_000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 
mRNA 


NM_003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM 000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NMJB0380 


Homo sapiens GLI-Knippel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1 , 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCC1), 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 


NM 002381 


Homo sapiens matrilin 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 \ 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


NM_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLI3), mRNA 


NM_003462 


Homo sapiens dynem, axonemal, light intermediate polypeptide (P28), mRNA I 


NM 017493 1 


Homo sapiens Hin-1 (HSHIN1), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1 , mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM.004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase. 68kD) (DDX5\ mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1 , 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant I , mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (camitine/acylcamitine transiocase), 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Aia-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex subunit 2 (APC2), mRNA 


NM_003791 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTPS1), 
mRNA 


NM_002251 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 1 (KCNS 1 ), mRNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SID6-306), mRNA 


NM 020956 


Homo sapiens periaxin (KJAA1620), mRNA 


NM 015435 


Homo sapiens double ring-finger protein, Dorfin (DORFIN), mRNA 


NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022821 


Homo sapiens elongation of very long chain fatty acids (FENI/EIo2, SUR4/Elo3, 
yeast)-like 1 (ELOVL 1 ), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NMJ>30666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (SERPINB1), mRNA 


NM 024014 


Homo sapiens homeo box A6 (HOXA6), mRNA 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAI1), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein FLJ23309 (FLJ23309), mRNA 


NM 002183 


Homo sapiens interleukin 3 receptor, alpha (low affinity) (IL3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 
DKFZp76 1 H 1 7 1 (RAGD), mRNA 


NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYS155E), mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_0 18362 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 
(LIN-7-C), mRNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPFl) (ZNF83), mRNA 


NM 014754 


Homo sapiens phosphatidylserine synthase 1 (PTDSS1), mRNA 


NM_006140 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte-macrophage) (CSF2RA), mRNA 


NM 004043 


Homo sapiens acetylserotonin O-methyltransferase (ASMT), mRNA 


NMJW2414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 
(MIC2), mRNA 


NM 002186 


Homo sapiens interleukin 9 receptor (IL9R), mRNA 


NM 030657 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022566 


Homo sapiens mesoderm development candidate 1 (MESDC1), mRNA 


NM 020727 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


NM 012074 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


NM 000861 


Homo sapiens histamine receptor HI (HRH1), mRNA 


NMJ)06273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1 , NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHFI), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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mRNA 


NM_007253 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4F8), 
mRNA 


NM_000779 


Homo sapiens cytochrome P450, subfamily IVB, polypeptide 1 (CYP4BI). 
mRNA 


NM 001514 


Homo sapiens general transcription factor IIB (GTF2B), mRNA 


NM 004127 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 


NM 024423 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin I (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MASA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1 ) (LI CAM), transcript variant 1 , mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MASA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 2, mRNA 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1 , nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome P450 isoform 4F 1 2 (CYP4F 1 2), mRNA j 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_0 17579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


NM_0 12096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper motif (APPL), mRNA 


NM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 


NM_000896 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega hydroxylase) (CYP4F3), mRNA 


NM 022661 


Homo sapiens SPANX family, member C (SPANXC), mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


NM 025228 


Homo sapiens hypothetical protein (U434014.3 (DJ434014.3), mRNA 


NM 025013 


Homo sapiens KJAA1031 protein (KIAA1031), mRNA 


NM 025027 


Homo sapiens hypothetical protein FLJ 14260 (FLJ 14260), mRNA 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FLJ20958), mRNA 


NM_021724 


Homo sapiens nuclear receptor subfamily 1 , group D, member 1 (NR 1 D 1 ), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC 10902 (MGC 10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYLI), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NMJW2383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WT1), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3A7), 
mRNA 


NM 021570 


Homo sapiens BarH-ltke homeobox 1 (BARX1), mRNA 


NMJHJ0068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha I A subunit 
(CACNA1 A), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC 10327 (MGC 10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC 10963 (MGC 10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FLJ23577 (FLJ23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM 025176 


Homo sapiens KIAA0980 protein (KIAA0980), mRNA 


NM 003789 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), mRNA 


NMO 17541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


NM 025217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein IDAX (inhibition of the Dvl and Axin 
complex) (IDAX), mRNA 


NM 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NMJ)25209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ 13386), mRNA 
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NM 025161 


Homo sapiens hypothetical protein FLJ22175 (FU22175), mRNA 


NM 025158 


Homo sapiens hypothetical protein FU22251 (FU22251), mRNA 


NM 025148 


Homo sapiens hypothetical protein FLJ12986 (FU 12986), mRNA 


NM 025137 


Homo sapiens hypothetical protein FLJ21439 (FLJ21439), mRNA 


NM 025116 


Homo sapiens hypothetical protein FLJ 12781 (FU 12781), mRNA 


NM 025114 


Homo sapiens hypothetical protein FLJ 136 15 (FLJ 136 15), mRNA 


NM 025083 


Homo sapiens hypothetical protein FLJ21 128 (FLJ21 128), mRNA 


NM 025054 


Homo sapiens hypothetical protein FLJ23132 (FLJ23132), mRNA 


NM 025017 


Homo sapiens hypothetical protein FLJ 1 3 892 (FLJ 13 892), mRNA 


NM 025011 


Homo sapiens hypothetical protein FLJ 1 3 744 (FLJ 13744), mRNA 


NM 024995 


Homo sapiens hypothetical protein FLJ 126 16 (FLJ 126 16), mRNA 


NM 024987 


Homo sapiens hypothetical protein FLJ 12345 (FU 12345), mRNA 


NM 024900 


Homo sapiens hypothetical protein FLJ22479 (FLJ22479), mRNA 


NM 024874 


Homo sapiens hypothetical protein FLJ 14225 (FLJ 14225), mRNA 


NM 024873 


Homo sapiens hypothetical protein FLJ21 162 (FLJ21 162), mRNA 


NM 024861 


Homo sapiens hypothetical protein FLJ22671 (FLJ22671), mRNA 


NM 024836 


Homo sapiens hypothetical protein FLJ22301 (FLJ22301), mRNA 


NM 024822 


Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 


NM 024819 


Homo sapiens hypothetical protein FLJ22955 (FLJ22955), mRNA 


NM 024816 


Homo sapiens hypothetical protein FLJ23282 (FLJ23282), mRNA 


NM 024803 


Homo sapiens hypothetical protein FLJ21665 (FLJ21665), mRNA 


NM 024795 


Homo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA 


NM 024767 


Homo sapiens hypothetical protein FLJ21 120 (FLJ21 120), mRNA 


NM 024760 


Homo sapiens hypothetical protein FLJ 1 4009 (FLJ 14009), mRNA 


NM 024741 


Homo sapiens hypothetical protein FLJ 12827 (FLJ 12827), mRNA 


NM 024723 


Homo sapiens hypothetical protein FLJ23471 (FLJ23471), mRNA 


NM 024720 


Homo sapiens hypothetical protein FLJ23510 (FLJ23510), mRNA 


NM 024698 


Homo sapiens hypothetical protein FLJ 13044 (FLJ 13044), mRNA 


NM 024692 


Homo sapiens hypothetical protein FLJ21069 (FLJ21069), mRNA 


NM 024689 


Homo sapiens hypothetical protein FLJ14103 (FLJ14103), mRNA 


NM 024687 


Homo sapiens hypothetical protein FLJ23049 (FLJ23049), mRNA 


NM 024648 


Homo sapiens hypothetical protein FLJ22222 (FLJ22222), mRNA 


NM 024622 


Homo sapiens hypothetical protein FLJ21901 (FLJ21901), mRNA 


NM 024611 


Homo sapiens hypothetical protein FLJ 1 1896 (FLJ1 1896), mRNA 


NM 024591 


Homo sapiens hypothetical protein FLJ 1 1749 (FLJ1 1749), mRNA 


NM 024561 


Homo sapiens hypothetical protein FLJ22054 (FLJ22054), mRNA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


NM_024518 


Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 


NM 024515 


Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 


NM 024504 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


NM 024501 


Homo sapiens homeo box Dl (HOXD1), mRNA 


NM 006821 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP128), mRNA 


NM_006680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 


NM 001944 


Homo sapiens desmoglein 3 (pemphigus vulgaris antigen) (DSG3), mRNA 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM_024498 j 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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NM 015332 


Homo sapiens KIAA1068 protein (KIAA1068), mRNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


NM_021708 


Homo sapiens leukocyte-associated Ig-Iike receptor 1 (LAIR1), transcript vanant 
d, mRNA 


NM_021706 


Homo sapiens leukocyte-associated Ig-Iike receptor 1 (LAIR1), transcnpt variant 
b, mRNA 


NM_002287 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
a, mRNA 


NM 004424 


Homo sapiens E4F transcription factor 1 (E4F1), mRNA 


NM 018834 


Homo sapiens matrin 3 (MATR3), mRNA 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


NM 006926 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


NM 005411 


Homo sapiens surfactant, pulmonary-associated protein Al (SFTPA1), mRNA 


NM_024492 


Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM_0 15472 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 
(TAZ), mRNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescin 06 (QSCN6), mRNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (CYP1 A2), mRNA 


NM_000104 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


NM_000499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide I (CYP1A1), mRNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPPl), 
mRNA 


NM 007076 


Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 


NMJH8571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 2 (ALS2CR2), mRNA 


NM_0 15049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 


NM 023036 


Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 


NM 022171 


Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


NM 016128 


Homo sapiens coat protein gamma-cop (LOC51 137), mRNA 


NM 021999 


Homo sapiens integral membrane protein 2B (1TM2B), mRNA 


NM_021992 


Homo sapiens thymosin, beta, identified in neuroblastoma cells (TMSNB), 
mRNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein l-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin)(ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPP1R11), mRNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 
mRNA 


NM 021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM 004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI l-like 2) (APBA3), mRNA 


NM 006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM 002253 


Homo sapiens kinase insert domain receptor (a type III receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


NM 003850 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netrin 4 (NTN4), mRNA 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens interleukin 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ 10287), mRNA 


NM 0031 14 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NM 021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member I 
(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5 A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM 015392 


Homo saniens neural Droliferation. differentiation and control, 1 (NPDC1), 
mRNA 


MM 020482 


Homo *anien<; activator of CREM in testis ( ACT), mRNA 

ft ft \J 1 1 i\j 3CLLJftwftl3 Ovu » uvvi V/ ft vi^-*-' 1 ' * iihi \ * » _/* * ^ 


MM 014509 


Homo ^aniens kxaken-Iike (BK126B4.n mRNA 


MM 005112 


Homo ^aniens Rec8o a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


IN ivl_U 1 0070 


Hnmo Q^nipn^ calcium channel voltaee-denendenL aloha 1G subunit 
(CACNA1G), mRNA 


MM 00S17Q 


Hnmo ^aniens hvaluronan svnthase 3 fHAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


IN [Vl_U 1 OZU J 


Hnmn canipnQ nrotein kinase AMP-activated eamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


mm nnnA?7 

IN IVl_UUUOZ / 


Hnmn ^anien* latent transforming erowth factor beta binding protein 1 (LTBP1), 
mRNA 


MM 00,74 S4 


Homo <;anien<! S-methvltetrahvdrofolate-homocvsteine methyltransferase 

ft ft \J | 1 ft*J ^aUIVI IJ I ft ft wU ft T 1 lv %-* {U ft T \*ft V ft v ll**v ft* v * » » w j » »^ • • ~ ^ ™~ ■ ^ 

reductase (MTRR'l transcriDt variant 1 . mRNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
(ABP1) mRNA 


MM 024016 


Homo saoiens homeo box B8 (HOXB8), mRNA 


MM 074015 


Homo ^aniens homeo box B4 (HOXB4). mRNA 

ft iwlll^/ ^C»^/lwftft^ 1 1 V/ 1 ft Ivv W^/V ft^ ■ l^ft **/ ■ * * * 


MM 01S777 


Homo aniens KIAA0958 Drotein (KJAA0958), mRNA 


MM 074410 

IN IVI U^frJl/ 


Homo <;anien<; nroline-serine-threonine ohosDhatase interacting protein 2 
(PSTP1P2), mRNA 


MM 0015RR 

1NIVI UUJjOO 


Hnmn «:anien<; cullin 4B CCUL4B^ mRNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


XIM 01AA17 
INM KjxwdL 


Hrtmn canipnc interlenkin 70 recentor aloha HL20RAV mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


XIAvf 007071 


i4/\mrt conlpnc email olntamine.rirh tetratriconeotide reDeat TTPRVcontaininfi 
(SGT), mRNA 


XTXyf OOOA19 

NM_Uv\£Ujo 


Linmrt conionc int*»rfi»rnn alnha.inHiirihle nrotein ^clone IFI-6-16^ fGlP3). 
nomo sapiens uiiericrun, aipua-uiuuviuic ^iuiciu n i v 1^ 11 - / /> 

transcript variant 1 , mRNA 


1NM_UZZ5 / J 


Uz-krwrk conipnc tnt*»rfV»mn alnha-inHiirihle nrotein Tclone IFI-6-16^ (G1P3). 
riomo Sapiens miciiciun, aijjiici-uiuu^iL/iw ^jiwi^ih ^viwuv i* i v »v/ \«»< ^ /> 

transcript variant 3, mRNA 


NJVlJJZZo /Z 


l_f/>m/\ eonionc int^rfi»rnn alnha-inHiirihle nrotein fclone IFI-6-161 (G1P3). 
Homo sapiens lniencroii, dipiia-iiiuuv/iuiv jjimtin ^iuuw n i v » v ^ ** 

transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
fronr^rint \/ori ont cKiArt nurlpftr opnp pnfnHinp mitochondrial Drotein. mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton canier) (UCP3), 
trancrrint variant Inno nuclear oene encoding mitochondrial orotein. mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
fQi r")^ a i a\ froncrrint variant ^hnrt nuclear pene encoding mitochondrial 

protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 

n , inianr nana dn^nHinn m ifnn hr^nHri a 1 nrntein mRNA 

nuciear gene encouing nuiuL-iiuiiuriai piwiwin, nuvirv 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 

^■tolrvnv nana anonrl inn r*rA llnPnAnnflQ 1 nrOt'f'in tTl W N A 

nuclear gene encouing muounoiiuriai piutcm, uuv^n 


NM 002231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (A VP), mRNA 


IN IV1 \j£,£mO 1 9 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


IN iVl_ KjCLo ID 


Hnmn saniens survival of motor neuron 2 centromeric (SMN2). transcript 
variant h mRNA 


MM 097X7S 

IN IVl \j£.£.0 i J 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


MM 01741 1 

IN 1VI \J I /HI I 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 00S474 

IN IVI UUJtH 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


MM 00^474 


Homo saoiens a disinteerin and metal looroteinase domain 1 2 (meltrin alpha) 
f ADAM 12^ transcriDt variant 1. mRNA 


NMJ)00344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
d mRNA 


MM 099K74 

IN IVI \)LL<3 1 1 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
h, mRNA 


MM 006400 

IN IVI UUOHW 


Homo saoiens dvnactin 2 (d50) (DCTN2), mRNA 


NMJ)21969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


MM 00I0A7 


Hnmn QanipnQ email FDRK-rich factor 1A ( telomeric) (SERF 1 A). mRNA 


NMJXH515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
rriTF2H2^ mRNA 


mm nmosi 


Hnmo QanieriQ solute earner familv 25 ( mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 

nrotein mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitor hondrial nrotein mRNA 


MM 004S^fi 

IN IVl UvtJJO 


Homo saoiens baculoviral LAP reoeat-containins 1 (BIRC1), mRNA 


MM 000146 

IN IVI UUUjHv 


Homo saoiens SRY (sex determining region YVbox 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


MM 00164S 

IN IVl UVJOtJ 


Homo saoiens fattv-acid-Coenzvme A li&ase. verv long-chain 1 (FACVL1), 
mRNA 


MM 024409 


Homo saoiens natriuretic oeDtide Drecursor C fNPPC), mRNA 


MM 024410 

IN IVl UiTf 1 1/ 


Homo saoiens outer dense fibre of SDerm tails 1 (ODF1), mRNA 


MM 0041X0 

IN IVl UUt 1 Ov 


Homo sapiens TRAF family member-associated NFKB activator (TANK), 
mRNA 


MM 074332 


Homo saoiens c6 1 A (C6.1A). mRNA 


NM 024324 


Homo sapiens hypothetical protein MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 

IN IVI 1 


Homo sapiens hypothetical protein ET (ET), mRNA 


NM 024309 

INIVI v^"Jv/ 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 

IN IVI U^TJuv 


Homo saoiens fattv acid hydroxylase (FAAH), mRNA 


NM 024300 

IN IVI \J £,*TJ\J\J 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


MM 074704 

IN IVl \j£, t rz.y*r 


Homo saoiens hypothetical Drotein MGC4614 (MGC4614), mRNA 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NMJ)21904 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
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transcript variant 2, mRNA 


NM_001470 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 1 , mRNA 


NM 001858 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 


NM 015071 


Homo sapiens GTPase regulator associated with the focal adhesion kinase 
pp!25(FAK); KJAA0621 protein (KJAA0621), mRNA 


NM 007329 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
2, mRNA 


NM 023004 


Homo sapiens nogo receptor (NOGOR), mRNA 


NM 005371 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 1, mRNA 


NM 023033 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 3, mRNA 


NM 023032 


Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 2, mRNA 


NM 014289 


Homo sapiens calpain 6 (CAPN6), mRNA 


NM 023089 


Homo sapiens calpain 10 (CAPN10), transcript variant 7, mRNA 


NM 023088 


Homo sapiens calpain 10 (CAPN10), transcript variant 6, mRNA 


NM 023087 


Homo sapiens calpain 10 (CAPN10), transcript variant 5, mRNA 


NM 023086 


Homo sapiens calpain 10 (CAPN10), transcript variant 4, mRNA 


NM 023085 


Homo sapiens calpain 10 (CAPN10), transcript variant 3, mRNA 


NM 023084 


Homo sapiens calpain 10 (CAPN10), transcript variant 2, mRNA 


NM 023083 


Homo sapiens calpain 10 (CAPN10), transcript variant 1, mRNA 


NM 021251 


Homo sapiens calpain 10 (CAPN10), transcript variant 8, mRNA 


MM OOSOltt 


U/\mA canipnc 119 email nii<*If*jir rihfinurlponrotptn aiiviliarv factor c.rnfl.11 ^uhnnit 

1 (U2AF1 RSI), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

QvnHrnmp PflpifFpr cvnHrnmf* laflrsnn-Wpicic- ^vnHrnmp^ ^FfiFR9^ tran^rrint 

variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

synuromc, ricuicr syiiuruiuc, Jainsou- wciw syiiujuiiicy \r\jr r\*£, j, uaiiovii(ji 

variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
synuromc, riciiicr synurunic, JaiKsou- w ciss syiiuiumc^ ^rvjnv^, ucuiodi^i 
variant 10, mRNA 


NMJ)22976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
synuromc, r icuicr bynuroinc, jch*ivsuii- wciss syiiuiuiiicy ^rvjrr\x^, uaiiou 
variant 9, mRNA 


NMJJ22975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
synuromc, i iciiier synuromc, jaujisoii- wciss syiiuiuiuc^ ^r\jri\x^, iiaiibciipi 
variant 8, mRNA 


NMJ)22974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis I, Crouzon 
synuromc, riciiicr synuromc, jacitson- wciss syiiuromc^ ^rvjrivxy, uaii^ci ipi 
variant 7 mRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

<;vnoVomp Pfpiflfpr QvnHrnmp fark^on-WpiQQ cvndrome^ fFfiFR7^ tran<;erint 

variants, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

wnrfrnmp PfpifTpr QvnHmmp lark^on-WpJcc QvnHrompWF{""iFR7^ tran<;rrint 

variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

QvnHromp PfpifTpr ^vnHromp lack^on-Wpi^ ^vno , ^omp^ fFftFR7^ tran^rHnt 

variant 3, mRNA 




Homo Qanipnc finrohlaQt orowth factor recentor 7 fhactpria-PYnrp^pn' kinaRp 

keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
svnHrome PfpifTer ^vnHromp Jackson- Weis^ svndrome^ i / FC!FR2^ transcrint 

O Y 11U1 UlllV, I IwltlVl IIUI \JU1V, JttvlVJUli tf VI Jj J j 1 IUI V/IIIvy ^1 VJ 1 Jy UuJIJVI *r* 

variant 2, mRNA 


NM 015850 


WomA QanipnQ fihrAhla^t trrnwth factor rpfpntor 1 ffmQ-rplatPfl tvrosinp kinasp 7 

Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NM 023 1 1 1 


Homo sanipn? flhrohiaQt orn wth factor rpcpntor 1 f frns-rplatpH tvrosinp kinasp 7 

PfeifTer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM 09^100 


Unmrt canipnc fiKroKlact orrwi/th fnptAr rPfprvtAr 1 ^frnc-rplatpH tvrncinp L-inocp 7 
nUllIU jdUlCilj HUIUUldol glUWUl IdtlWi ICtC-piUI I v 1 ll lo-l CJalCU IjrlUMllv MlldoC z, 

Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM 07107Q 

IN IVl V/ZJI/Z7 


Wnmn coni <=»n c fiKrAhliict orAii/tH fi>f*tAr rpppntrtr 7 ^h?*/ % tf a riii_/ : »vrtrPCCpH Ifinacp 
riUIIlU bapiCUb ItuTUUIaM gJUWUl ladUT ICV/CpiUI Z ^UdVlCI la-CApiCobCU MllaoC, 

keratinocyte growth factor receptor, craniofacial dysostosis I , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1 , mRNA 


NM 0711 OR 

IN IVI_^JZ J 1 UO 


noiuU Sapiens iiuruuiaM giuvvui laLiur receptor i ^iiiib-rciaicu lyrubinc kluooc z, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM 000141 


WnmA C5ir%ipnc fiKrrtKlnct gtc\xm\\\ fciptAr rp^pr^trtr 7 ^H{i<^tpri?i— pvnrPCCpH Hn?icp 
riUIIll/ bdplCliJ UUlUUIuol ^lUWUl IdVlUI lCtCJJtUl Z ^UatlCl It* CAJJI CjjCU MlldoC, 

keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 

c vnHromp PfpifTpr ^vnHrnmp laplf^nn-Wpi^^ ^vnHrnmp^ TF(*^FR7^ tran<;print 

variant 1 , mRNA 


NM 073107 

IN IVl ULJ lUf 


HAmn enniprte fihrAhlact ornwth fartnr rpppntnr 1 ^ fmQ-rpl^tpH tvrAQinp Win^QP 7 
I lvJlllu odjjitiic> iiuiuuiaoi gJuwui iatiui ictc-jJiwi i ^iiiii-i tiaitu i^iuaint Miiajv z, 

Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM 073106 


Haitia cnr*ipnc flhrAhlact orAwth faptAr rpppntor 1 f fm^-rp|jitpH tvrAQinp Winamp 7 

ilUHIU JdL/lVild UUIUUIooL glUWUl IdtlVJl IttCJJUJI J ^LlllO — IvlClLWU L^lUilllt MlldOV Z, 

PTpifFpr ^vnHrome^ ^FOFRl^ transcrint variant 4 mRNA 

I ivillvl o j l ivji \Ji i it y VJ i ixi ii diioti ipi vol lain ~j iiiivi^i* 


NM 023105 

11 IVl ViJ 


Hnmn ^anipn^ flhrohla^t crrnwth factor rpcentor 1 f fm<?-related tvro^ine kinase 2 
Pfeiffer svndromeWFGFRl ^ transcrint variant 3 mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 1 , mRNA 


NM 024018 


Homo saniens butvroohilin subfamilv 2 member A3 (BTN2A3^ mRNA 


NM 017614 

11 IVl VI » v» » » 


Homo saniens hetaine-homoevsteine methvltransfera<;e 2 TBHMT2^ mRNA 


NM 005434 


Homo saniens BENE Drotein fBENE) mRNA 


NM 000351 


Homo <;antpn^ steroid ^iilfata<;e TmicroRoman arvlsiilfata^e f 1 i^OTvme S ^STS^ 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM 024082 


Homo ^anipriQ transmemhranp oamma-carhoxvfflutaiTlic acid nrotein 3 fTMG3)- 
mRNA 


NM 024081 


Homo saniens transmembrane eamma-carboxvfilutarnic acid Drotein 4 (TMG4), 
mRNA 


NM 024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3 162 (MGC3 162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5178 (MGC5178), mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3101 (MGC3101), mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC3 1 13 (MGC3 1 13), mRNA 


NM 024034 


Homo sapiens hypothetical protein MGC3129 similar to ganglioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 3 lkD (connexin 31) (GJB3), mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM 001492 


Homo saoiens ffrowth differentiation factor 1 fGDFl) mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 




Hnmo sanipn* I V) email nnrlear rihonuHponrotein anxiliarv factor small subunit 

IlLFlIlw d&LrlvllD \J *~ ollldll lluvl^CU 1 \\J\J\ 1 Uvl wUI \J IV 111 uUAII 1 Cll J lavivl j jlllclll juuuilll 

2(U2AFlRS2),mRNA 




Hnmo QanipriQ hpYn<;p-fi-nho^nhatp dphvdroppna<\p fplucose 1 -dehvdropena<se^ 

(H6PD), mRNA 


NM 007210 


Unmn QanipnQ I rnP-N-aeptvl-alnha-O-palactosamine'nolvnentidp. N- 

I 1 U 1 1 IKJ 2>aiJ 1^,11 j Ul/i li uWviYl aiuiia \s gaiuvi.v/.jcuiiLiiV'.fJVJijr pvuiiuw n 

acetvlpalactosaminvltransferase 6 fGalNAc-T6^ (GALNT6^ mRNA 


NM 003774 


Homo saniens LTDP-N-acetvl-aloha-D-ffalactosamine'DolvoeDtide N- 
acetylgalactosaminyltransferase 4 (GaINAc-T4) (GALNT4), mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetvlffalactosaminvltransferase 1 (GalNAc-TH (GALNTn. mRNA 


NM 015507 


Homo sapiens EGF-Hke-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Unmn QanipnQ Hpfpnsin hpta 9 fDFFR2^ mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM 00?d74 


Unmn canipnc mvnein hpaw nnlvnpntirlp 1 1 smnoth musrlp r\^TVH 1 1^ 

transcript variant SMI, mRNA 


MM 09?ft7ft 

INlvl^tfZ^O /V/ 


Wnmn canipnc mvnctn hpaw nnlvnpntiHp 1 1 smnoth mnsflp TN/fYH 1 1^ 
tranQfHnt variant ^N^^ mRNA 


1MM 099R44 


Unmn canipnc mvnein hpaw nnlvnpntide 1 1 smooth mnsclp fM^YHl 1^ 

transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens K1AA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243), mRNA 
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NM 015062 


Homo sapiens K1AA0595 protein (KIAA0595), mRNA 


MM 019100 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DM API), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


NM 023948 


Homo saniens hyoothetical orotein AF053356 CDS3 (AF053356 CDS3), 
mRNA 


NM 022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1A (AVPR1 A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


NM 002011 


Homo saniens fibroblast growth factor receotor 4 ( FGFR4). transcriDt variant 1 . 
mRNA 


NM 022963 


Homo saniens fibroblast growth factor recentor 4 (FGFR4). transcriDt variant 2, 
mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3) transcriDt variant 2 mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism'. (FGFR31 transcriDt variant 1 mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 




Homo santens Ci nrotein-counled recentor familv C ffroun 5 member D 
fGPRC5D) mRNA 


NM 002534 


Homo saniens 2 1 5 -olieoadenvlate synthetase 1 (40-46 kD) (OAS1). transcriDt 
variant El 6 mRNA 

T CU lull I 1— / A V ^ l&U >— * 


NM 016816 


Homo sapiens T^'-oIigoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo santens ubiauitin carrier Drotein fE2-EPF). mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1 ) (LTA), mRNA 


NM 007040 

1 1 1*1 \J\J 9 V w V 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM 001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1 , mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GHI), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GHI), transcript variant 4, mRNA 


NM 022560 


Homo saniens growth hormone 1 TGHH transcriDt variant 3. mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GHI), transcript variant 2, mRNA 


NM 000515 


Homo Qanien^ orowth hormone 1 rCiHl^ transcriDt variant 1 mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


MM 097718 

IN 1VI UZZ / 1 0 


Unmn canipnc matriv m<»tnllnnmtpinase 9^ ( N/1 \A P9 S ^ transcrint variant 2 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NMJJ06690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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MM 00947? 


Unmn canipnc matrix mptallnnmtpina^p "\ fQtromelvsin 1 nrmoplatinase^ 
I luillU oilUlCllb man ia lllCullIUUI uivuiaov J ^auv/mvij.Jiii i, LJiugviaiiucux/y 

(MMP3), mRNA 


MM 00S941 

IN IV1 UU J 7*T 1 


Unmn cnnipnc matriY mptallnnrnfpina^p \f\ ( rnprnbnine-irKPrtprn fMMP16^ 

I lUlllvJ odUlCIlj HiaULA lllwulliupi ultiiiuov iu ^hiwimui tuiw iiiotllCAJ^ ^i»u»ii * v /» 

transcript variant 1 , mRNA 


MM ft99Sfi4 


Hnmn canipnc matriY mptnl1nnrntpina<;p \f% f membranp-inQPrtpH^ f\4MP16^ 
riuiuu bapiciij iiicxLiiA mciaiiupi uitinaot iu i^uiv-mwiujiw uiotiitu^ ^ivtivti 

tranQprint variant 2 mRNA 
uaiiDViipi v ai lax 11 £,y 1 1 1 i vi ^ a 


MM 009421 

IN IV! UVr^"^ I 


Homo ^aniens matrix metal lonroteinase 1 {interstitial collapenase) fMMPl) 

IIVJIUV/ dCUJldld 1 1 lull I A III^U«IIUUIl/ivl>l(U^ I ^UHVIiJUmil vv/uogwiiiuvy 1 ^, 

mRNA 


MM 004005 

INiVI UUt77J 


Homo canipnc matrix m p tall on rote inase 14 fmemhrane-inQertp.cn fMMP14^ 

I lui llyj jdUICllD mail LA Ulwlc&IIUlJl wifc-iiiaoV' » ~ yinwiiiui ax i\* iiio^i i^u^ i~/) 

mRNA 


MM 009497 


Homo ^aniens matrix metallonroteinase 13 fcollaeenase 3^ fMMP13) mRNA 

1HJ1HU id|Jltll»3 11 lull LA I f iviullVJLsl v/iwn iiww i -J ywiiagvtidov -J J yj»ii»n i «^ jy iiiivi^«& 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


MM 09970? 


Wf\mn canipnc matriY mptallnnrntpinasp 10 fMMPlO^ tran^crint variant rasi-O 

nuiUU :>apiCll5 lliauiA Illtiauupi U it uiaot i ^ i^itiivii i s )y uoiiaviipi vaiiaiii laoi -7, 

mRNA 


MM 099701 


Wnmn canlpnc matriY mptallnnmtpinaQP 10 TN4M^P10^ tran^crint variant ra^i-6 
F1UII1U ouUICIIi iiiuiiiA iiiciaiiupiuiviiiaot 17 ^i»ii»i* is Jy uoiijwi|;i vaiiaiii iaoi \j t 

mRNA 


MM 099700 


Urtfvift camVnc matriY mptallnnrntpina^p 10 fMMPIO^ tran^crint variant ra^i-^ 

nUIIlU i>uUlClio HiaUlA fliciail upi u it 11 loot 17 i^iviivir I7j, iiaii3viipi vai lain laoi j t 

mRNA 


MM 009490 
INM UvZ^Zy 


Un m n caniAnc rnQtnv m f»tQ 1 1 r\ nrn tf» i n c* c p 10 fN/l\/1P]Q^ tranQPrint variant rnci.l 
numO Sapicnb IIiaiilA tllCluliupiUlClliaoC 17 ^iviivi.r 17^, iiaiiotiijJi vaiiaiii laol-l, 

mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 

tvnp TV rollaopnaQP^ i'MMP?^ mRNA 
type IV 1 1 ugvi l oo c ) \yf\)yi\r c)y ultvi^/a 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 

tvnp TV rollaopnaQp^ fMMPO^ mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


IN IVl_UUZ*TZ<t 


riomo sapiens mamx meiauoproieinase o ^neuiTopnii coiidgcudbej ^ivuviro^, 

mRMA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 

mRMA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MM PI 2), 

mRMA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


iNlvi_UZZoU4 


U r\ry\ r\ ronionc C\IDD\I nnctroam ra o rt i n rr fromp / QMT IT? PA tra ncrn'nt variant 7 

riomo sapiens ofNivriN upsueam reading irame ^oiNurvr/, iranscnpi vdnoju z, 
mRNA 


INM_UUjO /o 


riomo sapiens orsivriN upstream reading name ^orNurvr iranscnpi vanaju 1, 
mRNA 


iNivi_uujuy / 


riomo sapiens sman nuciear nDonucieoproiein poiypepiiQc in ^oiNivriN^, 
transcript variant 1, mRNA 


xjx/i A99ftOR 


IT /-\ m r\ nnianr email nitrlpor V\/^fl 11/^1 T\mtf* 1 n i^r* Iv/T^Antirlf 1 M 1 \\IR PM 1 

riomo sapiens smau nuciear noonucieoproicin poiypcpnuc in ^oiNivriN^, 
transcript variant 5, mRNA 


XJXyf OOOflO/T 

INIVl_UZZoU/ 


riomo sapiens smau nuciear nDonucieoproiein puiypepnoc in ^oiNivriN^, 
transcript variant 4, mRNA 


XT\>f OOIOO/C 

NM_UizoUo 


Homo sapiens smau nuciear nDonucieoproiein poiypepuae in ^oiNrvriNj, 
iranscnpi van am j, miNJN/\ 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
iranscnpi vanani z, mt\jN/\ 


NM 022717 


Homo saniens Ul-snRNP bindine Drotein homoloe (70kD) CU1SNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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MM 022978 


Homo <»nipn<t small EDRK-rich factor IB (centromeric) (SERF1B). mRNA 


MM 023947 


Homo saniens hvoothetical nrotein MGC3234 (MGC3234), mRNA 


MM 023942 

IN 1V1 \J CrJ st£. 


Homo <umipnQ hvoothetical nrotein MGC3036 uMGC3036). mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM UU3**/l 


U/\m/\ conianc nliirocQminp nhfiQnhafp i cnmPra<\P (CiMPT^ mRNA 
null lO Sapiens glUvUjaminC-O-pilUopualw loumciaov ^vii^iri^, iiiixi^<^ 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FU22569), mRNA 


NM 0U4U/O 


UftmA pnnJanp j-i-i/et«a 1 1 i n Koto R1 /PPVRR^\ mRNA 

riomo sapiens crysiauin, oeia dj ^i^ivi ddj;, iihvin/\ 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NM_0 12329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens u l-snruNr Dtnaing protein nomoiog ^ ivku) \ vj i oixrviNrDr;, 
transcript variant 1 , mRNA 


NM_0Uo4oj 


Homo sapiens oeaa ringer ^urosopniia/-iiKe z ^Dngiu ojiu ucou uiigci; ^Lyrvn-<^y, 

m D\| A 


XTKif AAAA 1 < 

NM_UUUUl:> 


ii Am „ ponionc xj or»<»tvlti-!incf<»mc*» 7 f QrvlaminA N-apptvl transferase^ fN AT2^ 
rtomo sapiens rs-acetyitransierase z ^dryiaiiiinc iN-awciyiuaiiai&iaocj ^i^^-i i 

mRNA 


Xl\vf nAA/lOA 

NM UUU4yo 


Momo sapiens crystaiun, oeia dz ^ivi oozy, uiivi^/a 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens nypotneucai proiein rLJzuvoy ^rLjzuyo^;, iiuvi>i/\ 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM 021905 


Homo sapiens gamma-aminooutync acia [\jPld/\) d recepxor, i vu/vddivi;, 
transcript variant 4, mRNA 


NM 020554 


Homo sapiens l-cen leuKemia/iympnomao ^ii^lo^, uanscnpi vdxicuu iv^loui, 
mRNA 


NM_020553 


Homo sapiens i -cell leulcemia/iympnoma o v i cuo;, iranscnpi vanam i v_loci , 
mRNA 


NM_020552 


Homo sapiens 1 -cell leuKemta/iympnoma o ^n^LOj, iranscnpi vanani illddi, 
mRNA 


■k r» m r\ s*\ r\ r r r\ 

NM_020550 


Homo sapiens T-cell leukemia/lympnoma o \ i uloj, transcnpi vanani i ^Loa->, 

r> XT A 

mRNA 


NMO 12468 


Homo sapiens l-ceil leuKemia/iympnoma o ^ii^loj, transcnpi vdn<ini i^tudi, 

•mDXT a 


XTXif A 1 A A 1 Q 
NM__0 14415 


it _ M»\i'anc T" r>c±\\ \o\ it-pmio/lvmnhnmQ A TXr^T fi^ trjinQprint variant XCl.6a7 

Homo sapiens l-cen leuKemia/iympnomao ^1^1-07, uoii5cript vaiiaiu iv^lucu,, 

mDXT A 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM uio/zy 


Lirt«,n rofttotir fxi ota ro^p»r»trvr 1 /* orli 1 ^POl RH tran^rrint variant 4 mRNA 
Homo sapiens ioiaie recepior 1 lauuiij ^ruLivi 1, 11011^^11^1 vaiiaiu t, nuv^a 


NM 016725 


rirt—rt ««n*«<Ar«o fx Lto rA/>^rtt/^r 1 /qHi 1 it "\ ^P"OT R 1 ^ trancprint variant 1 mRNA 

Homo sapiens toiate receptor i laauiu yr wliv i ) t iroiibciipi vaiiaiu i, uuviin 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CCjI-oI protein ^uivcv 1 mtuNA 


■V T » M t\ /\ A A f\ f 

NM_004406 


Homo sapiens deleted in malignant Drain tumors i ^uivid i i j, transcnpi vdndni 

1 —DMA 

1, mRNA 


VII i t\f\i\ 1 fVT 

NM 000197 


Homo sapiens nydroxysteroia /-oetaj uenyarogenasc j ynoui idj), nirvi^/\ 


NM_00I220 


Homo sapiens caicium/caimoounn-aepenaeni proiein Kindle ^aivi uma^cy u 
beta (CAMJvzd), itikina 


NM 019071 


Homo sapiens inniDitor 01 growtn iamny, hiciiiuci j ^unvjj^, huu^a 


NM 016731 


u Am rx .nnianr fXlotA r<»o<»r»tr»r 1 /'o/^ll^t^ /'POT RH tran^pH nt variant 8 mRNA 
Homo sapiens ioiate receptor i ^aauii^ ^rwi^ixiy, iraii^upi vaiiaiu o, uuxj^n 


NM UZJlMo 


n«mrt conipnc hvnnthptipal nrntpin FT IH0S2 fFLJ13052 > i mRNA 
nomo sapiens nypoinciicai pruicui rLJuuji bjuvj^^ uuvnn 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyitransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


NM 016513 


Homo sapiens MAK-related kinase (KJAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KJAA0936), mRNA 


NM 014688 


Homo saniens related to the N terminus of tre (RNTRF'l mRNA 


NM 006640 


Homo sapiens MLL septin-like flision (MSF), mRNA 


NM 006070 


Homo saniens TRK-fused pene (TFG^ mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


NM 000297 

11 1V1 Wvb7 » 


Homo ^anipn<j nolvrvstip IfiHnpv disease 2 f autosomal HominanA fPKD9^ 

mRNA 


NM 016307 


Hnmn sanipn^ naired related homeobox nrotein fPRX?^ mRNA 


NM 003924 


Homo saniens naired mesoderm homeobox 2h fPMX2B^ mRNA 

1 11/ 11 IV/ 3a|Jlw>lld ^sOHWVl WlwUUWlllI llUillVV/UVA X» U yt y, 1 1 U VJ ' r\ 


NM 006902 


Homo Qaniprm nairpH mp<;odprm homeo box 1 fPMVI^ tran<;print variant nm y- 

i lwmu Dajji\^iij pan iiiwvUm in iiv/iii^v kjkj *\ i ivia i y, u cu iociijji v&iicuii Ul i 1A 

1 a mRNA 

1 CI, 1 1 1 1 VI ^1 <V 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
1b mRNA 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


NM 000915 

IHVI V VU7 1 </ 


Unmn cam'pnc owtopin nrpnrrt. fnpnronhvQin W ^OYT^ mRMA 

1 1U1I1U o£L|JlWll:> UA ll/Vlll, JJlvJJlL/ ^llvlil VJJU j dill i J 1 y, lIHVl^f/\ 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM 022664 


Homo citnipnc PYtra/*plliiIar mafnY nrAtpin 1 (X* C** \A 1 ^ h*!>ncprint variant 0 
OUII1U iaJJlClli CA U aWCllUlai IllalilA piUlCIll 1 ^CV^lVll J 9 LldulbLIipi VdJldJlt Z, 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 

^FfH^l^ nnplpar opnp pnpnHino mitophonHnal nrntpin mRMA 
^Lvnoi jy uui/i&cu gvuv viii'Viuiug iitui/i<iiuiiuj lai fjiuivin, 1 I li vi ^ r\ 


NM 0226S2 


Homo canipnc Hnal cnpp ifir»itv nhocohatacp ^ ^PiT JQP£^ trancrriot uarrant 9 
nUIHU bapiCIla UUal oJJC^I ilL/llj pilUopilautov Q ^UUOrOy, iralldCiipi V al 1 di 1 1 Z, 

mRNA 


NM 004419 


Hnmn canipnc Hual cnppiflpitv nhr*cnhatacp S ^OT I^PS^ mRNA 
rii/iiiv ^aj^icii3 uuai opvwiiiwiijr ^iiLrapiiauaow j ^L/uorj^, iiirvi^irA 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant I, 
mRNA 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


NM 004961 
in ivi uu*r y \j i 


nuiIlU bapiCUd gdJiUila'aJlllllUuUiyriC dCIU \\Jr\Dr\) r\ ICCCpiUr, CpdllUll 

(GAB RE), transcript variant 1 , mRNA 


NM 021QQ0 

INIVI Xtt. 1 77W 


Hr\mn com c ct q tti m q _ q m innni i tAy^ r* Qr*irl iitARA i A rp^AntAr pncilrvn 

nuniu oapicii!> gdJiuiid-dJiiiiiuuuiyric aciu ^vj/\d/a y /a rcccpior, cpbiiuu 
(GAB RE), transcript variant 4, mRNA 


NM 021QR7 


riUiIIU bapiCIlo gdJIUIla-allllllUUUiy 1 1L- aClU \\Jr\Dr\) r\ tCLCpiUl, CpolIUlI 

^riARRP^ trancrrint variant 1 mRNA 
^vJ/ADrvJZ. y, IrdildCiipi Vollalll J, IIliVlN/A 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 

fOARRF^ tran^rrint variant ? mRNA 


NM 004000 


nUIUU ddpiCIld UUal opCL/lIlcliy pilUbpiiaLaoC J ^ ValVlllia VllUd piUJbpilalaoC V ni- 

relatedHDUSPB^ mRNA 


NM 001398 


Homo ^anipnQ pnovl Copn7vmp A hvHrata^p 1 nprn\i^nmal ^Pf^H^ mRNA 

1 1WI11VJ OdL't&llO WllVJYI m> 1 *-£*J 1 1 1 w r\ 11 YUlalaow 1, LyVl ^AloWlIItll 1 LiVl 1 1 J j llllVii/V 


NM 001946 


Hrtmn QanipnQ rlual cnppifipitv nhncnbatacp f\ (WK \^S*fC\ tran^rrint variant 1 
rivinu oapitiio uuai dp^uiiivitjf jJiiuojJiiauaot; \j ^uuji Uj, uajio^iipi vaiicuii i, 

mRNA 


NM 001952 


Homo ^anipnQ P2F tran^printion Tartor r» TP9Fr*^ mRNA 

1 1 VJUIV/ jal^ltllo 1 11 <Xllol/l IL/llVJlI luCLUl \J 1 LZ.1 \J J, 111 1 VI 'I rV 


NM OOIQSO 

IVi \J\J 1 7 JU 


Homo canipnc P^F trancprintion factor A. ni 07/r*1 ir^-KinHino ^P^FA^ mRNA 

nuniu japiciio dz. r iraiioi<ripuuii laLiur pi \j ii\> i jt/'Uiiiuiiig ^c^r*+y, iiltvin/a 


NM 00194Q 
in ivi i y*ty 


Homo canipnc F9F trancprintinn faptor \ rF9F^^ mRNA pomnlptp rrlc 
nuniu o<ipiwii5 \->t- r uoiidvi ipuuu laLiui j ^Lzrj^ iiuvi^irv, cuiupicic cub 


NM 005225 


Homo caoi^nc F9F trancr*rintion far»tor 1 TF9F1^ mRNA 
numu ddpiviid i_>z>r ii dJio^/i ipiiuii voxivjx \ ^L^r i 1 1 nvi^/V 


NM 079977 


Homo campnc rattv-apiH-fopn'Tvmp A lioacp tono.r*nain A. ^FAfT A\ francrnnt 
nuillV/ oapiciio laiijr d^lU~VirUCltx<jr lllw A ll^aoC, ivf lg"*wliaill *t ^TrtvL'r uaildvlipi 

variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM 021912 


Homo sapiens gamma-am inobutyric acid (GAB A) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM 021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
JX3ABRB2), transcript variant 1, mRNA 


NM 000814 

IN IVl WVU *~ 


Homo ^aniens gamma-am inobutvric acid ( GABA) A receDtor. beta 3 
(GABRB3), transcript variant 1 , mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(GABRBH mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM 022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NMJKH544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 1 , mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM 022308 


Homo saniens islet cell autoantieen 1 (69kD) fICAl). transcriDt variant 3. 
mRNA 


NM 022307 


Homo saoiens islet cell autoantieen 1 (69kD) flCAH. transcriot variant 1 . 
mRNA 


NM 022S81 


Homo ^aniens chorionic somatomammotrooin hormone-like 1 fCSHLl). 
transcript variant 5, mRNA 


NM 022 S 80 


Homo sanien^ rhorionic somatomammotronin hormone-like 1 (CSHLl^ 

g l\J HIV JllL/IWIU Wllvl Ivlllv JvlllUlvlllUllUlIvU vpi!4 llVllllullv 1 livv I ^vuiiui 

transcript variant 4, mRNA 


NM 022 S7Q 


Hnmn ^anipns rhorionic somatomammotronin hormone-like 1 fCSHLl^ 

I1V111V dttUlvllO VIIV1 LUlllv jUllinivlllUllllIIvruvpui livtiiiviiw iijvw ■ \^v»^u***_** jy 

transcript variant 3, mRNA 


NM 022S7R 

IN 1V1 UL^J / O 


Hnmn canipnQ rhnrinnir <5omatomammotronin hormone-like 1 fCSHLI^ 

IT! VII IV ^ClLMVlIO VIIV11V11IV O VI 1 lulv 1 1 1 till Ul 1 V/ VI \J V U l livllilvllv lllVv 1 ^vtJtllJl Jj 

transcript variant 2, mRNA 


NM 00H18 

IN iVl \J\J IJ IO 


Hnmn QjmipnQ rhnrinnir snmatnmammotronin hormone-like 1 fCSHLM 

ilVlllU oCLUIVllo V11V1 1V111V DVlllOvVtllCllIHIIVvl V VII 1 IIVI H1VIIV UIVV 1 ^V/Ui 1^1 jy 

transcript variant 1 , mRNA 


NM 022646 


Hnmn Qanipn^ rhorionir ^omatomammotronin hormone 2 fCSH2^ transcriDt 
variant 4, mRNA 


NM 02264S 

IN IVl \J£.4,\J*tJ 


Hnmn ^aniprK rhorionic ^omatomammotronin hormone 2 fCSH2V transcriot 
variant 3, mRNA 


NM 022644 


Hnmn ^anipn^ chorionic somatomammotrooin hormone 2 fCSH2V transcriDt 
variant 2, mRNA 


NM 020991 

IN IVl 1 


Homo ^aniens chorionic somatomammotTODin hormone 2 (CSH2). transcriot 
variant 1 , mRNA 


NM 022642 

IN ivi UXZ-vHZ, 


Hnmn QanipnQ rhnrinnir ^nmatomammotronin hormone 1 ( nlacental lactopen^ 

IlVIIlV ddvlvlld wllvl IVIIlw jUI 1 101 VI 1 lull 1111 VU V VIll HVllllVllV I ^piavwuuii lavivgvii^ 

(CSH1), transcript variant 4, mRNA 


NM 022641 


Hnmn canipnQ rhnrinnir <;nmatomammotTonin hormone 1 t'nlacental lacto^en^ 

nvlllv jOUlwllj IVlllV/ J VI 1 lulV 1 1 lul lllllVilVVlll IIVIUIVIIV 1 ^j/luwtliuj luviugvny 

(CSH1), transcript variant 3, mRNA 


NM 022640 

IN IVl U&^vHV 


Hnmn QanipnQ rhnrinnir ^omatomammotronin hormone 1 Tnlacental lactotzen^ 

lIVlHV ^AVlwlld vl I VI IVI I IV O VI 1 1CI iV 1 1 lul 1 1 1 1 IV H \J VJ 11 • iivi iiiviiv 1 ^piuvviiuti mvvv^vii^ 

(CSH1), transcript variant 2, mRNA 


>JM 001^17 


Hnmn canipnc rhnrinnir ^nmatomammotronin hormone 1 (^nlacental lactopen^ 

iTUlIlU odUIClIi vllVI ivlllv oVliloWiiiciiiiiiivii v viii iiviuiviiv i ^piawviiiai loviv/gviiy 

(CSH1), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, * 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NM 022438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


NM 001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1 , mRNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


XT\vf 09 1 141 
IN [V1_UZ I I *t 1 


Hnmn canipn^ X-rav renair comolementinp defective reDair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


xjXif noo^n 
InM_U*£Zj JU 


Unmn c^mVnc X-rav renair rnmnlementinp defective renair in Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 


lNiVl_UZZ'fUO 


UntnA canine X-rav renair comnlementinf? defective reDair in Chinese hamster 
celW 4 OCRCC4} transcriDt variant 2. mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
relk 1 fXRCC3^ mRNA 


mm no/Mm 


Homo ^aniens X-rav renair c o mn lenient in e defective reDair in Chinese hamster 
cells 4 (XRCC4), transcript variant 1 , mRNA 




Homo saniens X transDorter Drotein 3 (XT3). transcriDt variant 2, mRNA 


NM 016192 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 2 (TMEFF2), mRNA 


NM 006786 


Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA 


NM 021995 


Homo sapiens urotensin 2 (UTS2), transcript variant 1 , mRNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


NM 021991 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA 


NM 021717 

i^i 1VI \/*v 1 1 J 1 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


NM 07171S 


Hnmn <:anien«; chloride channel 6 fCLCN6i. transcriDt variant ClC-6b, mRNA 


NMJ)06536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 

mRNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


1NIV1 UU*£0*t 1 


Hnmn Qanif*nQ nhn^nhatidvlinositol fflvcan class A foarOWSmal nocturnal 
hpmnalnhimiria^ fPlCtA^ transcriDt variant 1 mRNA 


NM 090471 


Hnmn caniptiQ nhnsnhatiHvl inositol fflvcan class A fD3TOXVSmal nOCtUmal 

hemoplohinuria^ fPIGA^ transcriDt variant 3. mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria^ ^PIGA^ transcriDt variant 2. mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 091011 

IN IV! v*£ 171 J 


Hnmn caniens A XT rerentor tvrosine kinase fAXL^ transcriDt variant 1 . mRNA 


NM 


Hnmn caniens artin-like 6 rACTI.6^ mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A mRNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

D mRNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


\J\A n91fi*71 
INM UZlo/1 


H/\mrt com'pnc fiKrinnof»n A nlnha nnlvnentiHe ^FGA^ transcrint variant alnha 
rlOmO Sapiens IlDnnOgCn, n aipiltl pui^jjcpnuc yr\jr\j 9 utuidciipi vaiiaiii aipiia, 

mRNA 


X1K/I OOO^Ott 


tirtmA conionc fTKriri/\rron A olnViQ rmlvnpntiHp (V-CiA \ transrrint variant alnha- F 
rlOmO Sapiens IlOnnOgen, A. aipnd poiypcpilUC \r\jr\jy ucui^i iyi voj lain ai^ua *^, 

mix in /\ 


NM 000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant t, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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MM 02 urn 


Hnmn «mipn« rell divUmn cvcle 25B fCDC25B)* transcrint variant 3 mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


in ivi^y £.\jyy\j 


Unmn canipnc rr^tinp L'inacp mitnphnnHrial 1 fuhio\iitnnc.Wf ,, KMT1 ^ nuclear 

nUHIU SdpiCIlS VlCdllllV MJldoC, I1I1HJVI1UUU4 luJ I yuui^UUUUjy ^V_/ IVi'l ■ */» nuvivtu 

gene encoding mitochondrial protein, mRNA 




U/xmn canipnc arttvp RfR -rplatpH ppnp ^ARR^ transcrint variant 1 mRNA 

nUIUO Sapiens ttUllVC DV^Ix*! vlaiwu gtiiw ^ajjiv/) uoiiovi ijji vcuiaiik i, nuuin 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


XIN>f H0 1 70/1 
INIVl_UZ 1 ly** 


Unmn ponian o O Htcintaftnn nn^ mPtQ 1 1 AHrAtPI IIH OP A Am O I n 1 C\ ( ADAM >fl 1 

nomo sapiens a uisuiictinn dnu uicutiiuuiuiviiicuv uisiuaiit ju ^ni/Aivuv^, 
transcript variant 1, mRNA 


IN IV1_UU i <*OH 


LI r\ m r\ rinionc a Hicinfp»rrrin onrl mpta 1 1 AATAtpinP, CP Hnmain 0 ^Fprtllin nPtJil 

numo sapiens a uisiiiict^riii cuiu uivuiiii/pivJitiiiciow uuntaui ^iwiiuui ia y 
(ADAM2), mRNA 


xj\/f noi7Rn 

INIV1__UZ1 /oU 


Ur»mrt conianc o rl I C i nt^rrri n anH mpt^ 1 1 AArAtPI CP A*Amnin 00 ( ADA \A ^ Q ^ 

nomo sapiens a uisimegnn anu incuiiiupiuiciiiaoc uuiiiam £.y j y 
transcript variant 2, mRNA 


xj\yf A0 1770 
INIV1 UZ iffy 


Urtmrt oonianc o /^icintprmn an H mptc* 1 1 AArAtPI flU CP Hnmain 0 Q f A Pi A \/10Q^ 

nomo sapiens a uisimcgnn anu incuniupiuicuiaoc uuiuaiii \f\Lsr\ivi^7 j 9 
transcript variant 3, mRNA 


xixyf niAOAO 
1NIV1_U I4Z0V 


Unmrt rinionr o rlt dnf<»rrrJn onrl m^tQll AArAtPIA?ICP H ATAHI n 00 1 AOAN/fOQl 

nomo sapiens a uisiniegnn anu nicuiiiupiuiciiiaoc uuiuaiu z.y yr\L/r\iyi^.y )< t 
transcript variant 1, mRNA 


IN M_UZ I /Zj 


LJrtmrk rnnionc o A t c ir\tf*rrri n Q n rl mptallrtnrrttPinaCP HAITIJlin 00 ^AOA\/100l 

nomo sapiens a Qisiniegnn anu iiicuiiiuptuiciiiaoc uuuiaui ^z, ^/\L/r\iviz-«6^, 
mRNA 


xjxvf A0 1777 
IN iVl_UZ I /ZZ 


UAMtA ponianc r> A\c\w\tt*rrr\n anrl m^tollAArAfpinacp Hnmam 00 ^A OA N/100 l 

nomo sapiens a □lsimcgnn diiu nicuiiiupiuiciiiaoc uuuiaiii ^r\j-/rviviz.^y, 
mRNA 


XTX £ AA 1 77 1 

N MUZ 1 /Zl 


U AmA ooMiArto o /^icintanrin am/) mptQltAnmfpinQCP Hnmain 00 ( A A N/100 ^ 

riomo sapiens a uismiegnn anu meiaiioproicinasc uouiain ll. \t\vj t\jyi£.L. 
mRNA 




nomo sapiens a Qisinxegnn ana meiaiioproicinaoc uornain v>/AL/rviviz,z ^, 
mRNA 


xiA>f no i ftio 
NM_UZloJZ 


Homo sapiens a oisiniegnn ana meiauoproieinase aomain i / ^lumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


XT\yf AA^ 1 


nomo sapiens a aisiniegnn anu mciauoproiciiiasc uoiiiaiii i / ^iiuiiui iic^iubis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 




nomo sapiens a Qisinxegnn ana meiaiioproieinasc uomd.ni u ^incuirgiuiii^ 
(AD AM 15), mRNA 


\I\4 A7 1 iLA 1 

INM_UZ104I 


nomo sapiens a aisiniegnn ana meianoproiemasc uoiiiaiii iz. ^mciuui aipua^ 
(ADAM 12), transcript variant 2, mRNA 


xta/t no i^io 
in ivi_uz i o i z 


t-JTsxms* c>A««iAnp o /liriniAnrln onrl mat') 1 1r»nT"rktf»i ndCP f\ f~\ m Qin 11/ A Tl A \j\ 1 1 i 

nomo sapiens a uismiegnn ana meiauoproieinase uornain 1 1 ^ml/z-vivi i i j 9 

t wo n c r> »m r\t v/onont O rnDXI A 

iranscnpi vdjidiu z, miviN/\ 




Unmr\ pontine A OP riKr^cvltrancfprsicp Chi A 0+* aaIv ( A OP-rihocp^ nolvmpra<;pV 
nomo sapiens /vi^r-nuosyiiraiisicrasc • , puiy ^/\i-/r-iiuuac^ puijfinciaocy 

like 1 (ADPRTL1), mRNA 


xj\yf nniAis 

IN IV1_UU 1 0 1 0 


Lin mA com'pnc AOP riKocvltrancfpmcp rMAO+* aaIv ( A DP-rihncp^ nnlvmpra<ie^ 
nomo sapiens /\j^r-rioosyiumisicrasc ^in/\j_/~, puijr \t\ur -n uuacy puijin^iaocy 

(ADPRT), mRNA 


XTX>f no 171 Q 
INM UZi /jo 


UAmrt pinian o ci inan/i 1 1 1 n /Q\/TT ^ t~roncr*nint' \/o ri o n t 0 mRMA 

nomo sapiens supervuiin pviLj, iranscnpi vcuicuu £. y uiivin/a. 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


XFXyf AAOCAC 

NM_UUzjUj 


Homo sapiens nuclear iranscnpuon lacior i, aipna^rsr inj, iranscnpi varidru i, 
mRNA 


NM_UzI7U5 


Homo sapiens nuclear iranscnpuon racior i , aipna ^int i aj, iranscnpi vdjiani z, 
mRNA 


XT\vf AAACJO 

NMJ 00832 


Homo sapiens giutamaie receptor, lonoiropic, iN-meinyi u-aspanaie i ^vjiviin i^, 
transcript variant NR 1 - 1 , mRNA 


nm nnn^7i 

IN iVi \j UUD / j 


H attia canipnc fllftnhnl HphvHrfiapna^p 7 iclas*; IV^ mu or <?ipma nolvDeDtide 

(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


MM fl717<K 

IN Vf\_\Jt, ft 1 7J 


nomo sapiens dl»i\/*, cio-Qomain proiein (oivr acv*e:>5ory proiein i ) ^cLis.f ), 
iranscnpi variajii d, uiivina 


IN 1VI \)L ft / \T7 


nomo Sapiens ^LJZ/-Dinciing i^oivaj proiein i^oi v/\j, iranscnpi vanani z, ith\in/\ 


MM CidfAll 


nomo Sapiens L,ivz/-DinQing ^oivaj proiein ^oiv/\j, uonscnpi vanani i, mi\jN/\ 


MM 071X04 
fN ivl \jL ft Ov*t 


nomo sapiens angiotensin i convening enzyme ipcpiiuyi-Qipepiiuasc t\) z. 
(ACE2), mRNA 


mm n?n?nft 

IN Ivl UZUZUO 


nomo sapiens a iransponer proiein j i j) y iranscnpi vanani i , mi\jN/\ 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 1//U453 


nomo sapiens Knesus diooo group, ixce antigens ^tvnutj, mjvNA 


MM HI £717 
IN Ivl U10ZJZ 


nomo sapiens lnieneuKin i receptor- nice i ^i-liim-»i j, mr\jN/\ 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
rranscnpi vanani a, rruvNA. 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript van ant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (lmmunoglobulin-associatea beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79J3 antigen (immunoglobulin-associatea beta) (CD79B), 
transcript variant 1, mRNA 


NM_UZloUl 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


XTXjf A"M CAA 

NM 021599 


Homo sapiens a disintegrin-like and metal lopro tease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006985 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnrombosponain type l mom, i ^auajvii m ), itikma 


XTXvf AA/1A£0 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


xrx>| AO 1 CTC 
N M_UZ ID fj 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


\J\A AO 1 <Tvl 

INM UZ1j/4 


Homo sapiens breakpoint cluster region (BCR), transcript vanant 2, mRNA 


NM UU4JZ/ 


Homo sapiens breakpoint cluster region (BCR), transcript vanant 1, mRNA 


XT\>f A ATI 1*7 

NM_UU/Jz/ 


Homo sapiens glutamate receptor, ionotropic, N-methy 1 D-aspartate 1 (GRJN 1 ), 
transcript vanant NR1-3, mRNA 


nm_uzi joy 


nomo sapiens giuiamaie recepior, ionotropic, N-memyi Li-aspanaie i ^okjin i j, 
rranscnpi vanani Nivi-z, mivNA 


mm nonoftA 


Homo sapiens cnonne aceiyiiransierase ^n>\ i ), iranscnpi vanani iv, itlkina 


mm nonoft^ 


nomo sapiens cnonne aceiyiiransierase ^nA 1 ) y iranscnpi vanani in i , miviN/\ 


mm non^^o 


nomo sapiens cnonne aceiyiiransierase ^i-»nr\i ) 9 iranscnpi vanani m, mivN/\ 


mm nni£i^ 

N M UU 1 0 1 J 


nomo sapiens acun, gamma z, smooin muscie, emenc ^/\^ i vjz^, rni\jN/\ 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


xtw AfOrfCiO 

NM UloOOZ 


Homo sapiens disrupted in schizophrenia 1 (DISC 1 ), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens nypotnetical protein rLJzUJ5 / (rLJzUJj /), mKNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 

mRMA 

mrviN/V 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NM 020298 


Homo sapiens ATP-binding cassette, sub- family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM 020297 


Homo sapiens ATP-binding cassette, sub- family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
1, mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADC Y6), transcript variant 1 , mRNA 


NM_020987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
1, mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1 , mRNA 


NM 020481 


Homo sapiens ankyrin I, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1 , erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1 , erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1 , erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo sapiens ankyrin 1 , erythrocytic (ANK1), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin 1 , erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1 , mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB 1 ), transcript variant 1 , mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NM 000872 


Homo saniens 5-hvdroxvtrvotamine (serotonin) receotor 7 (adenvlate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM 019860 


Homo saniens 5-hvdroxvtrvDtamine (serotonin^ receotor 7 ( adenvlate cvclase- 

1 1 w Illv OUU Awl 1 J ^/ li T VIA V A J VI J L/ A4A A 1 A 11 A W 1 JV1 w LVr A A 11 A f A vVVU lv A r 1 UUv A AT W T VIIWV 

coupled) (HTR7), transcript variant b, mRNA 


NM 019859 


Homo saniens 5-hvdroxvtrvDtamine (serotonin } receDtor 7 ( adenvlate cvclase- 

1 ivll IV/ <Jdl/IVIIJ %/ 1 AT Ul V/rfX T VA T k-/ 14* 1 A A A A i W 1 «J W A V Ivllli 1 / A WWWLS * W* r y W 1 ■ J IUkV W T W IU%/V 

coupled) (HTR7), transcript variant d, mRNA 


NM 004228 


Homo saniens Dleckstrin homolotrv Sec7 and coiled/coil domains 2 (cvtohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NM 017457 


Homo sariiens nleckstrin homolotrv Sec7 and coiled/coil domains 2 (cvtohesin- 
2) (PSCD2), transcript variant 1 , mRNA 


NM 004302 


Homo saniens activin A recentor tvne IR fACVRlB^ transcrint variant 1 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1 B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroid 
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dehydrogenase tvoe IT) f AKR1C3Y. mRNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM 014272 


Homo sanienc a riisinteprin-lilre and metal lonrotease frenrolvsin tvoe^ with 

1 IVIllVf dCllJlVlIj O VllJUI^Wgl 111 HHv CU1VJ 1 11 V Mil 1 V J/l w IWHOV ^1 VIJi \J I J Jill IJY"^ 0 / 

thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


NM 019863 


Homo saniens roapiilation fartor Vlll nrocoaonlant comnonent fhemonhilia A^ 
(F8), transcript variant 2, mRNA 


mm noon? 

IN IVI UuUlJfa 


Homo saniens maaulation fartor V1T1 nrocoatnilant rnmnnnent fhemonhilia 

I lulliv JCtLJlvllD UvogUiailUIl lavlvfl V 111) UlvwacUICUll V/V/lllLsxsllwlll ^i ivm 1 1 1 la **■ / 

( F8^ transcriot variant 1 mRNA 


NM 019616 


Homo saoiens coagulation factor VII f serum Drothrombin conversion 
accelerator) (F7), transcript variant 2, mRNA 


NM 000131 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7), transcript variant 1 , mRNA 


NM_007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


NM 020525 


Homo saoiens interleukin 22 fIL22^ mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


NM 014310 

IN iVI \J 1 *t J I \J 


Hnmn saniens similar to mouse Ras He"xametha.sone-induced 1 rRASOl^ 

I dduiwilj annual wj iuvfuov ivoo, ubAaiiiwuiaov/iiw uiuuvvu i yivrv <j \-j i j y 

mRNA 


NM 09039? 


Unmn saniens amilnriHe-sensitive ration channel 1 testis ^ACf^Nl^ transerint 

I 1 VJ 1 1 1U Z>ClUltllJ CullllUllUW JtllJlll ¥U VC11IVJ11 WllululVl J j LWOllO ^riV/Wl" J J) IICU13VI *f) + 

variant 3, mRNA 


NM 090391 


Unmn saniens amiloriHe-sensitive cation channel ^ testis ( Af^CN^^ transcrint 

I 1 L/l 1 IVJ OtlJJlt'llO dill 1 \\Jl l\X\* OVlldlLlYV well IV/ 11 VllCUUlWi l^OllJ V-' V_^l ^ _/ J) u aiiov^i ipi 

variant 2, mRNA 


NM 090334 


Homo sanipns a Hisintecrrin anH metallnnroteinase Homain ^0 f ADAM^O^ 
nuillU aduicilo a uidUiicgi in cum iiiwuiiii/}JiULviii<io& uuiuaiii jv \n.ur\>ivu\jj 9 

transcript variant 2, mRNA 


NM 019^59 
in ivi_u l y j j y 


Homo snnipns roaanlation factor XT Tnlasma thromhonlastin antecedent^ ^F1 W 

transcript variant 2, mRNA 


NM 000198 


Wr\mr» canipnc rftaoii latinn far»trtr XI ^oljiCTna tHromKonlastin ant<*p<*Hpnt^ 1^ 
nuillU oapiCIIo vAJagUlallUIi lavLUI Al ^[Jlaollla lliiuIIILnj^liaolIIl dJllCLtUtllly 1 1 ^, 

transcript variant 1, mRNA 


nm nno44^ 


14nmn canipnc A TP_V»inr1ino pacc#*tt#* ciiK-familv R /'X/triR /T^ A P^ mpmhpr i 
nuniU bapiCIlD r\ I r-LMIlUlIlg V/OodCllC, dUL/-lalUlljr O {IVILJlSJ Inr/, IIICIUUCI *t 

(ABCB4), transcript variant A, mRNA 




Wnmn canipnc A TP-hind ino rasspttp snK-fnmilv R ^^^OR/T , AP^ mem Her 4 
nuillU daUlCIls /A i r UlllUlll^ taojCUv, aUU-iaJiiiJjr id \ iViL/ixy i nr niciiiuci *r 

(ABCB4), transcript variant C, mRNA 


NM 018849 


Unmn canipnc ATP-hinHino pascpttp siih-familv R ^N^l^iR /T"A P^ mem Her 4 

liUlllU odUlClij t\ 1 l "U111UU1K V<loo&U&) oUl/ lCUlllljr U ^lviL/iv/ l nr lllvtlll/vl t | 

(ABCB4), transcript variant B, mRNA 


NM 090038 


Homo saniens ATP-hinHino cassette siih-familv C TCFTR/MRP^ member ^ 

1 1U1 1 l\J jajJl^llj 1 i L/lllvllllg V/OOdWllW) jUU lallllljr V_/ V 1X/1V11V1 Itl^lllL/Wl J 

(ABCC3), transcript variant MRP3B, mRNA 


NM 090037 


UnmA canipnc A'I'P-hinHina eassette snH-familv ^(^PTR/A/f R P^ memher ^ 

nUlllU odplvlld r\ 1 i "UlllUlllg ^OOOWllW) dUi/ lCUlllljr ^V— -1 1 IV/ lVliVl Ul^lllUwl J 

(ABCC3), transcript variant MRP3A, mRNA 


NM 001786 


Unmn canipnc ATP-hinHino mscptte snh-familv O ^PFTR/\4RP^ memher ^ 

(ABCC3), transcript variant MRP3, mRNA 


NM 01QA94 

IN IVI U 1 70Z*t 


Unrnn conipnc ATT^-KinHincr oaccptfp cnH-fumilv R I'X/tT^R /TA P^ mpmnpr 0 

oomo Sapiens /\ir"Uinuing laodciiv, juu*iaiiiny d ^ivil/iv/ i ai^, iiiciuuci y 

(ABCB9), transcript variant 2, mRNA 


NM 010A9^ 


U/mti/\ coniAne A TP-Kin Hi no r»accptfp cuK-familv R (\A T^R /T A P^ mpmKpr 0 

nomo sapiens t\ i r ~oiiiuing tdo5cuc, buu-iaiiuiy o ^ivil/iv/ irxrj, iiicuiucr y 

(ABCB9), transcript variant 1, mRNA 


NM nOAQQA 


\-J r\vY>r\ onipnc A 1 P-KinHino /*ciccpttp c 1 1 W_ f* a m t\\f ( \*~ 1 l R f\A R P^ mpmhpr 1 

nomo sapiens /\ 1 1 •oinuing cossclic, buu-iajiiiiy ^ ^v^r 1 iv/ ivirvr ^, iiiciiiucr i 
( ABCC 1 ) transcriot variant 1 . mRNA 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_0I9901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM_0 19900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


NM_uiy©yy 


Homo sapiens A 1 r-oinaing cassette, suo-iamiiy c (\^r 1 K/MRr ), memoer I 
(adlci j, transcnpi vanani 4, mKJN a 


W\A AIQfiQft 

NM_uiyoy5 


Homo sapiens A 1 r-oinaing cassette, sur>iamiiy c \\*r i R/MRrj, memoer i 
(adv^ i ) y iran sen pi vanani j, mixjNA 


NM_U 1 7O0Z 


I-Irtmn rininne A TPD KirtHinn r*no potto ciitv. fom f / /^U"l"0 /X /t O D\ morr»K<»r 1 

no mo sapiens A i r-oinuing cassette, suo-idmiiy \\-»r 1 ivMrvr ), memoer i 
(ABCC1), transcript variant 2, mRNA 


xty aicoai 

IN IVl \) 1 7 y U J 


U/\fVlA roniano «■» /-I /-1 1 1 /"» i r* * 1 /*» o o 1 / A fill* l trltir/*r!rif unmnnt O mD\l A 

nomo sapiens aoaucin j (gammaj val/loj, transcript vanani rntviN a 




nomo sapiens N-acyiaminoacyi-peptiae nyaroiase (ArcHj, miviNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


XlXjf AAA/IAT 

NM UUU4U/ 


Homo sapiens glycoprotein id (platelet )> oeta polypeptide (Or lots;, mKNA 


NM_Ul JO/5 


Homo sapiens growtn arrest and DNA-damage-induciDie, beta (UAUU45B), 
mRNA 


NM U 10524 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NMJ)20039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NM_U1 /joj 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_02U238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NMJ)06908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NMJH8890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Rac 1 ) (RAC 1 ), transcript variant Rac 1 b, mRNA 


NM.018891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 

(lOOkD), Herhtz junctional epidermolysis bullosa)) (LAMC2), transenpt variant 

o m d xr A 
2, mKNA 


XT\>f A1 l/l'JA 

NM_U1 J4JU 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


XTXvf A1 l/l") 1 

NM_U 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM UU4yj4 


Homo sapiens bLKL motit Kinase (bMKl), transcript vanant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


NM004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript vanant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


XTXvf A 1 *7 A CO 

NM_0 17459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 

mKNA 


XJXVf AA^ 1 K 

NM UUj 1 1 J 


Homo sapiens major vault protein (MVP), transcript vanant 2, mRNA 


NM Ul /4jo 


Homo sapiens major vault protein (MVP), transcript variant 1, mRNA 


\J\A A 1 QQQA 

NM_Ulo<$y4 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(trcMri )y transcnpi vanant z, rriruNA 


NM uiojiy 


Homo sapiens ameloblastin, enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 0,0/710'* 


Maitia CQnipnc o r» npv i fi A 1 n / AXTV A 1 A\ mDXI A 

nuinu bdpiciib aiincALn aiu ^/\i>»A-rv iiLrviN/\ 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (V1L2), mRNA 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1 ) 
(VAMP1 ), transcript variant VAMP- IB, mRNA 
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IN M Ul*tZJl 


tiomo sapiens vesicie-associatea memorane protein i {synaptoorevin i ^ 
(VAMP 1 ), transcript variant VAMP- 1 A, mRN A 


NM_U 1 /Hoy 


nomo sapiens leiomenc repeal oinaing iacior ^^^^^^"lnieracungj i v 1 civr 1 
transcript variant 1 , mRNA 


xix>f ftfti7 i ft 


Homo sapiens teiomenc repeat oinaing iacior vNiMA-interaciingj i ^ i civr i ) t 
transcript variant 2, mRNA 


XTlVyf ft!7A<^ 
[NM Ul /Hjj 


nomo sapiens siromai ceil aenveu iacior receptor i ^ourrvi ), uanscnpi van on i 

a 1 pi la, mr\iN/\ 


xiKyf ftrnftos 

INM UU/U70 


nomo sapiens ciauinn, neavy poiypepiiue-iiKe i ^v^LiI^l^i j, irausinpi variant z, 
mRNA 


NM 0174S1 


Mnmn canipnc Ft A 1 1 ..accArMQt^H nrAtpin 7 fRAIAPO^ trancrnnt variant 7 mRXIA 
nirlllVS 5dpiClI5 Of\l i *(wjUtlalCU piUlvlil a, ^UAlAli ^, U olid VI ipi vallaJll ^, lUXvlN/A 


NM 0174S0 


Hrtmn canipnc RATI -aQQnpintf*H nwitpin 7 ^RAIAP7^ tran^frint variant 1 mRMA 


NM 001617 


Hnmn canipnc aHHiicSn 7 ^h#»ta^ rA007^ tranQrrint variant hpta-1 mRMA 


MM 017488 
1^1 1V1 v i /too 


UnmA canipnc o/i/iiiom 7 / rv>t9 i l ATir»7 1 tr?>ricpnnt variant n^ta— 4 mRMA 
nuiIIU SctpiClIS aVlUUCUl Z. ^Uvl4j ^/\J_/I_/.£^, UalloL'lipL vol lalll Uvla*t, UlAiin 


MM 017487 

INIVl \J i /*to / 


Ur\m a canipnc aHHiifm 7 /K*»ta\ ^Ar^r^7^ tranccrint variant Kpta-^K mRMA 
liUIIIU bapiCUS dUUUtUl Z. \V\ZuXj yr\LJL/£j 9 UallSWipi Vailalll ucia-UU, lllrvi^lrV 


MM 017486 

IN 1V1 \J l / *t OO 


Haitia conSpnc oHHnr*in 7 ^AAtsj\ ( Ar^I""i7^ rrancrrint variant ni^tQ— f\Ck mRMA 
ilUIIIU SapivllS aUUUClJl Z ^UCLa^ ^AL/L/i UailSCiipi vailalll UCLa-Da, IIlTvlNrV 


MM 01748<\ 


Homrt canipnc qH Hi ir* in 7 / Vv<>to ^ / A nn?\ r\ c r*Ti At variant A*»t;i_^i* mRMA 

nomo Sapiens auuucui t. ^ociaj \twjvji. j 9 uanscnpi variani ucui- ja, nuviN/v 


MM 017484 


I4nmn cor\i^Tic aHHii/*iA 7 iKpt?j i ( A r^T™^7 ^ trancrn x\\ \/ori ant Wf»ta_^r* mRMA 
flOmO SapiCIlS aUUUCin Z ^OClaJ \ t\xJ\J£,)y irallSLIipi Vailalll UCla-JO, IluVlNrV 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


MM ft 17487 
INM Ul /'foZ 


nomo sapiens aaaucin z ^oeiaj {/\uuz uanscnpi variani ueia-z, rriruNA 


MM Alft^AI 
[NM UioJOl 


LI AmA cn^nc r^WF7P^8An7771 ArAt#»in mif F7P^8Ar>777'* 1 \ mRMA 

riomo sapiens L/ivrz^rjoOL/zzzj proiein ^iJisj^rjoOLyZzzjj, itijvina 


MM ft 184 11 
INM UIo*t1j 


nomo sapiens cnonaromn *t-5uiiouansierase ^*to 1 ), n\t\£s/\ 


MM ft1781^ 


Ur\rrtr\ CQnionc ^KrAmACAmo 71 aaati rAir) J t*i rr from 0 C Q ( ^ 1 (~\ I? P ^ Q \ mD\l A 

nomo sapiens enromosome zi open reauing name jv ^i^zivjtvr jy), rnrviN a. 


MM ft1877£ 
lNM_U 1 oZZO 


nomo sapiens arginyi aminopcpuuasc ^aminopcpuuasc d^-iirc i ^iviNrcrLi ), 
mRMA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


mm ni87nn 

IN 1V1 U 1 OZUU 


U/mti/\ canipnc hir>!i_mrt Ailitv nfmm 7ft A / l-J\X/^i7 ft A ^ mRMA 

nomo Sapiens nign-mooiniy group zu/\ ^nivi\jz u/\y, mi\.iN/\ 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


XTA/f ft 17^ 17 


Homo sapiens downstream neignoor 01 ouin ^uuinoUIn ^, mKNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_0 17456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 1 (cytohesin 1 ) 
(PSCD1), transcript variant 2, mRNA 


NM_Uloozy 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_U 16828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0 16827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


XTX A A 1 ^OA 1 

NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 1 b, mRNA 


MM ftft91Q7 
IN ivl UUZ 17/ 


UAmA canionc Q/TMiitQCP* 1 cnlttHlA ( A C~* C~\ 1 ^ mRMA 

nomo sapiens avoniiasc i, soiuuie ^avui j 9 iiumna 


NM_0 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_0 16835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1 , 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 




Homo ^aniens EGF-containine fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 


\IM 


Hnmn canipn« I IM domain kinase 2 (LIMK2^ transcriot variant 2a. mRNA 


NM 016733 


Homo sapiens L1M domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


INlvi UUZJl^ 


Wnmrk canipnc T IM domain kinase 1 ^LIMKl^ transcriot variant 1 mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


NM__UUOojD 


UAmA conionc kTOPf (1 vc_ A cn_f~tlii-l piA pnHnnlaQmic reticulum nrotein 

nOUlO Sapiens r\J-/I-»L» 1 1-< Yb~/\op VJ IU LtUj dlUVJpiaollllw iuuvuiuim piuiwiu 

retention receptor 3 (KDELR3), transcript variant 1 , mRNA 


NM_U100D / 


n Amri conipnc VTlPf (1 vc_ A cn-Olii-T piA pnHnnla^mip rpfiniliim nrotein 
nOinO Sapiens r\JL/ CL-< 1 LYj AjU VJIU UvU ^ cnuu|Jiajiiiiv ivuvuiuui pujivm 

rptpntinn r^rpntor 1 n^DFT R^l transerint variant 2 mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

1 mRXJ A 
1 , nUvTN/\ 


NMJM6815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

Z, nil\JN/\ 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like I (F2RL1), mRNA 


NIV1_U lOolo 


iT AmA CQn ; pnc ATP KinHino raccprfp cnK-familv Ci fWHITF^ member 1 

rlOmO Sapiens f\ I r -Dinuiilg CoSSCllv, SUU-iaJiiiijr \J \ w ni i iiitiiicti i 

(ABCG1), transcript variant 2, mRNA 


IN M UU4y 1 J 


Li-.ro /a conipnc ATP.hinHino raQQPttp QiiK-fami 1v Ci ^WT-IITF^ member 1 

nOmO Sapiens r\ 1 r "DlllUUlg vooSCUC, suu~iaiiiiijr VJ ^ 1 11 * ^/y hiv-uiv*'* * 
^ARrnn rranQprint variant 1 mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 

mitnrhnnHrial nrntpin tran<irrint variant 1 a. mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 

P4 PA mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NM_UU\>yZ / 


U/\m/\ rom'onr rr\ e*tY\\/ \ -(~* r\{~* KinHino rlnmain nrntpin 0 ^ tT3n<*frint variant 
rlOmO Sapiens meuiyi-v^pvJ OUlUUIg UUUlalll piuicm uatiav>iipi vaiiaiii 

1, mRNA 


XTXvf A 1 ^ftlO 


Homo sapiens rneiny i~v^p\j Dinuing uouiaiii pruicm z. \ividl/^ j, uaiio^iipi vajiaiit 
testis-specific, mRNA 


NM_UUzJo4 


UAmA ronipnc motVi\/l CnC* KinHino Hnmflin nrAtpin 1 ^MRDl^ trjin^crint variant 
riomo sapiens meinyi-v^pvj oinumg uuniaiii pruicm i i j 9 u<ui^nyi »ai icun 

4, mRNA 


XT\>f n 1 <<M*7 

NM_U1 Do4/ 


0^>vk^ onmiano matKi/1 r«n KinrllnfT (4r\mQin r\ m t r» i n 1 ^ \A RH 1 ^ tra n QPri nt variant 

riomo sapiens meiny i-v^pvj Dinaing uomain proiein 1 ^ividl^i^, ucui^iipi vaiiam 
PCM 1, mRNA 


XTKyf fl 1 CQA6. 

NM_U1 jo4o 


Unrtift pnn ; anP motKt/l r\(~l KinHSnn ^rtmain nrntptn 1 f R D 1 ^ rmncprint variant 

Homo sapiens meinyi-i^po oinuing oomdin proiein 1 \ividij i j, uaiio^upi vai iam 
1 , mRNA' 


XTn.vf A 1 <QA C 

NM_Ul3o4D 


rlOmO Sapiens mcUiyi^L.'PvJ DUlUing UUUlalll piuicm i ^ivioi-/iy, uajiouiipi v oj i an i 

2, mRNA 


XT\/f A 1 CO A A 

NM_0 15844 


n ftmrt „ „_ p P«ri KinHInrr rlnmain nrntptn 1 f\A RDI ^ franQPrint variant 

Homo sapiens metnyi-cpo oinaing aomain proiein i yiviDui ) 9 LrcuibLnpi voiioiu 

1 mDM A 

mivlNA 


IN M_UUZj 1 1 


14/Mnrk cQnipnc Iioqcp HI DMA ATP-HpnenHpnt (\ IO^^ transcriot variant beta. 

fiOlXlO SdpiCnS Il^doC 111, L/Pir\, n l r*UCpvllUCUl ii ail ipi Yaiiain wvia, 
mRXJ A 


NM_0 13975 


Homo sapiens iigase III, DNA, ATP-dependent (LIG3), transcript variant alpha, 

mRXJ A 


xiivvf n 1 a i on 
inm ui4iyu 


UAmn canipnc oHHnrin 1 i alnKia^ ( A D0 1 ^ tranQPrint variant ^ mRNA 
riomo Sapiens aUUUCin 1 ^aipild^ ^AL/U1^, uaiio^iipi vai lain j, mi>a , ii~v 


INM U14157 


(-Trvmrt canipnc QrlHnrin 1 f alnhnl 1 ADD1 ^ tran^crint Variant 2 mRNA 
riomo Sapiens aUUUCUl I ^aipila^ \r\LJU I J, uaiidviipi vaiiajii iin\a^i^w 


XTIV;! Art 1 1 1 O 

iNivi uui i iv 


U« m « conionc orlrlnr'in 1 ( ck InKii^ A PiPi 1 ^ tr^ncprint variant 1 mRNA 

rtomo sapiens auuucin i y<xipn<x) \r\L/u i j, uoiisviipi vaiiajii i, 1 1 1 ivi ^ r\ 


NM 015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (T0B2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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MM {\\fS)Al 
IN IV1_^U I OZ*t / 


nomo sapiens interpnotoreceptor matrix proteoglycan zuu (bP ACKl,ain ), 

mRMA 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


IN 1V1 UIOI 


nomo sapiens ivnesus diooq group, u anugen ^ivriL/j, mruNA 


NM_0 15865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 

arming PliAH mRMA 
glUUp J ^oLA^l**Al J, mKiNA 


xjM Ai zi 19 
INiVl U 1 01 1Z 


nomo sapiens polycystic Kianey oisease z-nxe i irisxJZLi ) y itikjna 


NM_0163I8 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

mRMA 
miviN a 


MM AlAA^I 
IN1V1_U IOO J J 


nomo sapiens stenie-aipna mom ana leucine zipper containing Kinase az>k. 
(ZAK), mRNA 


mm oi^^a 

INIVI UIOjJO 


nomo sapiens ui i 70, complete utvr (tiuiviui lyoAj, itu\jna 


MM HIAdll 
1NIV1__V/ I Of J 1 


nomo sapiens miiogen-activatea protein Kinase 0 interacting protein z 

fMAPKBIP^ mRMA 
^IVl/\r IS.0I1 Z^, miviNA 


MM 016^77 


nomo sapiens a Kinase ^rivivAj ancnor protein / ^AivAr / ), rruvJNA 


MM Ol^ldA 


nomo sapiens nuciear receptor suoiamiiy z, group e, memoer j ^inkzcj ) y 
mRMA 


MM C\\6X>*> 


Unmn cnnipnc Tinr* fino#*r nrrkt#»in 974 ^7MF97dA mRMA 
nuuiu sapiens zinc linger pruicin z/*t ^z-tiN r z / 1^, rniviNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


MM (\)^ / )Q1 


nomo sapiens onuging lniegraior z ^diinzj, miviNA 


mm ni^ono 

IN1V1 U 1 J7W7 


nomo sapiens ncuroDiasioma-ampiinea proiein ^lvji^j 1 jy'f^, miviNA 


MM ni^RQft 


nomo sapiens sponayioepipnyseai ayspiasia, late, pseuaogene ^ocULrj, mKJNA 


NM 015885 


Homo sapiens PCF1 Ip homolog (PCF1 1), mRNA 


INM_U1 jyy 1 


Homo sapiens complement component 1 , q subcomponent, alpha polypeptide 
(C1QA), mRNA 


MM ni£7A1 
INM UlOZUi 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


MM fil ^7 
INM UlOlj/ 


nomo sapiens tropninin ( 1 kuj, mKiN a 


MM fil ^&AO 
INIVI U 13507 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

mRMA 

nuviNA I 


mm ni£6is 

IN IV1_U 1 DO 1 J 


nomo sapiens soiuie earner iamiiy o ^neurouansminer transporter, vjAdaj, 


MM ftlfi^KQ 


numu Sapiens iNoi-Dinuing proiein ^iNoi-Dr^, miviNA 


MM 01rt£4fi 

IN 1VI \J 1 OOHO 


Unmo cani*»nc 14DPM A l 8P n rnt#> in f\4ViC\A A 1 51 mRMA 

nomo sapiens nuv^iviA i or proiein ^nuv^iviAisr^, miviNA 


MM 016S97 


numu sapiens nyuruAyawiu uaiuosc z ^long cnain ) \r\j\\j/, j 9 miviN a 


MM 016761 


numu sapiens rzri proiein ^rz»ivi ) y nirviN a 


MM 0 1660? 

IN IV1 v I DO UZ 


nomo sapiens o proiein-coupieu recepior z ^vjr i\z rnivrNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


MM 0161R7 
INIVI IM O I o / 


nomo sapiens onuging integrator z ^diinzj, mKiNA 


NM_003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA i 


XTXvf fk \A AAA 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


M\yf A1100.7 

NM vljyyz, 


Homo sapiens paired dox gene o (rAAo), transenpt vanant PAAob, mKNA 


NM_U1 J^oo 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(r akazj, transcript vanant J, mKiNA 


M\/f A 110,0*7 

N M_U 1 jy O / 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
^rAivAzj, transcript vanant z, itunjna 


MM ni70fi^ 

inivi uuyoj 


nomo sapiens neureguun z ^inkajz;, transcript vanant o, itikina 


NM 013984 


Unmn Qanif»nQ fiPtirpoiilin 9 fMRO?^ tran^rrint variant S mRMA 


NM 013983 


Homo sapiens neureguiin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neureguiin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neureguiin 2 (NRG2), transcript variant 2, mRNA 


NM_0 13964 


Homo sapiens neureguiin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neureguiin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulin I (NRG1), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRG1), transcript variant ndf43, mRNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG I), transcript variant SMDF, mRNA 


NM 013958 


Homo sapiens neuregulin 1 (NRG I), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-betal, mRNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1 Lv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NMJ) 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1, mRNA 


NMJ) 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NMJM5841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_0 15840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NMJXHUI 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KJAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KJAA0618 gene product (KIAA0618), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP IB, member of RAS oncogene family (RAP1B), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NMJ) 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NMJM4341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type I motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NMJ) 13942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


NM_013411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM_000631 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1, 
mRNA 


NMJH34I6 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 


NMJ)06125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


NM_0 13427 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1, mRNA 


NMJ) 13423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
4, mRNA 


NMJ) 13422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


NMJ)01174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NMJ) 13449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2 A (BAZ2 A), 
mRNA 


NMJ)07333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NM_007328 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-B, mRNA 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-A, mRNA 


NMJ)04214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FIBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 17, mRNA 


NM 013409 


Homo sapiens follistatin (FST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NMJ) 12486 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2, 
mRNA 


NMJ) 12485 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 2, mRNA 


NMJ) 12484 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 1 , mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens granulysin (GNLY), transcript variant NKG5, mRNA 


NM 001930 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 1 , mRNA 


NM 013407 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NMJ) 13229 


Homo sapiens apoptotic protease activating factor (APAF1 ), transcript variant 1 , 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NMJ) 13255 


Homo sapiens muskelin 1 , intracellular mediator containing kelch motifs 
(MICLNl), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (hbZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_0 12428 


Homo sapiens stromal cell derived factor receptor I (SDFR1), transcript variant 
beta, mRNA 


NM_0 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NM_0 12369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA ! 


NM_0 12324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1 , mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC I-Ll, mRNA j 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S3, mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -SI, mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC I-Nl, mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM_000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome I) (PAX3), transcript 
variant PAX3A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NUX1), transcript variant NUH-i L, itikina 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


t t^_^. — ♦ U-M^no* 1 ahfIi/ nnpat ZD D f** A W trancrnnt variant RRf^A 1 ■> 

Homo sapiens breast cancer 1 , eariy onsex (dixw^u, uanscnpi von am di\v^/\ i - 
exon4, mRNA 


NMJJ07305 


Homo sapiens breast cancer I , early onset (dKCAij, transcript vanani dklai- 
delta9-10-llb, mRNA 


NMJ)07304 


Homo sapiens breast cancer 1 , early onset (bkca i transcript variant brca i - 
delta lib, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BKCAl), transcript vanani hkuai- 
deltall.mRNA 


NM_007302 


Homo sapiens breast cancer 1, early onset ^bkcai ), transcript vanani DRtrti- 
delta9-10,mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (Bk.ua l), transcnpt vanani brlai- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1 , early onset (BrtCA i ), transcnpt variant dkla i - 
deltal4-18,mRNA 


NM_007299 


Homo sapiens breast cancer I, early onset (BK.CA1;, transcnpt vanani drlai- 
deltal4-17, mRNA 


NMJ)07298 


Homo sapiens breast cancer 1 , early onset (bkca i ), transcnpt vanani bka_a i - 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BK.CAI;, transcnpt vanant bkuai- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1 , early onset (drca i ), transcnpt vanani bkca i a , 
mRNA 


NM_007295 


Homo sapiens breast cancer 1 , early onset (BKCA l transcnpt vanant bkla i o, 
mRNA 


NMJ)07294 


Homo sapiens breast cancer 1 , early onset (BKC A 1 ), transcnpt vanant bkca i a, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (KANrJrJj, transcnpt variant KAiNorj-a, 
mRNA 


NMJ)07321 


Homo sapiens RAN binding protein 3 (KANBP3}, transcript variant kainbkj-c, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (KANBF3;, transcript variant kainbt j-o, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransterase (COM l transcnpt vanant mb- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransterase (CUM I ), transcnpt variant fc- 
COMT, mRNA 


NMJ)00714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NMJ)07311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homo log 2 (arg, 
Abelson-related gene) (ABL2), transcnpt variant b, mKlNA 


NMJ)07313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 

/ adi i\ trancrrint variant a mRNA 
1 ADL 1 J, UalloCI lyi vol lain a, uuviin 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalins, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME). transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcnpt variant SHOX2a, 
mRNA 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcnpt variant SHOX2b, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoy! (ACOX1), transcript j 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1 , palmitoyl (ACOX1), transcript 
variant 1 , mRNA 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CD1 lb (pi 70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathnn, light polypeptide (Lcb) (CLTB), mRNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcnpt vanant b, mRNA 


NM 007177 


Homo sapiens TU3A protein (TU3 A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


NM 006485 


Homo sapiens fibulin i (FBLN 1 ), transcript variant B, mRNA | 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NM 006130 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcnpt variant BMFl- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2). mRNA 


XIX A AA7AAO 

NM 007008 


Homo sapiens reticulon 4 (RTN4), mRNA 


XTX1 t\f\1f\A£. 

NM 007046 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 8 (ADAMTS8), mRNA 


NM_007038 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motii, 5 (aggrecanase-2) (AUAM iS5), mRNA 


NM 006799 


Homo sapiens protease, senne, 21 (testisin) (FRbbil), mRNA 


NM_006814 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI3 1 ) 
(PSMF1), mRNA 


NM 003466 


Homo sapiens paired box gene 8 (PAX8), transcript vanant PAXoA, mRNA 


XT* A AA^HAA 

NM 006790 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TTID), mRNA 


XTXvf AA^fOO 

NM 006782 


Homo sapiens zinc finger protein-like 1 (ZFPL1), mRNA 


XTA A AA^TAC 

NM 006795 


Homo sapiens EH domain containing 1 (bHUl), mRNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 

T> XT A 

mRNA 


XTX A t\t\C £.C\ A 

NM 006694 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


NM 006597 


Homo sapiens heat shock 70 kD pro tern 8 (HSPA8), mRNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NM_006703 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

/XIT TTX \ n XT A 

(NUDT3), mRNA 


NM 000655 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


NM 006488 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


NM 006340 


Homo sapiens BAI1 -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NMJMH353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1 ; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR 1 C 1 ), 
mRNA 


NMJ)00202 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcnpt vanant 

i — — n\f a 

1, mRNA 


XT* if AAfOAA 

NM 005890 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006l23 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
2, mRNA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM 005990 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM_006041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 
(HS3ST3Bl),mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3Al),mRNA 


NM_006043 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mRNA 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
protein- 1) (GDr5), mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NMJJ05688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NMJ)05503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(X 1 1 -like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NMJ)05465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NMJ)05446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS. mRNA 


NMJ)05236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


NMJ)05135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA 


NM_004968 


Homo sapiens islet cell autoantigen I (69kD) (ICA1), transcript variant 2', 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NMJXH478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mKNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1 , mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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B and C (VAPB), mRNA 


NM 004774 


Homo sapiens PPAR binding protein (PPARBP), mRNA 


NM 004819 


Homo sapiens symplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


NM_004186 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 1, mRNA 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 1, mRNA 


NM_004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRIR), mRNA 


NM 004883 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1, mRNA 


NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSfcFl), mRNA 


NM 004646 


Homo sapiens nephrosis 1 , congenital, Finnish type (nephnn) (NPHS1), mRNA 


NM 004897 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NM 004527 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 1, mRNA 


NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mRNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1 , mRNA 


NM 004091 


Homo sapiens E2F transcription factor 2 (E2F2), mRNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


NM 004859 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


NM_004921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


NM 004344 


Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1 , mRNA 


NM_004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (FNPP4A), 
transcript variant a, mRNA 


NM_004003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM 002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NMJW3995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KJTLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant I , mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NMJW0657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NMJ)00633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NMJ)03722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p2l protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMDI3), mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NMJ)00021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like I (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


NM 002584 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1 , mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6X mRNA 


NM_002555 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 - 
like (SLC22A1L), mRNA 


NMJW0907 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
1, mRNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like I (NFE2L1), mRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


NM_002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3A2), mRNA 


NM_001879 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


NM_002353 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1 , mRNA 


NMJ)02294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 


NM 002264 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


NMJ)02261 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


NM 002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


NMJXH566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NMJ)03822 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GRIN2D), mRNA ' | 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


NM_002056 


Homo sapiens glutamine-fructose-6-phosphate transaminase 1 (GFPT1), mRNA 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mRNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1, mRNA 


NM 003644 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant a, mRNA 


NM_000817 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67, mRNA 


NM_000813 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin, light polypeptide (FTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NMJXM995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJWI973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1 ) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_00I359 


Homo sapiens 2,4-dienoyl CoA reductase 1 , mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-Hke 1 (CLTCL1), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHIT1), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


NM_00U99 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1, mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_00U60 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_00U49 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan I (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1 , mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metal loproteinase domain 23 (ADAM23), 
mRNA 


NM_OOI095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ 1 2442 (FLJ 1 2442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ 13 195 similar to stromal antigen 3 1 
(FLJ 13 195), mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ 12800 (FLJ 12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ 12496 (FLJ 12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ 12448 (FLJ 12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM_0 18557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRP1B), mRNA 


NM 014921 


Homo sapiens lectomedm-2 (KJAA0821), mRNA 


NM 014112 


Homo sapiens tnchorhinophalangeal syndrome 1 gene (TRPS1), mKNA 


NM_000539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (CNTNAP1), mRNA 


NM 006506 


Homo sapiens RAS d21 protein activator 2 (RASA2), mRNA 


NM 014427 


Homo sapiens copine VII (CPNE7), mRNA 


NM 006032 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


NM 021920 


Homo sapiens secretin (SCT), mRNA 


NM 016491 


Homo sapiens mitochondrial ribosomal protein L37 (MRPL37), mRNA 


NM_014211 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, pi (GABRP), 
mRNA 


NM 004658 


Homo sapiens RAS protein activator like 1 (GAP1 like) (RASAL1), mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDN1 ), mRNA _: 


NM 005186 


Homo sapiens calpain I, (mu/I) large subunit (CAPN1), mRNA 


NM 001748 


Homo sapiens calpain 2, (m/II) large subunit (CAPN2), mRNA 


NM 014299 


Homo sapiens bromodomain-containing 4 (BRD4), mRNA 


NM 007208 


_ _ , .. «•! »i i a. * y ^ /i jti nt o\ nvi a 

Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ 12969 (FLJ 12969), mRNA 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM_020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 
protan) (OPN1LW), mRNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), mcdium-wave-sensitive (color blindness, 
deutan) (OPN1MW), mRNA 


NM_001708 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
tritan) (OPN 1 S W), mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM 022139 


Homo sapiens GDNF family receptor alpha 4 (GFRA4), mRNA 


NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBS1), mRNA 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NM_005087 


Homo sapiens fragile X mental retardation, autosomal ho mo log 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mRNA 


NM_022787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FLJ23588 (FLJ23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ 12681 (FU 12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FU23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FLJ 1 1730 (FLM 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosine 5-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NM_004670 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), . 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2 A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome ( WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM_0 18848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1 -like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 



430 



(400/104) 



NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_000462 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3A), mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1 A), mRNA 


NMJJ00336 


Homo sapiens sodium channel, non voltage-gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NMJ)00318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


NMJ)00311 


Homo sapiens prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKPl),mRNA ! 


NMJ)00283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VIIA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRT1), mRNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRA1), mRNA 


NMJ)03494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


NMJ)00052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome) (ATP7A), mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMPH), mRNA 


NM 022663 


Homo sapiens CTAGE-1 protein (CTAGE-1), mRNA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NMJW0569 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD 16) 
(FCGR3A), mRNA 


NM 000802 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


NM 006991 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
(SAS), mRNA 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAD), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor Vlll-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NM_0 16424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NMJH2152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NMJ)07360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S2489E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NMJH2128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NMJH2135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D19S1 177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NM_003683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NMJ)22464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NMJ)22456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NMJ)20366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein I 
(RPGRIP1), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGO). mRNA 


NM_014946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 
mRNA 


NM_022146 


Homo sapiens neuropeptide FF 1 ; RFamide-related peptide receptor (OT7T022), 
mRNA 


NM_004885 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 
(NPGPR), mRNA 


NM 002958 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


NM 002931 


Homo sapiens ring finger protein 1 (R1NG1), mRNA 


NM_021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_005856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mRNA J I 


NM_005855 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 


NM_000475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 
mRNA 


NM_005493 


Homo sapiens RAN binding protein 9 (RANBP9), mRNA 


NM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


NM_000140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


NM 000027 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM 000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II-like 1 (ACVRL1), mRNA 


NM_000019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


NM_000018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000017 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(ACADS), nuclear gene encoding mitochondrial protein, mRNA 


NM_000016 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


NM 000476 


Homo sapiens adenylate kinase 1 (AK1), mRNA 


NM 001830 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens iunctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin)(PVRLl),mRNA 


NM_0 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein L17 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467N 11.1 protein (DJ467N 11.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM.022077 


Homo sapiens hypothetical protein dJl 141 El 5.2 (DJ1 141 El 5.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK1048E9.5), mRNA 


NM_021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3'-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MA WD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIBAN), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ 12707 (FLJ 12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NMJ)00023 


Homo sapiens sarcoglycan, alpha (50kD dystroph in-associated glycoprotein) 
(SGCA), mRNA 


NMJW5099 


Homo sapiens a disintegrin-like and metal loprotease (reprolysin type) with 
thrombospondin type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (PARTI), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 


Homo sapiens placenta-specific 1 (PLAC1), mRNA 


NM 015596 


Homo sapiens kallikrein 13 (KLK13), mRNA 


NMJW3553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


NM 018690 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


NM_005230 


Homo sapiens ELFC3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_003816 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma). 
(ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HELO 1 ), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NMJM4685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiquitin-like domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


Homo sapiens Wilms' tumour I -associating protein (KIAA0105), mRNA 1 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransferase) 1 (SOAT1), mRNA 


NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


NMJ)03555 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), 
mRNA 


NM_003552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 
mRNA 


NM 001345 


Homo sapiens diacylglycerol kinase, alpha (80kD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM_020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


NM 006161 


Homo sapiens neurogenin 1 (NEUROG1), mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1 , member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 



435 



(400/104) 





(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoiorm (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subtamuy E, member 2 (OR1 b2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (a!pha-2 

A* 1 * • _ a _ ._ _ IT J _ ' - _J /*_ _\ . . i n — In n O /CCD DfXlCIX m D\| A 

antiplasmm, pigment epithelium denved tactor), member 2 (atKrlNri), mKNA 


NMJ)00932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El , alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (AKHUAF4), mKNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 

__ n XT A 

mRNA 


XIK A A 1 >100C 


Homo sapiens anapnase-promoting complex iu ^Arciuj, itunjna 


NMJ)21948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 

n \i a 

mRNA 


XIX A 1 C\A £. 

NM 021946 


Homo sapiens hypothetical protein rLJ 1 lioz (rLJ 1 1 jozj, itikina 


NM 021942 


Homo sapiens hypothetical pro tern rLJ 1 z / 1 0 (r lj 1 1 1 1 oj, ituuna 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


XIX M f\*> 1 

NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymenc immunoglobulin receptor (P1GR), mKNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidm 1 (cationic antimicrobial protem 3 /) (AZ.U 1 ), mKNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 

______ 1 \ /CXTTHD 1 \ mDXIA 

component 1 ) (oN 1 1> l ), mKNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CU2AF), mKNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1 , group H, member 2 (NR1 H2), 

n vi a 

mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


XIX iff f\f\£A^£ 

NM 006426 


Homo sapiens dihydropynmiainase-like 4 (ur YbL4j, mKNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
^PM^A^ mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-Iike 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNB1), mRNA 


NM 003733 


Homo sapiens 2 , -5'oligoadenylate synthetase-like (OASL), mRNA 


NM_002551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (UKJA2), 
mRNA 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


NM 000870 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA 


NMJ)00377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
mRNA 


NM_006981 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
mRNA 


NM_000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


NM_017416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2), 
mRNA 


NM_003286 


ww ' x • zrxvr a \ i /nrvvrii \ .nvr a 

Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


NM 001068 


Homo sapiens topoisomerase (DNA) II beta (180kD) (TOP2B), mRNA 


NM_020470 


Homo sapiens putative transmembrane protein; homo log of yeast Golgi 
membrane protein Yiflp (Yip Ip- interacting factor) (54TM), mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signallmg 10 (RGS10), mRNA 


NM_0 12263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


NMJXH212 


Homo sapiens complement component 1, q subcomponent binding protein 
(ClOBP). nuclear gene encoding mitochondrial protein, mRNA 


NM_000491 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(CI OB), mRNA 


NM_004720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 4 (EDG4), mRNA 


NM_006217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM 018723 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM 004543 


Homo sapiens nebuhn (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-hke kinase PSK (PSK), mRNA 


NM 016528 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


NM_O00185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
cofactor), member 1 (SERPIND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


NM 005172 


Homo sapiens atonal homolog 1 (Drosophua) (ATOH1), mRNA 


NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSR1), mKNA 


NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLL), mRNA 




i4 nmA CQn ; pnc u pr t /'hnmnlnaniK tn thf* F6-AP HIRFIA^ carboxvl terminus) 
riomo sapiens neci ^nuniuiuguuo w uic ai ^uuj^ja^ ^oj l^jajt ■ ivuuiuu^y 

domain and RCC1 (CHCl)-like domain (RLD) 1 (HERC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS0 1 8 (MDS0 1 8), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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INIVl UZI0I7 


Homo sapiens tKUL protein (bKOLj, rriKNA 


INIVl UZlolo 


f T _. m /*X <<n*%*AM«« \ - / \\/ ilAmnin —. \ rw liana fWFWTA C\ mD\I A 

riomo sapiens w w i^omain-L,ontaining uene (ww4j), mKN a 


IN IVI_UZ 1 o 1 Z 


riomo sapiens Diepnaropnimosis, epicaninus inversus ana ptosis, canaiaate i 

(drcoL I j, rnivINA. 


xjxyf noifino 
INivi \j£,io\jy 


riomo sapiens i vjrv,ociaj-inaucea uanscnpiion ractor z ^ hjitz^, rniviNA 


INIVl UZloUj 


l_I/N*vt/> cantonc ci'nrrlp fry IT ID ^-klo+_t/4 ms\l_w»iil a /C D D \ mDXIA 

rtomo sapiens single ig iLr-iK-reiaieQ moiecuie ^oiuikkj, rniviNA 


INIVl UZ 1 OUJ 


riomo sapiens inieneuKin zi iijlzi y, miviNA 


INIVl UZ I / 70 


riomo sapiens inieneuKin zi receptor iiLrZiiyi, itikjna 


xjm n?noft? 


Urvmn cantpnc /-laitHin 0 (C*\ rYMQ\ mPXI A 

nuiiiu Sapiens ciauuin y w- L/Uriyj, mi\jN/\ 


XIM flfiAA^7 
INIVl UU0O3 / 


riomo sapiens iorTniminoiransierase cycioaeaminase \r is^u), rntvJNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


XIM 

INM U l*l_> / j 


riomo sapiens ietuin d ^rci utsj, rniviNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


XTAvf AIQCflC 

nm uiyjyj 


Homo sapiens uitersectin 2 (11 SN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


XTH A A 1 A C*7 vl 

NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM 001676 


Homo sapiens ATPase, H+/K+ transporting, nongastnc, alpha polypeptide 

/ A « ^\ A \ T> "VTA 

(ATP 12 A), mRNA i 


NM_0 19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


VTl M A1*7C01 

NM 0 17581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (A 1 roC), mKN A 


NM UUojUJ 


LJsxmst ortMiArso ITA/1 /tana /TT\/n m n\TA 

Homo sapiens J l v l gene (J l V l ), mKN A 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


xrx a aioi i<n 

NM 01zl4y 


Homo sapiens double nomeobox,.5 (UUX5), mKN A 


XTX jff AIOI jI£ 

NM 012146 


Homo sapiens double nomeobox, 1 (DUX1), mKN A 


NM 021733 


Homo sapiens testis-specitic kinase substrate (lalCa), mKN A 


NM_004339 


Homo sapiens pituitary tumor- trans forming 1 interacting protein (PTTG1IP), 

mD XT A 

mKN A 


NM UU421V 


Homo sapiens pituitary tumor-transrorming l (r l lOlj, mKN A 


NM_UUJooU 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 ; barrier to 
autointegration factor (BCRP1), mRNA 


NM UU/281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-hke antigen 1 (EVA1), mKN A 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM_005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM 001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
anuproieinase, aniitrypsinj, memoer j vocixJtiinaj^, rruviN/\ 


NM 013974 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X rhrnmnsome fhvnrmhnsnhatemia vitamin D resistant rirk^tc^ ^PHFV^ 

mRNA 


NM 021 183 

I 1 ! 1»I \J 4. 1 1 O./ 


Hnmft QanipnQ hvnnthptiral nrntpin similar to small Ct nrntfinc Acrv»riallv RAP. 

2A (LOC57826} mRNA 


NM 021179 


Homo saniens hvnothetiral nrotein LOC57821 (LOC5782n mRNA 


NM 002744 


Homn saniens nrotein kinase P 7eta fPRKP7^ mRNA 


NM 000624 


Homo sanipns serine ( c\t rvsteine^ nrnteinase inhihitor olarlf* A falnha-l 

i ivjl 1 i\j ddplwlld jW I11G \\Jl Vjrattlllvy plUlvlUCldv uuiiuiiui, tlaUC r\ \alylla ~l 

antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NM 000602 


Homo saniens serine for rvsteine^ nroteinase inhihitor rlaHe F fnevin 

plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


NM 020422 


Homo saniens hvnothetiral nrntein from elone 947Q6 (\ C\C i ^1\Af%\ mRNA 

* lw 11 IV/ odJJl^llo lljrfJUUId.il/CU fJlV/twlll II will WIVSllv £t/7U \1j\J\*<J 1 ItU^j 1 1 LIV1 N /A 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo saniens kallikrein 12 (K\ K\7} mRNA 

i luuiu oapiciij Adiiinidii l £. ^iVLirv i x.^, 1 1 li v i n r\. 


NM 01 91 0*5 


J-fAmrt sanit»ns hvnnlhptiral nrnt**in (\ Of"*S^QSd.^ mRMA 


NM 012397 


I4nmn cani^nc cpnnp (c\r r*vctpinf*^ nrntpina^f* inhihitnr rlaHA R ( nualKnmin^ 
iiuiliu odpICIlo 5CI1UC cyblClIlv^ piUlClIlaoC lllillUllUI, CldUC o ^uvdiDurnin^, 

member H fSFRPTNRn^ mRNA 
liiviiiuvi ij yobivrinij i j iiirvi^/v 


NM 000527 


Homo saniens low Hensitv linonrotein reeentor ^ familial hvnerrhrtfpstf*mlpmia^ 
CLDLR) mRNA 


NM 016200 


Homo saoiens U6 snRNA-associated Sm-like nrotein LSm8 fLOCSIfiQl^ 
mRNA 


NM 014766 


Homo sapiens KJAA0193 gene product (KIAA0193), mRNA 


NM 014309 


Homo sapiens RNA binding motif protein 9 (RBM9), mRNA 


NM 014080 


Homo saoiens dual oxidase-like domains 2 TDUOX2^ mRNA 


NM 014516 


Homo sapiens CCR4-N0T transcription complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo saniens KIAA0979 nrotein ^KIAA0979 > i mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 




Homn saniens hvnnthetiral nrntein ^T>n98F1Q PI W mRNA 

nUHlU DdJJlwllO Iljr ^UUlCllWdl ^llUlClil ^L/JJ^OL17<vl.l J 9 IIUVJ. 1 /A. 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


IN ivl_UUZZ I/O 


norno sapiens iniegnn, aipna c ^anugen L/Uiuj, numan mucosal lympnocyxe 
antigen 1 ; alpha polypeptide) (ITGAE), mRNA 


mm nrmno 

1NIV1 


riomo sapiens leuKemia innioiiory lacior ^cnounergic aiiiereniiaiion iacior^ 

(\ W\ mRMA 


NM 006Q1Q 


numo bdpiciib bcnnc ^or cyaicinc^ pruiciiidoc liiniuuur, ciduc o ^uvdiuuiiuii^, 
member ^ ^FRPINBl'k mRNA 

IllwlllL/vl J y O Lr 1 vl Lli U J y , 1 1 LI vi ^ / V 


NM 006220 


Hnmn cani*»ns s^rinf* (f\v pvstpin^ nrr*t**inasp inhihitnr r*laH<* A falnha-1 
nuuiu DajJivlio jvl liitf ^Ul V/jroicillCy ^lUltlllajv uuuuiiui, tiauv t \ i^aijjiia - 1 

antiproteinase, antitrypsin), member 2 (SERPINA2), mRNA 


NM 006215 


Hnmo saniens serine forevsteine^ nrnteinase inhihitnr rlaHe A falnha-1 
antinroteinase antitrvnsin^ member 4 fSFRPFNA4^ mRNA 

Ul 111 LSI \J \\* IlllUVj (UllIU Jr L/ulllfj IllWIIli/vl ¥ I iJL^lvl 11 / j I1U\J ill 


NM 006021 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM 005887 


Hnmn saniens deleted in Ivmnhoevtie leukemia 1 fDI.FIJI^ mRNA 

1 1V7111V7 OdLMVltd Ublwl^U 111 1 J 1 1 1 L/l lUv ¥ vlV IV LlfVVl 1 1 Id, 1 1 L/U/LiU 1 J, 1 1 11V1 1 fx. 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member I (ATP8B1), mRNA 


1NIV1 UUJZjZ 


Hnmrt canipns Fnh A 1 /'FPHAH mRMA 
nuuiu sdpicnb cpn/\i ^cr rLr\i iiuvin/a. 


MM 00^094 


noino bdpiciib bcruic ^or vybicinc^ pruicuidoc uiiuuiiur, ciauc d ^ovdiuuinin^, 
memher 1 0 fSFRPFNRlfn mRNA 


NM 004779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 9 (SERPINB9), mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


Xix/ AAl 141 

NM 001347 


Homo sapiens diacylglycerol kinase, tneta (1 IUkD) (IXjKQ), mKNA 


NM 003454 


Homo sapiens zinc linger protein 2UU (ZNF200), mKNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (AIS9T and BN75 temperature 
sensitivity complementing) (UBbl), mKNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antitrypsin), member 7 (SERP1N A7), mKNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineunn B, type 1) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINB8), mRNA 


NM 002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NMJW2615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutancaciduna) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

1 / A T*Ti£TW \ r> XT A 

1 6kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPrNCl), mRNA 


NM 021 156 


Homo sapiens hypothetical protein (DJ971N 18.2), mKNA 


NM 000875 


Homo sapiens insulin-like growth tactor 1 receptor (iUr 1 K), mKNA 


NM 000605 


Homo sapiens interferon, alpha 2 (1FNA2), mKNA 


NM 021647 


Homo sapiens KJAA0626 gene product (KIAA0626), mRNA 


NM 021645 


T T ' FX T A A rt'^/'/^ _ I . . / TV T A A A^//\ - nvr A 

Homo sapiens KIAA0266 gene product (KJAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 

v r^Vji\Z/\ ), ITlixJNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FLJ 10698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KJAA0153 protein (K1AA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_0216I5 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (MYO10), mRNA 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021!32 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ 1 042K 1 0.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 
mRNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002858 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAP1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA ! 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


NM_003948 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM_02U31 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSPI), mRNA 
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NM 001166 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NM_021098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 
(CACNAIH), mRNA 


NM 021257 


Homo sapiens neuroglobin (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRAIT 1 1499 (STRAIT 1 1499), mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST- YD 1 protein (EST-YD1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein in retina 1 (PHRET1), mRNA 


NM_02U99 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
mRNA 


NM 021198 


Homo sapiens nuclear LIM interactor-interacting factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D 12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zinc finger protein (LOC57862), mRNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIPl), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM_021133 


Homo sapiens ribonuclease L (2 f ,5'-oligoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM_02U20 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 
(DLG3), mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP 1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homo log-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcription factor 2 (RUNX2). mRNA 


NM_021096 


Homo sapiens calcium channel, voltage-dependent, alpha II subunit 
(CACNA1I), mRNA 


NM 021105 


Homo sapiens phospholipid scramblase 1 (PLSCR1), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


NM 001616 


Homo sapiens activin A receptor, type II (ACVR2), mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


NM 021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NM_013258 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(ASC), mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


NM 006507 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


NM 006563 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKG1), mRNA 


NM_006353 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 3 
(HMG17L3), mRNA 


NM 005987 


Homo sapiens small proline-rich protein 1 A (SPRR1 A), mRNA 


NM 005952 


Homo sapiens metallothionein IX (MT1X), mRNA 


NM 005950 


Homo sapiens metallothionein 1G (MT1G), mRNA 


NM 005699 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


NM 004618 


Homo sapiens topoisomerase (DNA) III alpha (TOP3A), mRNA 


NM 001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 


NM 000866 

WWW 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTRlF), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo saniens sut>eroxide dismutase 2. mitochondrial (SOD2), mRNA 


NM 000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 
(RFX2), mRNA 


NM 000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA | 


NM_000625 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mRNA 


NM 003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 (pl05)(NFKBl),mRNA 


NM 000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


NM 000619 


Homo saniens interferon gamma flFNG). mRNA 


MM 000617 

IN 1VI UV/UU 1 / 


Homo saniens solute carrier familv 1 1 (oroton-couoled divalent metal ion 
transporters), member 2 (SLC1 1 A2), mRNA 


NM 000616 

IN ivi UUVU I V/ 


Homo saniens CD4 antigen (d55} (CD4). mRNA 


NM_0006U 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (IL15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta(ILlB), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity IHb, receptor for (CD16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM 000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM 005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens co factor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM 004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM 002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM 002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM 003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 



444 



(400/104) 



NM 003316 


Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 


NMJ)03166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
3 (SULT1 A3), mRNA 


NM_003117 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 
binding) (SPAM 1), mRNA 


NM 002222 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 1 (ITPR1), mRNA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
(SLC29A2), mRNA 


NM 001437 


Homo sapiens estrogen receptor 2 (ER beta) (ESR2), mRNA 


NM 001331 


Homo sapiens catenin (cadherin-associated protein), delta 1 (CTNND1), mRNA 


NM 001307 


Homo sapiens claudin 7 (CLDN7), mRNA 


NM_001194 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 


NM 001175 


Homo sapiens Rho GDP dissociation inhibitor (GDI) beta (ARHGDIB), mRNA 


NM 000936 


Homo sapiens pancreatic lipase (PNLIP), mRNA 


NM 000641 


Homo sapiens interleukin 1 1 (IL1 1), mRNA 


NM 000640 


Homo sapiens interleukin 13 receptor, alpha 2 (IL13RA2), mRNA 


NM 000615 


Homo sapiens neural cell adhesion molecule 1 (NCAM1), mRNA 


NM 000609 


Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 


NM 000600 


Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 


NM 000599 


Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5), mRNA . 


NM 000590 


Homo sapiens interleukin 9 (1L9), mRNA 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 


NM 000560 


Homo sapiens CD53 antigen (CD53), mRNA 


NM 000528 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2BI), mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLBl), mRNA 


NMJXH275 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 
mRNA 


NM 006768 


Homo sapiens BRCA1 associated protein (BRAP), mRNA 


NM 003469 


Homo sapiens secretogranin II (chromogranin C) (SCG2), mRNA 


NM 012326 


Homo sapiens microtubule-associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 


NM 021057 


Homo sapiens interferon, alpha 7 (IFNA7), mRNA 


NM 021062 


Homo sapiens H2B histone family, member F (H2BFF), mRNA 


NM 021063 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 


NM 021065 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 
B18) (NDUFB7), mRNA 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens apolipoprotein L (APOL), mRNA 


NM 021052 


Homo sapiens H2A histone family, member A (H2AFA), mRNA 


NM 020988 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide O (GNAOl), mRNA 


NM_000133 


Homo sapiens coagulation factor IX (plasma thromboplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA J 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 



445 



(400/104) 



NM_021008 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor- 1 
(DEAF- 1 )-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transforming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 1 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
(SCN2A2), mRNA 


NMJ)21012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NM_0 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-MuIIerian hormone receptor, type II (AMHR2), mRNA 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LOC57402), mRNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), mRNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


NM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPL1), mRNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM 014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA 


NM 020466 


Homo sapiens hypothetical protein dJ 12208.2 (DJ12208.2), mRNA | 


NM 020448 


Homo sapiens hypothetical protein dJ462023 .2 (D J462023 .2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM^O 19897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 


NM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


NM 018433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 019095 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM^O 19089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 


Homo sapiens hypothetical protein^DJ167A19.1), mRNA 


NM 018974 


Homo sapiens unc93 (C.elegans) homolog A (UNC93 A), mRNA 


NM 014499 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


NM 020530 


Homo sapiens oncostatin M (OSM), mRNA 


NM_020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, alpha (NFKBIA), mRNA 


NM 014204 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


NM 020527 


Homo sapiens HUG1 gene (HUG1), mRNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NM 020533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-1 (VIT1), mRNA 


NM 006777 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALL1 (sal (Drosophiia)-like (LOC57167), mRNA 


NM_020142 


Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit homolog 
(LOC56901),mRNA 


NMJ)20123 


Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 
mRNA 


NM 018845 


Homo sapiens stromal cell protein (LOC55974), mRNA 


NM 018842 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


NM 018841 


Homo sapiens G-protein gamma- 12 subunit (LOC55970), mRNA 


NM 018839 


Homo sapiens p47 protein (LOC55968), mRNA 


NM_016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


NM_ 018948 


Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 


NM 014587 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


NM 005745 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


NMJXH094 


Homo sapiens amiloride-sensitive cation channel 1 , neuronal (degenerin) 
(ACCN1), mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


NM 016301 


Homo sapiens protein x 0004 (LOC5 1 1 84), mRNA 


NM_0 13387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC051), 
mRNA 


NM_020469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetylgalactosaminyltransferase; transferase B, alpha 1-3 -galactosyl transferase) 
(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM_020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera 1 ; cell surface receptor (PRV1), mRNA 


NM_020377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short form (LOC57090), mRNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AF15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM_020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 1 


Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor XIII, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXLI), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_0 12089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase DC (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acetylgalactosaminyltransferase 2 (GahNAc-T2) (GALNT2), mRNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IV A) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


NM 006250 


Homo sapiens proline-rich protein Haelll subfamily 1 (PRH1), mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MUSH), mKNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member O (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MDS010), mRNA 


NM_020132 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gammal), mRNA 


NMJ20246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mRNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo sapiens DC 12 protein (DC 12), mRNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-R beta 1,3- 
galactosy Itransferase (C 1 GALT 1 ), mRNA 


NMJ)00352 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NMJW2872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


NM 004152 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM_002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1), 
mRNA 


NM_002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (P12), mRNA 


NMJJ00583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NM_0 19891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (EROl-L(BETA)), 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NMJW1924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA 


NMJ) 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


NMJ) 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mRNA 


NMJ) 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCNQ5), mRNA 


NMJ) 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


NMJM9839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR7TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-l homolog 1 (IL-1H1), mRNA 


NM 018950 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


NM 019610 


Homo sapiens hypothetical protein 669 (LOC56267), mRNA 


NM 000523 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 


Homo sapiens hypothetical protein FLJ1 1267 (FLJ1 1267), mRNA 


NM^O 19604 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


NM 013386 | 


Homo sapiens hypothetical protein (DKFZp586G0 1 23), mRNA | 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mRNA 


NM 019116 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3 A), 
mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 


Homo sapiens syntrophin, gamma 1 (SNTG1), mRNA 


NM 018969 


Homo sapiens super conserved receptor expressed in brain 3 (SREB3), mRNA 


NM_0 18964 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


NM 019060 


Homo sapiens NICE-1 protein (NICE-i), mRNA 


NM 019099 


Homo sapiens hypothetical protein (LOC55924), mRNA 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A 10 (HOXA10), mRNA 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta-K4 mannosyltransferase (HMT-1), mRNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA 


NM 018985 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


NM 019096 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


NM 019048 


Homo sapiens hypothetical protein (FLJ20752), mRNA 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM 018988 


Homo sapiens hypothetical protein (FLJ20330), mRNA 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


NM 019027 


Homo sapiens hypothetical protein (FLJ20273), mRNA 


NM 019008 


Homo sapiens hypothetical protein (FLJ20232), mRNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20152), mRNA 


NM 019087 


Homo sapiens hypothetical protein FLJ2005 1 (FLJ2005 1 ), mRNA 1 


NM 018996 


Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 


NM 019018 


Homo sapiens hypothetical protein (FLJ11 127), mRNA 


NM 019084 


Homo sapiens hypothetical protein FLJ 10895 (FLJ 10895), mRNA 


NM 019070 


Homo sapiens hypothetical protein (FLJ 10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23149 I), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM^O 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM_000552 j 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatory) (TIMP3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)03000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


NM_006860 


Homo sapiens putative GTP-binding protein similar to RAY/RAB1C (RAYL), 
mRNA 


NM_000531 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 


Homo sapiens occludin (OCLN), mRNA 


NM 002301 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1, mRNA 


NM 017448 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


NM 000892 


Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKB1), mRNA 


NM 002193 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


NM 002191 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM 002015 


Homo sapiens forkhead box 01 A (rhabdomyosarcoma) (FOXOl A), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


Homo sapiens BAI1 -associated protein 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaporin 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSF1), 
mRNA 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLN8), mRNA 


NM 016936 


Homo sapiens ubinuclein 1 (UBN1), mRNA 


NM 012406 


Homo sapiens PR domain containing 4 (PRDM4), mRNA 


NM 018728 


Homo sapiens myosin 5C (MY05C), mRNA 


NM_0 17540 


Homo sapiens hypothetical protein DKFZp586H0623 (DKFZp586H0623), 
mRNA 


NM 018651 


Homo sapiens zinc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surfeit 2 (SURF2), mRNA 


NM 018419 


Homo sapiens SRY (sex determining region Y)-box 18 (SOX 18), mRNA 


NM 018427 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


NM 018545 


Homo sapiens hypothetical protein PR02955 (PR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


NM 018520 


Homo sapiens hypothetical protein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PRO 1777 (PRO 1777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO 1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens PR domain containing 5 (PRDM5), mRNA 


NM_0 17534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 
mRNA 


NMJ) 18461 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS026 (MDS026), mRNA 


NM 018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA I 


NM 018663 


Homo sapiens 22kDa peroxisomal membrane protein-like (LOC55895), mRNA \ 


NM 018640 [ 


Homo sapiens neuronal specific transcription factor DAT1 (LOC55885), mRNA 


NM 018639 [ 


Homo sapiens CS box-containing WD protein (LOC55884), mRNA 


NM 018449 


Homo sapiens AD-012 protein (LOC55833), mRNA 


NMJ) 18658 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 16 
(KCNJ16), mRNA 


NM 018671 


Homo sapiens hypothetical protein (IRO039700), mRNA 


NM 018439 


Homo sapiens hypothetical protein IMPACT (IMPACT), mRNA 


NM 017521 


Homo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017526 


Homo sapiens leptin receptor gene-related protein (HSOBRGRP), mRNA 


NM 017513 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


NM 017532 


Homo sapiens p65 protein (HSAJ2425), mRNA 


NM 018682 


Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


NM 018680 


Homo sapiens hypothetical protein HDCGC2 1 P (HDCGC2 1 P), mRNA 


NM 018428 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


NM 017528 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


NM 017964 


Homo sapiens hypothetical protein FLJ20837 (FLJ20837), mRNA 


NM 017952 


Homo sapiens hypothetical protein FLJ20758 (FLJ20758), mRNA j 


NM 017936 


Homo sapiens hypothetical protein FLJ20707 (FLJ20707), mRNA 


NM 017933 


Homo sapiens hypothetical protein FLJ2070 1 (FLJ2070 1 ), mRNA 


NM 017931 


Homo sapiens hypothetical protein FLJ20699 (FLJ20699), mRNA 


NM 017911 


Homo sapiens hypothetical protein FLJ20635 (FU20635), mRNA 


NMJ) 17898 


Homo sapiens hypothetical protein FLJ20605 (FLJ20605), mRNA 


NM 017888 


Homo sapiens hypothetical protein FLJ20581 (FLJ20581), mRNA 


NM 017865 


Homo sapiens hypothetical protein FLJ20531 (FLJ20531), mRNA 


NM 017855 


Homo sapiens hypothetical protein FLJ20513 (FLJ20513), mRNA 


NM 017849 


Homo sapiens hypothetical protein FLJ20507 (FLJ20507), mRNA 


NM 017845 


Homo sapiens hypothetical protein FLJ20502 (FLJ20502), mRNA 


NM 017842 


Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA 


NM 017820 


Homo sapiens hypothetical protein FLJ20433 (FLJ20433), mRNA 


NM 017806 


Homo sapiens hypothetical protein FLJ20406 (FLJ20406), mRNA 


NM 017800 


Homo sapiens hypothetical protein FLJ20393 (FLJ20393), mRNA 


NM 017795 


Homo sapiens hypothetical protein FLJ20378 (FLJ20378), mRNA 


NM 017794 


Homo sapiens hypothetical protein FLJ20375 (FLJ20375), mRNA 


NM 017768 


Homo sapiens hypothetical protein FLJ20331 (FLJ20331), mRNA 


NM 017757 


Homo sapiens hypothetical protein FLJ20307 (FLJ20307), mRNA 


NM 017749 


Homo sapiens hypothetical protein FLJ20294 (FLJ20294), mRNA 


NM 017733 


Homo sapiens hypothetical protein FLJ20265 (FLJ20265), mRNA 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ202 1 6 (FLJ202 1 6), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 



452 



(400/104) 



NM 017635 


Homo sapiens hypothetical protein FLJ20039 (FU20039), mRNA 


NM 017632 


Homo sapiens hypothetical protein FLJ20036 (FU20036), mRNA 


NM 017624 


Homo sapiens hypothetical protein FLJ20019 (FU20019), mRNA 


NM 017623 


Homo sapiens hypothetical protein FLJ20018 (FU20018), mRNA 


NM 018390 


Homo sapiens hypothetical protein FLJ1 1323 (FLJ1 1323), mRNA 


NM 018382 


Homo sapiens hypothetical protein FLJ1 1292 (FLJ1 1292), mRNA 


NM 018337 


Homo sapiens hypothetical protein FLJ1 1 137 (FLJ1 1 137), mRNA 


NM 018320 


Homo sapiens hypothetical protein FLJ1 1099 (FLJ1 1099), mRNA 


NM 018317 


Homo sapiens hypothetical protein FLJ1 1082 (FLU 1082), mRNA 


NM 018301 


Homo sapiens hypothetical protein FLJ1 1016 (FUl 1016), mRNA 


NM 018295 


Homo sapiens hypothetical protein FLJ1 1000 (FUl 1000), mRNA 


NM 018291 


Homo sapiens hypothetical protein FLJ 10986 (FLJ 10986), mRNA 


NM 018290 


Homo sapiens hypothetical protein FLJ 10983 (FUl 0983), mRNA 


NM 018280 


Homo sapiens hypothetical protein FLJ10945 (FLJ10945), mRNA 


NM 018266 


Homo sapiens hypothetical protein FLJ 10902 (FLJ 10902), mRNA 


NM 018263 


Homo sapiens hypothetical protein FLJ 10898 (FLJ 10898), mRNA 


NM 018249 


Homo sapiens hypothetical protein FLJ 10867 (FLJ 10867), mRNA 


NM 018233 


Homo sapiens hypothetical protein FLJ 10826 (FLJ 10826), mRNA 


NM 018202 


Homo sapiens hypothetical protein FLJ10747 (FLJ10747), mRNA 


NM 018194 


Homo sapiens hypothetical protein FLJ 10724 (FLJ 10724), mRNA 


NM 018191 


Homo sapiens hypothetical protein FLJ 107 16 (FLJ 107 16), mRNA 


NM 018134 


Homo sapiens hypothetical protein FLJ 10547 (FLJ 10547), mRNA 


NM 018131 


Homo sapiens hypothetical protein FLJ 10540 (FLJ 10540), mRNA 


NM 018124 


Homo sapiens hypothetical protein FLJ 10520 (FLJ 10520), mRNA 


NM 018114 


Homo sapiens hypothetical protein FLJ 10496 (FLJ 10496), mRNA 


NM 018107 


Homo sapiens hypothetical protein FLJ 10482 (FLJ 10482), mRNA 


NM 018098 


Homo sapiens hypothetical protein FLJ 1 0461 (FLJ 10461), mRNA 


NM 018085 


Homo sapiens hypothetical protein FLJ 10402 (FLJ 1 0402), mRNA 


NM 018079 


Homo sapiens hypothetical protein FLJ 103 79 (FLJ 10379), mRNA 


NM 018063 


Homo sapiens hypothetical protein FLJ 10339 (FLJ 10339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FLJ10335 (FU10335), mRNA 


NM 018059 


Homo sapiens hypothetical protein FLJ10324 (FLJ10324), mRNA 


NM 018053 


Homo sapiens hypothetical protein FLJ 10307 (FLJ 10307), mRNA 


NM 018046 


Homo sapiens hypothetical protein FLJ 10283 (FLJ 10283), mRNA 


NM 018006 


Homo sapiens hypothetical protein FLJ 10 140 (FLJ 10 140), mRNA 


NM 018004 


Homo sapiens hypothetical protein FLJ10134 (FLJ10134), mRNA 


NM 017999 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 1 1), mRNA 


NM 017992 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


NM 017991 


Homo sapiens hypothetical protein FLJ 10081 (FLJ 10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ 10043 (FLJ 10043), mRNA 


NM 017975 


Homo sapiens hypothetical protein FLJ 10036 (FLJ 1 0036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ 10034 (FLJ 10034), mRNA 


NM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo saoiens DKFZd564J157 protein (DKFZP564J157), mRNA 


NM_0 17590 


Homo sapiens hypothetical protein DKFZp434K0920 (DKFZp434K0920), 
mRNA 


NMJ) 17566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NMJH7612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (CI 7), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BLOV1), mRNA 


NMJ) 18702 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSPC070), mRNA 


NM_004288 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
protein (PSCDBP), mRNA 


NM 004060 


Homo sapiens cyclin Gl (CCNG1), mRNA 


NM 006521 


Homo sapiens transcription factor binding to IGHM enhancer 3 (TFE3), mRNA 


NM 007035 


Homo sapiens keratocan (KERA), mRNA 


NM 000546 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA 


NM 003015 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


NM_003012 


Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA \ 


NM 017414 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


NM_0 16525 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens homeo box C 13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_0 15922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


NM^O 17423 


Homo sapiens UDP-N-acetyI-alpha-D-galactosamine:polypeptide N- 
acetvlealactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA \ 


NM 016947 


Homo sapiens G8 protein (G8), mRNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA | 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 
mRNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycling) 2 (HMOX2), mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYPA), mRNA 


NM 005708 


Homo sapiens elvDican 6 (GPC6), mRNA 


NM_0 13280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NMJM3410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NMJ)13417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mitochondrial protein, mRNA 


NM 004992 


Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 


NM 003926 


Homo sapiens methyl-CpG binding domain protein 3 (MBD3), mRNA 


NM 006150 


Homo sapiens L1M domain only 6 (LM06), mRNA 


NM_0 13431 


Homo sapiens killer cell lectin-Iike receptor subfamily C, member 4 (KLRC4), 
mRNA 


NM 001427 


Homo sapiens engrailed homolog 2 (EN2), mRNA 


NM 001426 


Homo sapiens engrailed homolog 1 (EN1), mRNA i 


NM 003445 


Homo sapiens zinc finger protein 155 (pHZ-96) (ZNF155), mRNA 


NM 016220 


Homo sapiens zinc finger protein (ZFD25) (ZFD25), mRNA 


NM 015855 


Homo sapiens Wilms tumor associated protein (WIT-1), mRNA 


NM 015873 


Homo sapiens villin-like (VILL), mRNA 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM 016378 


Homo sapiens variable charge protein on X with two repeats (VCX-2r), mRNA 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM 016089 


Homo sapiens KRAB-zinc finger protein SZF1-1 (SZF1), mRNA 


NM_0 13272 


Homo sapiens solute carrier family 2 1 (organic anion transporter), member 1 1 
(SLC21A11), mRNA 


NM 015926 


Homo sapiens putative secreted protein (SIGH), mRNA 


NM_016224 


Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 
mRNA 


NM 016276 


Homo sapiens serum/glucocorticoid regulated kinase 2 (SGK2), mRNA 


NM 015884 


Homo sapiens S2P protein (S2P), mRNA 


NM 016356 


Homo sapiens RU2S (RU2), mRNA 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NM_0 15900 


Homo sapiens phosphatidylserine-specific phospholipase A 1 alpha (PS-PLA1), 
mRNA 


NM 016533 


Homo sapiens ninjurin 2 (NINJ2), mRNA 


NM 016641 


Homo sapiens membrane interacting protein of RGS16 (MIR 16), mRNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


NM_0 16249 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 
mRNA 


NM 016153 


Homo sapiens LW-1 (LW-l), mRNA 


NM 016551 


Homo sapiens seven transmembrane protein TM7SF3 (TM7SF3), mRNA 


NM_0 16529 


Homo sapiens ATPase, aminophospholipid transporter-like, Class I, type 8A, 
member 2 (ATP8A2), mRNA 


NM 016432 


Homo sapiens synoretin (LOC51749), mRNA 


NM 016362 


Homo sapiens ghrelin precursor (LOC51738), mRNA 


NM 016270 


Homo sapiens Kruppel-like factor (LOC5 171 3), mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


NM 016231 


Homo sapiens nemo-like kinase (LOC51701), mRNA 


NM 016225 


Homo sapiens RhD type Ilia protein (LOC51698), mRNA 


NM 016219 


Homo sapiens alpha l,2-mannosidase(LOC51697), mRNA 


NM 016217 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC5 1696), mRNA 


NM_016199 


Homo sapiens U6 snRNA-associated Sm-like protein LSm7 (LOC51690), 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_0 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC51678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 


Homo sapiens CGM49 protein (LOC51652), mRNA 


NM 016062 


Homo sapiens CGI-128 protein (LOC51647), mRNA 


NM 016057 


Homo sapiens CGI- 120 protein (LOC51644), mRNA 


NM 016056 


Homo sapiens CGI-1 19 protein (LOC51643), mRNA 


NM 016047 


Homo sapiens CGI-1 10 protein (LOC5 1639), mRNA 


NM 016016 


Homo sapiens CGI-69 protein (LOC51629), mRNA 


NM 016008 


Homo sapiens CGI-60 protein (LOC51626), mRNA 


NM 015995 


Homo sapiens Kruppel-like factor 13 (KLF13), mRNA 


NM 015980 


Homo sapiens HMP19 protein (LOC5 1617), mRNA ! 


NM 015958 


Homo sapiens CGI-30 protein (LOC5161 1), mRNA 


NM 015941 


Homo sapiens CGI-1 1 protein (LOC51606), mRNA 


NM 015937 


Homo sapiens CGI-06 protein (LOC5 1 604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUTA (LOC51596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC51581), mRNA 


NM 015874 


Homo sapiens H-2K binding factor-2 (LOC51580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOC5 1334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC5 1333), mRNA 


NM 016642 


Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC513 19), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 

1 1 Iff V 1 \J\J 4m 1 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM_0 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC5 13 10), 
mRNA 


NM 016606 

1 1 !▼! VI W V V 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM 016591 


Homo sapiens core 2 beta-l,6-N-acetylglucosaminyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 


NM 016568 


Homo sapiens G-protein coupled receptor SALPR; somatostatin and angiotensin- 
like peptide receptor (LOC51289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC51285), mRNA 


NM 016548 


Homo sapiens golgi membrane protein GP73 (LOC51280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC51239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Hnmn ^aniens hvnothetical orotein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC5 123 1), mRNA 


NM_0 16427 


Homo sapiens transcription elongation factor (SIII) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM^O 16361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC51 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 


NM 016323 


Homo sapiens cyclin-E binding protein 1 (LOC51 191), mRNA 


NM 016317 


Homo sapiens neutral sphingomyelinase (LOC51 190), mRNA 


NM 016286 


Homo sapiens carbonyl reductase (LOC51 181), mRNA 


NM 016269 


Homo sapiens lymphoid enhancer binding factor- 1 (LOC51 176), mRNA 


NMJ) 16245 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 
(LOC51170), mRNA 


NM 016241 


Homo sapiens endomucin-1 (LOC51 169), mRNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC51 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 


NM 016215 


Homo sapiens NEU1 protein (LOC51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (LOC5 1161), mRNA 


NM 016161 


Homo sapiens alpha- 1,4-N-acetylglucosaminyltransferase (LOC51 146), mRNA 


NM 016123 


Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51 135), mRNA 


NM_016120 


Homo sapiens putative ring zinc finger protein NY-REN-43 antigen 
(LOC51132),mRNA 


NM 016033 


Homo sapiens CGI-90 protein (LOC51 1 15), mRNA 


NM 016032 


Homo sapiens CGI-89 protein (LOC51 1 14), mRNA 


NM 016030 


Homo sapiens CGI-87 protein (LOC5 1112), mRNA 


NM 016028 


Homo sapiens CGI-85 protein (LOC51 1 11), mRNA 


NM_0 16027 


Homo sapiens CGI-83 protein (LOC5 1110), mRNA 


NM 016022 


Homo sapiens CGI-78 protein (LOC51 107), mRNA 


NM 016018 


Homo sapiens CGI-72 protein (LOC51 105), mRNA 


NM 016013 


Homo sapiens CGI-65 protein (LOC51 103), mRNA 


NM 016011 


Homo sapiens CGI-63 protein (LOC51 102), mRNA 


NM 016006 


Homo sapiens CGI-58 protein (LOC51099), mRNA 


NM 015999 


Homo sapiens CGI-45 protein (LOC51094), mRNA 


NM 015982 


Homo sapiens germ cell specific Y-box binding protein (LOC51087), mRNA 


NM 015963 


Homo sapiens CGI-36 protein (LOC51078), mRNA 


NM 015959 


Homo sapiens CGI-31 protein (LOC51075), mRNA 


NM 015950 


Homo sapiens CGI-22 protein (LOC51069), mRNA 


NM 015938 


Homo sapiens CGI-07 protein (LOC5 1068), mRNA ! 


NM 015916 


Homo sapiens hypothetical protein (LOC5 1 063), mRNA \ 


NM 015914 


Homo sapiens hypothetical protein (LOC51061), mRNA 


NM 015910 


Homo sapiens hypothetical protein (LOC51057), mRNA 


NM 015901 


Homo sapiens unknown (LOC5 1 055), mRNA j 


NM 015893 


Homo sapiens Dreproprolactin-releasing peptide (LOC51052), mRNA 


NMJ) 15887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


NM 015880 


Homo sapiens RIG-like 14-1 (LOC51047), mRNA 


NM 015877 


Homo sapiens Kruppel-associated box protein (LOC51045), mRNA 


NM 015863 


Homo sapiens surfactant protein B (LOC5 1041), mRNA 


NMJ) 15854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 
(LOC51036), mRNA 


NM 015849 


Homo sapiens pancreatic elastase IIB (LOC5 1032), mRNA 


NM 016075 


Homo sapiens CGI-145 protein (LOC51028), mRNA 


NM 016074 


Homo sapiens CGI- 143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI- 130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI- 105 protein (LOC5101 1), mRNA 


NM 015947 


Homo sapiens CGI- 18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-1 21 protein (LOC5I002), mRNA 



457 



(400/104) 



NM 015948 


Homo sapiens CGI- 19 protein (LOC51000), mRNA 


NM 016040 


Homo sapiens CGM00 protein (LOC50999), mRNA 


NM 016571 


Homo sapiens lengsin (LGS), mRNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA 


NM 016281 


Homo sapiens STE20-like kinase (JIK), mRNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (IP6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPCI92), mRNA 


NM 016390 


Homo sapiens hypothetical protein (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neurotrimin (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM_ 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBI1), mRNA 


NM 016357 


Homo sapiens epithelial protein lost in neoplasm beta (EPLIN), mRNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CGI- 142 (CGI- 142), mRNA 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NM_0 15928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM_0 15365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraIdehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


NMJXH953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 
mRNA 


NMJ)00927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCB1), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM_0 14070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 


Homo sapiens SEEK1 protein (SEEK 1). mRNA 


NM 014051 


Homo sapiens PTD01 1 protein (PTD01 1), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 


Homo sapiens PRO 1992 protein (PRO 1992), mRNA 


NM 014095 


Homo sapiens PRO 1600 protein (PRO 1600), mRNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 014082 


Homo sapiens PRO0397 protein (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protein (PRO0297), mRNA 


NM 014037 


Homo sapiens NTT5 protein (NTT5), mRNA 


NM_0 15367 


Homo sapiens M1L1 protein (MIL1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAA1 1 16 protei 


n (K.IAA 1116), mRNA 


NM 014968 


Homo sapiens KIAA1 104 protei 


n(KJAAl 104), mRNA 


NM 014915 


Homo sapiens KJAA1074 protei 


n(KIAA1074). mRNA 


NM 014911 


Homo sapiens KIAA1048 protei 


n(KIAA1048), mRNA 


NM 014965 


Homo sapiens KIAA1042 protei 


n(KIAA 1042), mRNA 


NM 014947 


Homo sapiens KJAA1041 prote 


n(KIAA1041), mRNA 


NM 014923 


Homo sapiens KIAA0970 protei 


n (K1AA0970), mRNA 


NM 015310 


Homo sapiens KIAA0942 protei 


n (KIAA0942), mRNA 


NM 015057 


Homo sapiens KIAA0916 prote 


n(KIAA0916),mRNA 


NM 014944 


Homo sapiens KIAA091 1 prote 


n(KIAA0911),mRNA 


NM 014961 


Homo sapiens KIAA0871 prote 


n(KIAA0871),mRNA 


NM 014941 


Homo sapiens KIAA0852 prote 


n (KIAA0852), mRNA 


NM 015376 


Homo sapiens KIAA0846 prote 


in (KIAA0846), mRNA 


NM 014715 


Homo sapiens KIAA07 1 2 gene product (KI AA07 1 2), mRNA 


NM 014871 


Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NM 014678 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


NM 014741 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


Homo sapiens KIAA0637 gene product (K1AA0637), mRNA 


NM 014774 


Homo sapiens KJAA0494 gene product (KIAA0494), mRNA 


NM 014870 


Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


NM 014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


Homo sapiens KIAA0475 gene product (KIAA0475), mRNA 


NM 014857 


Homo sapiens KIAA0471 gene product (KJAA0471), mRNA 


NM 014812 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


NM 014826 


Homo sapiens KJAA0451 gene product (KIAA0451), mRNA 


NM 014675 


Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


NM 014751 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


NM 014724 


Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KJAA0285 gene product (KJAA0285), mRNA 


NM 014767 


Homo sapiens KJAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015151 


Homo sapiens KJAA0244 protein (KJAA0244), mRNA 


NM 014747 


Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 


IN iVl v 1 *r O I J 


Homo saoiens KIAA0205 eene product (KIAA0205), mRNA 


MM 014846 

IN IVl \J ItO^U 


Homo sapiens K1AA0196 gene product (KIAAO 196), mRNA 


MM 0147*58 


Homo saoiens KIAAO 195 eene product (KIAAO 195), mRNA 


NM 014640 


Homo sapiens KIAAO 1 73 gene product (KIAAO 1 73), mRNA 


MM 014666 

IN IVI V I tUUU 


Homo saoiens KIAA0171 eene oroduct (KIAAO 171), mRNA 


MM 014641 

INIVI UlHOHl 


Homo saniens KIAA0170 eene oroduct (KIAA0170), mRNA 


MM 014717 

IN IVl \J 1 H / J / 


Homo saoiens Ras association CRalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


MM 014770 

IN IV I V 1 *t / /V 


Homo saDiens KIAAO 167 eene oroduct (KIAAO 167), mRNA 


MM 014719 

IN IVl vlt/J7 


Homo saoiens KIAAO 164 eene product (KIAAO 1 64), mRNA 


MM 01486S 
lNivi y itouj 


Homo saoiens chromosome condensation-related SMC-associated protein 1 
(KIAAO 159) mRNA 


MM 014748 


Homo saoiens KIAA0064 eene product (KIAA0064), mRNA 


MM 014876 


Homo saoiens KIAA0063 eene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


MM 01487S 

IN IVl \J 1 HO / J 


Homo saDiens KIAA0042 eene product (KIAA0042), mRNA 


MM 014647 
JN1V1 V/l*+OH_, 


Homo saniens KTAA0036 eene oroduct (KIAA0036), mRNA 


MM 01S140 

IN IVl U1JJHW 


Homo saoiens leucvl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 


MM 014614 

IN iVl v 1 *rO J*+ 


Homo saoiens K1AA0015 eene product (KIAAOO 15), mRNA 


MM 014781 

IN IVl U1H/ 0 J 


Homo saoiens KIAA0013 eene product (KIAAOO 13), mRNA 


MM 014008 

IN IVl U 1 


Homo saniens JM1 orotein f JM1). mRNA 


MM 014066 

INiVl UltUUO 


Homo saniens HT002 nrotein* hvoertension-related calcium-reeulated eene 
THT002) mRNA 


MM 01 41 S4 

IN IVl \J 1 *t I Jt 


Homo saoiens HSPC056 protein (HSPC056), mRNA 


MM 014H1 

IN IVl Ultl JJ 


Homo saoiens HSPC055 protein (HSPC055), mRNA 


NM 014150 


Homo sapiens HSPC052 protein (HSPC052), mRNA 


MM 014140 
In IVl \J 1 *t I H7 


Homo saniens HSPC049 orotein (HSPC049), mRNA 


MM 01407Q 

IN IVl KJIIKJ*,? 


Homo saoiens HSPC022 protein (HSPC022), mRNA 


MM 014097 

INiVl UIHUZ/ 


Homo saoiens HSPC018 orotein (HSPC018), mRNA 


MM 014010 
IN IVl U 1 HU i y 


Homo saoiens HSPC009 orotein (HSPC009), mRNA 


MM 0 1 ^"*77 


Un mA Qonjpnc hvnothptiral nrotein fHSN44A4A). mRNA 


MM 01 ^^4^ 


Homo Qjiniens hvnothetical orotein CHSA01 1916), mRNA 


MM 0 1 AOA^ 
IN IVl UIHUOJ 


u nm A caniens srr homoloffv 3 domain-containine orotein HIP-55 (HIP-55), 
mRNA 


MM O140S7 


Homo saoiens GW128 orotein (GW128), mRNA 


MM 014888 

INIVI UIHOOO 


Homo saoiens oredicted osteoblast Drotein (GS3786), mRNA 


MM 014010 

INIVI VlHUJU 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (GIT1), mRNA 


MM 014077 

IN IVl \J 1 *tvJ / / 


Homo saoiens DKFZP586O0120 protein (DKFZP5 8600120), mRNA 


MM 01^47S 

INIVI Ul JtZJ 


Homo saniens DKFZP586M0122 protein (DKFZP586M0122), mRNA 


MM Ol SAS£ 
INlvl UlJ*fjO 


Homo saniens DKFZP586B0519 protein (DKFZP586B0519), mRNA 


MM 01^101 
In IVl UlJjyj 


Homo saniens DKFZP564O0823 protein (DKFZP564O0823), mRNA 


MM 015471 
INIVI U 1 J*tZ 1 


Homo saniens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


NM 015415 


Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015701 

I ^ ITI v 1 J / \J J 


Homo saniens CGI-96 nrotein (CG1-96) mRNA 


NM_0 15380 


Homo sapiens CGI-51 protein (CGI-51), mRNA 


NM 014141 


Homo sanipns R7-H1 nrotein (B7-HH mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


1N1V1 UI*tJ70 


Wrtmrt caniAnc Tin/* nnnnn Hntniitn rAntsinino 1 1 TMRni ^ mRNA 
nuiiiu bapicnb £iiiv iiuuun uuiuaiii lAsiiuiiiiuig) i ^^inivl/i \\\v\r*r\ 


FN m U 1*tO 1 " 


U n mn canipnc 7 inr fino*»r nrnt#»in 717 f7MF717t mRNA 

riuiiiu sapiens zinc linger pruiciii zjz yi^vsv iiu\jn/\ 


MM A1/ldl7 
IN1V1 U 1 Hn J f 


LlArriA cgnipnc ■yinr , /irnn n»oii1at<»H tTancrwirtf*r-lilfP (7\\tT\ ^ mRNA 
nuiuu sapiens zjiiwiiuu ivguicticu uaiisfjui ivi-uivv ^uiixi l> j f 1 1 uvi ^ r\ 


INM 


noniu sapiens zjiiw linger, inipruiieu £. \^uvizj, uii\jn/\ 


mu 01491') 


Wnmn canipnc v^ciplA-accnr*J;it*»rl mpmhranp nrntpin 0 fcvnnn.tn.hrpvin 
rTUiIlU SapieilS vesit< lC~OoSUdalCU ItlvlllUl cUlv pivlCUl £. iiaptuuitvni z. ^ 

l / VAMP7^ mRNA 


NM 014911 


Homo santpns nnsrrf*am hindinp franscrintion factor RNA nolvmerase I flfRTF^ 

mRNA 


NM 014235 


Homo saniens uhiauitin-like 4 TUBL4^ mRNA 


NM 014383 


Homo saniens testis zinc fineer nrotein fTZFP^ mRNA 


NM 014547 


Homo ^anien^ tronomodulin 1 rubiouitous^ fTMODS^ mRNA 


NM 014548 


Homo ^aniens tronomodulin 2 f neuronals TTMOD2^ mRNA 


NM 014464 


Homo saniens tubulointerstitial neohritis antieen fTFN-AG^ mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


NM 014170 

IN IVI \j l*t J /U 


Unmn canipnc Qprin<*/thrf»oninp IfinaQP 71 i r ^TTC71^ mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


XIM H1A4A7 
INM Ul*HtO/ 


riomo sapiens susni-repeai proiein v ^ivr^uL»^, niiviN/\ 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014420 


Homo sapiens sorting nexin j (biNADj, ituvJna 


XTKvf A 1 A 1 1 1 
NM_U14J 1 1 


Homo sapiens singie-stranu selective monoruncuonai uracil ijina. giycosyiase 
(oMUUl rruviN A 


fNM_U 14Z /U 


riomo sapiens soiute earner iamny / ^canonic ammo aciu uansponer, y » 
sysiemj, memoer y ^oll//\7J, mi\iN/\ 


"MM 0147^7 


nomo sapiens soiuie carrier iamny ld ^iiuiuciiuiiuiiai ccuiici, uiiuuiiiiv 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 

nrntpin mRM A 
prUlClil, IllxvlNrV 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


MM 01 AAA? 

IN IVI U 1 f HHZ 


nomo odpicnb sialic aciu uuiuiug ig-iii^c icuiui o ^oivji-ii-<^-.o^, iiuvi^rt. 


MM filA^OI 
INiVl UlHJZl 


VAr\mr\ en nitric Q HI _Hr\m?iin hinHino nrntf in A ^^HIRPA^ mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specific protease (SENP1), mRNA 


MM AIA^AI 


nomo sapiens sponuyioepipnyseai dysplasia, laie ^oculj, nuvjNAv 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VIII, alpha polypeptide 

/Cr , MflA\ mPMA 
^oUINoA^, mKJNA 


XTKvC A 1 A 1 

NM_U141 jy 


Homo sapiens sooium cnannei, voiiage-gaieo, rype ah, aipna poiypepuue 

/ , Qr , M10A\ mRM A 
^oClNlZAj, ITUvlNA 




nomo sapiens spastic ataxia or i^nanevoix-oaguenay ^sacsm; ^o/\V/o^, huvin/\ 




nomo sapiens nomoiog or y easi i\jvr*t ^noosomai ivjna processing *f^, _> -j - 

avAnkAnii/*laQC0 / D D P A \ ml? XI A 

exonponuciedoc ^ivivr *♦ ) y im\jN/\ 


MM 01/1AOA 
IN M_U I **H70 


nomo sapiens nousomdi pruicui ou kuiwc, /vku, puijrpcpnuc u ^Pki ouivrvuy, 
mRNA 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box I (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


XIX A A 1 A A 1 A 

NM 014410 


Homo sapiens clustenn-hke 1 (retinal) (CLU LI), mKNA 


NM 015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

/no d rw i\ m n\! A 
(rKRDH), mKNA 


\.TX>I AAC.QT3 

NM_U0->9 / J 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 
mRNA 


NM 0l4_>j/ 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NMJ) 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(rUM121Ll), mKNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


XT X A A 1 A 1AA 

NM 014390 


Homo sapiens EBNA-2 co-activator (IOOkD) (pi 00), mKNA 


XIX >f A1 vlTM 

NM_0 14321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NMJ) 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (ORID5), 
mKNA 


NM_0 14565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 

r> XT A 

mKNA 


XTX A A 1 A 1 CI 

NM 014332 


Homo sapiens rUU transcription tactor (Ut ill), mKNA 


NM 014581 


Homo sapiens odorant-binding protein 2B (OBP2B), mRNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


V T\ A f\ 1 A % A *\ 

NM014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 

/XTT n"VTC\ «.D\I A 

(NUDT5), mRNA 


XTX A~ A 1 A CA1 

NM_0l4502 


Homo sapiens nuclear matrix protein NMP200 related to splicing tactor PKP19 

(NMr2UU), mKNA 


NM 014J28 


Homo sapiens nesca protein (NESCA), mRNA 


NM__U 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 

nnm pr;TV\ /TsJni W A 9\ mPTJA 
^ IVKJLJ, rUlv ) ^INUUr Ao), ITLKJNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


KTKvf A 1 A A d 1 

NM 0144ol 


Homo sapiens contactin 6 (CNTN6), mRNA 


xiKyf a i /i con 
NM 014D2U 


Homo sapiens mid Dinaing protein vriou) ia y ddt i aj, itikina 


NM U14221 


Homo sapiens mature T-cell proliferation I (MTCP1), mRNA 


NM 00D92/ 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


XIX A A 1 A 

NM 014623 


Homo sapiens male-enhanced antigen (MEA), mRNA 


XIX A f\y A A 

NM 014462 


IT- ... _ _ _ _ ! _ _ _ T „ ... 1 /T C\j4 1 \ O XT A 

Homo sapiens Lsml protein (LoMl), mKNA 


NM_0 14622 


Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 
(LOH1 1CR2A), mKNA 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMD1), mRNA 


111 1 f\ t A C f A 

NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mKNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


WW • ■ «|| It* t 1 t * 1 ■ 1 A At 1 * f * 

Homo sapiens killer cell immunoglobulin-hke receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DSI), mRNA 


XIX A Al jtCII 

NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


NMJ) 145 12 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, I (KIR2DS1), mRNA 


NM_01451l 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KJR2DL2), mRNA 
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XTX A f\ \ \ O 

NM_0 1421o 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 

/tlrfAntnnm^ fail 1 /l/TID^PlI 1 \ m D XT A 

cytoplasmic tan, i (kjkzijli j, mKNA 


NM_U14/0D 


Momo sapiens trans locase or outer mitocnonanai memorane i\) i^yeasi; nomoiog 

(YW AAA 1 fs\ mRMA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 

cnhfomilw \A k*»ta mpmkpr 7 lilfp /Vr'MMRlF ^ mRMA 

suDiamuy m, oeia memoer j-ince ^ivlinividjlj, itunjna. 


N IV1_U 1 *f*tU / 


noiiio sapiens potassium large vAjnuuctanic vdiuuiu-airtivaicu wuaiuici, 

cnhfpmilv M hpta m^mlvr 1 fKPMMR^ mRNA 


MTwf A1/171A 


Unm/\ coniAnc innc \tr\ 1 17/1 t~r i r\ Ki r\ c n Vi a t p» ^/A IfiflilCA / ITPk' 1 ^ mRMA 

riomo sapiens inositol i ,j,H-uipnospnaie j/o Kinase \i i rrvi 7, niivPi/\ 


INM Ul4*tZZ> 


LJnmn pontons imiarrin ^TXT\/C 1 mD M A 

riomo sapiens in vers in i^invoj, itu\jn/\ 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


XTKvf A1/1771 

NM_Ul4z / 1 


riomo sapiens lnieneuKin i recepxor accessory protein-iiKe 1 ^ij-t irv/\r l, i j 9 

mPM A 




Uama r> nMinn r> Jrnf ilrirt 17 ropontAr /TT 1 7R ^ mD\I A 

riomo sapiens lnieneuKin i / receptor ^11^1 /r\i, mivrN/\ 


XT\jf (\\AAA1 

NM UI444J 


!T Ar _, A roniAnc \ntf*r)f*t ilvin I 7R /FT 1 7R^ mRMA 

riomo sapiens lnieneuKin i / o yin /dj, mr\iN/\ 


NM U14JJJ 


riomo sapiens immunogioounn supenamuy, memoer ** ^luorH;, iniviN/\ 


NM 


riomo sapiens nypomencai protein d ^nouH/yioj, iiuvtn/y 


XIK/f A 1/1 A 1A 
NM U144Z4 


riomo sapiens neat snocK. z / ku protein idmny, meinuer / ^u<uuiuv<ucui<u^ 

^I4QPR7^ mRMA 


MM H1AA71 
IN M U 1 *f *♦ / J 


Unmn conipnc nutativp HimpthvldH^nncinp tmncfprfiQP fl-Y^AQ7nl^ mRMA 


MM A 1 
INM U I /U 


I_I/-\m/-\ conipnc hvr^rttli Atir 4 ?!! nrr^tAin iHx747P7A i mRNA 
nuillv/ odpiCllb iij puuivitwai piviiviii ^njft/LfcAyj nirvi^^v 


XTXjf n 1 ^77 1 
NM U 1 DJ / 1 


riomo sapiens nypuinciiL/ai pruicui ynoj^^oitxj, mrvi^ /v 


MM fi1A7A^ 
NM UlHj<tO 


V-l r^mr\ conipnc pn^nrrlnp rp»milatrir H4R FT4FR74 mRNJA 

riomo sapiens enuucriiic rcguidLur ^riivirir Dz,tju^, ulivi^/v 


XJM n1A75^ 
NM UIHZJJ 


nomo sapiens uansmcmuraiic piutcui *t ^ iivicivm^, iiuvi>rv 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


XJK/f fk 1/17 17 
NM U14Z1J 


Unmn conipnc Unman Krtv HO ^T-lOYr^Q^ mRMA 

riomo sapiens nomeo oox uy \ri\jj\uy ), nu\is/\ 


NM U140ZU 


Uaiyia ponionc knmon Krtv (~*A C* A\ mRMA 

riomo sapiens nomeo oox v^** ^riwAv^H j, miviN/\ 


XTM A 1 /IT 17 
NM U14ZIZ 


Unmn conionc nnm/»rt Knv 1 1 ^UHYf 1 1 "\ mRMA 

riomo sapiens nomeo oox i^i i ^riL/Av^i i j, miviN/\ 


XTXyf A1/17AA 
NM U14Z0U 


LlAmn nnni ar\ c U T A nlocc TT rPfllAn PVnrPCCP/l npnp l^F7 f T-Il^ mRMA 

riomo sapiens mla ciass 11 region expresseu gene isjz-z, ^mvez, ^, iiuvi^rv 


XTA/I A 1 A 1 ^/C 
NM U14JJ0 


U» m « f .„_: £ ,«o UrT/^"^ 7 nrntPin (VlCW^f* 7\ mRMA 

Homo sapiens riLrco.z protein i^riov.o.zj, miviN/\ 


XTM A1/17</i 
NM Ul4Jj4 


riomo sapiens rivjv^o. 1 . 1 protein ^nuv/O. i . i nuvi^M. 


NM_U14D /l 


riomo sapiens nairy/ennancer-oi-spiii reiaieu wnn t tsjr w motii-iiKc ^nc i lt^, 

mRMA 


XTM A 1/1 AAA 
NM U140U0 


Unmn conipnc hf>rt domain sanH RI H 1 ^HFRr"^^ mRMA 

riomo sapiens nect uumain diiu ivll/ j ^ncixv/j inr\j>ir\ 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM UI4oiy 


riomo sapiens giuiamate receptor, lonotropic, Kdinate h ^vjtvirvH j, uuvin/a. 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA ! 


NM 014627 


Homo sapiens U protein-coupled receptor j / i^orKD /j, mruN/\ 


NM 014498 


Homo sapiens type 11 Oolgi memorane protem vOrr 1 ju;, mivNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronepnospnate O-acyltransterase (ONPAl;, mKNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 

mRMA 


NM 015715 


Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


NM^O 14291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM 014SRS 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters) member 3 (SLC1 1 A3), mRNA 


NM 014344 


Homo sapiens putative secreted ligand homologous to fjxl (FJX1), mRNA 


NM 014419 

IN1Y1 UI^tJ/ 


Homo sapiens Interleukin-1 Superfamily z(FlLl(ZETA)), mRNA 


NM 014440 

1 ^ IVl \J I "T*T*TV/ 


Homo sapiens Interleukin-1 Superfamily 1 (FILl(EPSILON)), mRNA 


NM 014438 


Homo sapiens Interleukin-1 Superfamily e (FIL1), mRNA 


NM 014910 

IN IVl \J I *tZ I v 


Hnmn canipnc. ecotroDic viral integration site 2A (EVI2A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (EN01B), mRNA 


IN [VI Ul*tOUU 


Wnmrt canipnc FH-domain containinp 3 ^EHD3^. mRNA 




Hnmr\ cqnipnQ FH«Hnmain rontainim? 2 f EHD2V mRNA 


IN IVl UHjUj 


Hnmn canipnc Hown-reffulated in metastasis (DRIM^. mRNA 


1N1V1 viHj^y 


Homo canipnc DKFZd434P21 1 Drotein (DKPZP434P21 1), mRNA 


iNIVl_U l**JOO 


Hnmr» canipnc novel nutative nrotein similar to YIL091C veast hypothetical 84 
kD nrotein from SGA1-KTR7 (DJ434014.5), mRNA 

t\j^J pi u lv ill 1 1 w ill kJVJn * » * *x / * / ♦ " 


NM ftldnlR 
in ivi \j i *to i o 


Homo sapiens deleted in bladder cancer chromosome region candidate I 
CDBCCRH mRNA 


NM 014392 


Homo saoiens neuron-soecific Drotein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014143 

INIVl UltjHJ 


Homo caniens claudin 15 (CLDN15). mRNA 


NM_0 14887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


\J\yf 014007 
INIVl Ul**ZU/ 


Hnmn canipnc PDS antigen fr>56-62 , l TCD5^ mRNA 


INIVl Ul*fjJj 


Wnmo Qanien*; rhromo^ome 15 ODen reading frame 3 (C150RF3), mRNA 


INIVl 


Wrttnn confine rhrnmncnmp 1 1 onen reading frame 10 (C \ lorflO). mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


XIX A O 1 /I 7 CO 


UrtniA coniAnc ATPacp r^n-M- trsinQnortifia tvne 2C member 1 fATP2Cl). 
riomo sapiens f\ 1 r ooc, \^<i < > uaiidpui iuig) vf^ * , ^ r » invuiuvi i * * * * /j 


xi\jf ni/i^'70 
iniv1_U 14j /U 


u nm A c « n ; pnc AnP-riho^vlation factor GTPase activating orotein 1 
^ARFPiAPn mRNA 


NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


XTKvf O 1 /I A 


l-frkmrt canipnc *»noionoiptin-l ilfP 3 TANOPXL3^ mRNA 




u Af «/N canipnc ^Hpnocinp mononho^nhate deaminase 2 fisotorm L) (AMPL)2), 
mRNA 


XIK/f O 1/110/1 


Li nmn canipnc alnha-methvlacvl-CoA racemase fAMACR), mRNA 


XINyf O 1/1/1 


Wnmn canipnc a1nha-artinin-2-a<;sociated LIM Drotein (ALP), mRNA 


xiiv/f n i/i /i oi 
IN [VI U144ZJ 


n nmn canipnc AT T 1 fiicpd apnp from 5a31 fAF503n. mRNA 


NM_0 14590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 

fFRVWPH mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


xrxjf A 1 A T O /t 

NM_U14Jo4 


Urtmn ponionc pApn7\mip A Hph vHroapna^e familv member 8 fACAD8). 
riomo sapiens acyi'v^ocii^yiiiv t\ uciijruiugviiaov ioiuuj, mviuwvi « ^ivinxv/, 

mRNA 


NM 014274 


u««ia ronianr a in KinHincr nmtpin with y\x\c fino^r domain iABP/ZFi mRNA 
nomo sapiens /\iu-DinQing pruicui wiui ia\\\* luigvi uvihoiu v*^ * /> 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NM_007082 


n.„. DAD mAmkpr /-kf P AC nnrnopnp familv-likp 2 A TRABL.2A^ 

Homo sapiens kad, memoer 01 tvr\o onv/ogcuc idiiui/ mv.^ ^.rv ^iv\uL.^n;, 
mRNA 


NM 013412 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
transcript variant 1 , mRNA 


NMJ)05036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_0 13989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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NM 004323 


Homo sapiens BCL2-associated athanogene (BAG1). mRNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens proline-rich protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


NMJJ05187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20Al),mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NM_0 13936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_0 13937 


Homo sapiens olfactory receptor, family 1 1, subfamily A, member 1 (OR1 1 Al), 
mRNA 


NM_0 13940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


NM^O 13941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 
mRNA 


NM^O 13938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_0 13939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PILR(BETA)), mRNA 


NM_0 13439 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR(ALPHA)), 

■ ■ v rr\ \ / / * 

mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA i 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM^O 13450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA 


NM^O 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BA21A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 


NM_00413l 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 [ 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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mm nn?6R 


Hnmr* csmipnc placental nrntpin 13 (PP13V mRNA 


IN1VI Ul JJ04 


Hnmn cam^nc nutative nrotpin O-mannosvltransferase (POMT2), mRNA 


NM 013232 


Homo sapiens programmed cell death 6 (PDCD6), mRNA 


MM ni^^07 


Mnmn conionc nvpr-^Ynr<»QQpH hreast tumor n rote in (OBTP). mRNA 


MM fllT^RQ 
IN IV1_U 1 J J 07 


Hnmn <:flnJpnQ MPC1 fNiemann-Pick disease, type CI. geneVIike 1 (NPC1L1), 
mRNA 


NM 013326 


Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 


MM UUZjo 


Unmn canipnc HMA1 Hnmflin-f!nntaininf? CMCJ\ mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


XI* A A1 n on 

NM_Q132oV 


u nmn conjane t-iiipr rr*] I immnnAolnhnlin-lilce receotor three domains, lone 
riomo sapiens Kiner ecu irniiiuiiugiuuuiiii uiv^ ivwpwi, un^v uvi»unw, 

cytoplasmic tail, 1 (KJR3DL1), mRNA 


NM 01331 1 


Homo sapiens insulin upstream idcior i v. 11 - 7 * */> 


NM 013278 


Homo sapiens inieneuK.in 1 1\*> \\.\^ \ /w, nuvi^rv 


NM_0 13292 


Homo sapiens (clone PWHLC2-24) myosin light chain 2 (HUMMLC2B), 

M D XT A 

mRNA 


NM_0 13288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 

mKNA 


XTXvf A 1 HA A 

NM_l) 13244 


UnmA CQn ; pn c i Tnp_M-«irptvloliirA^flmine*a-l 3-D-mannoside beta-1.4-N- 

nOinO SapiCnb UUr "IN -clvCljrigIU^>VFacuiliiiv.C4 ijJ w niHiuivjiuv 

acetylglucosaminyltransferase IV-homolog (HGNT-IV-H), mRNA 


NM U132o4 


UrtmA conipnc n r\n aH r\ tmn i n-rpaii la tpH testicular RNA helicase fGRTH). mRNA 
Homo sapiens gunauuirupui-icguiaicu iwnwuitu ixjiri wvuvujv **/» ■»-»■*« 


NM^O 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

m n\f a 

mKNA . — 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

mKNA _ 


XTKif A 1 11 A 1 

NM U13241 


Urxmn com'pnc PHI /FUO Hnmain-rnntaininP nrotein fFHOSV mRNA 
riomo sapiens rni/rn^ uuiiiain v/uiiuuwiiig piuivm ^* 1 Ly ^^ jy i,uv 1 1 


NM_0 13342 


Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), 

mKNA 


XTK A A 1 ^1 A£L 
NM_01 J 246 


n nmr . c< , n ; Anc n^rHiotrnnhin.lilfp rvtnkine* neurotroDhin-l/B-cell stimulating 
riomo sapiens caruiuirupnui iiiw cjtiumuv, iiwuiuuv/pum i,u 0 

f*ntr\r 1 (C\ C\ mRNA 


xiaa ai im 
NM_Ul JJ 11 


Unmn C onipnc r"v/ctpinp Wint cnnprfamilv 1 BMP antagonist 1 (CKTSF1B1), 

rlOmO SapiCIlb CYMCUlv Wlv/i oupwiiaiiiiijr i, » v /' 
m D\IA 


NM 013327 


Homo sapiens CGI-56 protein (CGI-56), mRNA 


XTKX A 1 TT5 A 

NM_0 13230 


u Amrt CQn ; Anc antiapn f small rell liinp carcinoma cluster 4 antigen) 
Homo sapiens v^L/i-** dniigcii yoiii<*ii wvu iung wu^uiviu» viujiw4 

/TTV?^ mRMA 


NM 013276 


Homo sapiens carbohydrate kinase-like (CARKL), mRNA 




1 inmn conipnc rhmmncnmp 16 nopn readint? frame 5 (Cloori5i. mKJNA 


NM UUo/dj 


UAmA conipnc PutQtivp nmQtatp rancer tiimor surjoressor fN33). mRNA 


NM UUo/Vz 


Unmrt conipnc mnrtalitv fhrtrir 4 fMORF4^ mRNA 


\T\ / AAATAT 

NM_UUU3y / 


n AmA CQn ; Anc rvtnrhmmp h-?4S beta nolvneDtide Tchronic Eranulomatous 
Homo sapiens cyiocnroiiic u'xtj, uv«» h^v f v p i uv ^iuh»iw»"«™ 

Hicpocp^ /'PYRR^ mRNA 


NM UUjUyo 


Unmr* conipnc miicrulin ^activated B-cell factor-O (MSC), mRNA 


Xl\/f AA/C 1 A A 

NM_UUol44 


Unmn conipnc <mn7vmp A fi>ran.7vme 1 cytotoxic T-lvmohocyte-associated 
nomo sapiens ti <u i^y 1 1 1 w / v <mt.j i t wwmv & iyiii^ii«vy. 

cprinp pQtpra^e 'W TCiZMA^ mRNA 




Unmn ennipne. olvrvl-tRNA synthetase fGARS), mRNA 


NM 004405 


Homo sapiens distal-less homeo box 2 (DLX2), mRNA 


NM 004371 


Homo sapiens coatomer protein complex, subunit alpha (COPA), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase III, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-family C, member 7) (CFTR), mRNA 


XFK/f AA"2<i£A 

NM_UU3560 


Homo sapiens pnospnoupase AZ, group vi (cyrosouc, caicium-inaepenuemj 

fDI A7^£\ mDMA 


NM UU4UU4 


nomo sapiens gap junction protein, ucia zokj^/ ^cuiuicaiii \\jjdz, ihivin r\ 


NM UUjIVo 


mo mo sapiens cnoime Kinase-iiKe ^\->ni\.L, miviN/\ 


XIN4 A17/1C7 

NM Ulz4oZ 


LJsx»v%a •vims* finnar nmtain 7fi 1 f 7nJ{«7B 1 1 FTlR W A 

Homo sapiens zinc linger protein zoi ^iNrzoi^, nu\jN/\ 


XTfcvf A 1 07 

NM UIzzjo 


Homo sapiens zinc ringer protein ziz ^ZyiNrzizy, itli\in/\ 


XTK>f A 1 7/170 

NM_U124 /y 


t-Is\ms\ rnnianr hrrACinA 'J m/\iir\AVl/OPn9Cp/tTV/ntAnn9n ^.mAnAAVVOPrlflCP 

Homo sapiens tyrosine j-monooxygenase/uypiupndn j-monouAygciiaac 
activation protein, gaiiiiiid puiypcpuuc ^ i wrxrvvj^, ultvi^/a 


XJX/f AI77^ 
NM UlZZJJ 


riomo sapiens j -o CAuriDonucicdoc l i^a-ivi^^, iiijvi^/a 


XJM A1T/17/1 


\At\me\ coniAnc nrirlin** mAnnnhAcnhatp kinnQP (\ WAX*\C\ mRNA 
tlOiIlO Sd.picnb UIIUIIIC UlUllupilUbpiiaic muooc \\jvt\r t\*), i 1 1 1 vi ^ r\. 


IN [VI UlZ'f/J 


YXr\tr\f\ can.i*»nc thinrf*HnYin mitofhAnHHjil ^ l'X"M9^ mRNA 
ntHIlU oapiCIIb U11UICUUA1I1, iiiiiuciiuuunai ^ i yxi^i^ )y iiiixi^irx 


IN IM UIZ^OO 


no mo sapiens leuaopcuiui i ivi*+"D ^ 1 ivi*t-o ^, hlivm/\ 


NM 012465 


Homo sapiens tolloid-like 2 (TLL2), mRNA 


XIK4 A 17/1 A/1 
NM U 1/404 


riomo sapiens loiioiu-iiKe i ^iLrL-i ) y miviN/\ 


XTKif A 1 77QA 


LlAm/x rnni^nr tAiicla/l lils'A UiAQCA 1 1 * 1 '¥ It 1 1 mON A 

riomo sapiens lousieu-iiKe Kinase i v 1 L*rxi ^> imviN/\ 


xrx a Anxcc 
NM U124jj 


nomo sapiens ocl / nomoiog ^ i icj, nUxiN/\ 


XIKvf A17/!</1 

NM U1Z4D4 


Homo sapiens i-cen lympnoma invasion anu meiasuuis \ i i/yivizj, ini\iN/\ 


NM_0 12251 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


NM 012451 


Homo sapiens synaptogynn 4 OYNUK4), itiktma 


NM_0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 

O XI A 

mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein OrUNz), mKNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NM 0 12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), memoer o (oLC /Ao j, itikina 


NM_0 12243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
OlcNAc) transporter), memoer j ^oLCjjAj), mKiNA 


X Tfc A f\ \ A A 

NM_0 12434 


Homo sapiens solute earner tamiiy l / (anion/sugar iransponer), memoer o 

/CT T1TA^\ mDMA 

(oLCl /Aj), mrUNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (SETDB1), mRNA 


NM 012427 


Homo sapiens KailiKrein j (K1>jvj;, mKJNA 


NM 0122j6 


Homo sapiens sex comb on miaieg nomoiog i (oLJvini;, iukina 


NM 012424 


Homo sapiens noosomai protein oo Kinase, dzkjj, poiypepuae i ^ivroorwv^i;, 
mKJNA 


XIK A A 1 A O 1 

NM Ulz4zl 


f f r% — raofrnnAA/1 T rv»\//*» nlCIAn CPAIlPnrP IK 1 HI fTl Ic M A 

Homo sapiens rearrangeo L-myc iusion sequence ^ixx»r^, uiivi>i/\ \ 


XTX A AlOyl 1 C 

NM 012415 


Homo sapiens kaljj4, o. cerevisiae, nomoiog 01, d ^isj^ijj^o), nuvi^/\ 


XTh jT C\ 1 1 A 1 A 

NM_012410 


Homo sapiens type i transmemorane receptor \seizure-reiaieu proiein^ ^rorx-i^, 
mRNA 1 


XTXiT A 1 AA 

NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner ot KAC1 (artaptin l) (rUKi ), itikna 


"V f » A /\ \ A f\/\ 

NM 012400 


Homo sapiens pnospnoupase A2, group liu (rLAzuzUj, mKJNA 


NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


W\A A17AAC 
NM UIZUoo 


UnniA nnionr A r»lirvcr\Ki nol I imnn 1 Ck PtriTI il^f* /'POT FTlRN A 

riomo sapiens o-pnospnogiuconoia^iuiKiic \r\juo^, iiuxi ,, «r\ 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


NM_0 12391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM_0 12375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM_0 12368 


Homo sapiens olfactory receptor, iamuy z, suDiamiiy v^, memoer i ^uivz^i j, 
mRNA 


NM_012j60 


Homo sapiens oltactory receptor, iamuy i, suoiarniry r, memoer o \tJiviroj, 

mKlNA 


XIX A A 1 CO 

NM_012352 


Homo sapiens oiiactory receptor, iamuy i, suoianmy /\, memoer z iuivi/\zj, 


vi* if A 100 CI 

NM_U lZJD 1 


nomo sapiens oiiactory receptor, icunuy iu, buuiaiuiiy j, iiiciiiocr i ^wivii/ji ^, 

mRNA 
1 11 fx. IN /\ 


INIV1_U 1 ZJ4 j 


U/Nmn conipnc nnrlpar fraoil** Y mpntal rpffl relation nrnfpin intprartinp nrntPin 1 

(NUFIP1), mRNA 


IN [VI UlZj*t*t 


nomo Sapiens ncuruicuijiri rcccpiui £. \w iuinx^, i 1 u vi > r\ 


1N1VI UlZj'tj 


UnmA c^nipnc nir'AtinamiriP nnrlpntifiP tTfln^hvflrfiPPrifKP fNNT^ mRNA 


NM 012342 


Homo sapiens putative transmembrane protein (NMA), mRNA 


INM UlZJj/ 


nomo sapiens nasopnaryngeai epiuieiium specuic proicin i ^inco\ji ) y nuviNrv 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


vt\/ A 1 O AiC/l 

NM 012U64 


IT r» r-. mmmImmm vMniAw ifttvin^iA **«*s>+At«t /\r lone fikar In. A ID l tnD\! A 

Homo sapiens major intrinsic protein 01 lens noer ^ivur j, mi\jN/\ 


XTXif A i oo 1 

NM_U122 14 


Homo sapiens mannosyi (aipna-i,j-;-grycoprotein oeta- 1 ,h-in- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


XI \jf A 1 OO 1 0 

NM UlzzlJ 


Homo sapiens maionyi-coA uecarooxyiase ^iwui^li;, miviN/\ 


NMJ) 12325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

/X/A DDC1\ m n\TA 

(MArKJbl), mKlNA 


NMJH2318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

/T TTTX AW —DMA 

(Lb 1 M 1 ), mKN A 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


NM_012314 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KJKZD04;, mKJNA 


NM _012j13 


Homo sapiens Killer cell immunogioouiin-iiKe receptor, two aomains, snort 

M/tftJocmJo toll 1 /l^ r tR'5^Q'^^ mRMA 

cytoplasmic tan, j (iviivzl/oj j, mi\jN/\ 


NM__U IzJ lz 


nomo sapiens tcuier cen unmunogiouuiin-HR.c rcvcpiut, iwu uuiiidui), anun 

oirtnnlocmlp foil 0 /I/" TD Or^CO^ mRMA 

cytoplasmic tan, z (kiivzl/ozj, iuivin m. 


NM_0 12307 


Homo sapiens differentially expressed in adenocarcinoma of the lung 

/k r IAAn097 , \ mRMA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


XlXyf AIOIAO 
NM 012302 


Homo sapiens latropmun (iviaau/ooj, rruvjN/\ 


XTXvl AIOOQC 

NM Ulzzyj 


Homo sapiens caicineunn oinaing protein 1 ^ivi/v/wj juj, miviN/\ 


XIX A A11TOO 

NM 012288 


Homo sapiens UvAM-iuce protein v nja/\uuj/;, mivjN/\ 


XTX A AITl Q£. 

NM 012286 


U _ <.««Jza«r» K/fADC roUtorl nono Y /'VIA A ftHO mRMA 

Homo sapiens MiJKx-reiatea gene a ^klaauuzoj, ituvin a 


XIX A A 1 OO O** 

NM_01228j 


Homo sapiens potassium vonage-gaiea cnannei, suDiamiiy vj, memoer z 
(KCNG2), mRNA 


NM 012282 


Homo sapiens potassium voitage-gatea cnannei, isK-reiatea iamuy, memoer i- 
like (KCNE1L), mRNA 


NM 012278 


Homo sapiens integnn oeta i oinaing protein ^meiusmj z ^lUDiDr^, mi\jN/\ 


Xf X A A 1 1 1 

NM 01221 1 


Homo sapiens mtegnn, aipna 1 1 uiuai i j, rruviN a. 


NM 012277 


Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


IN tvl U 1 ZZ / J 


Haitia ^anien^ interieukin-1 receotor antagonist homoloc 1 HL1HY1). mRNA 


NM_0 12259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_0 12258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_0 12087 


Homo sapiens general transcription factor HIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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XIM flioom 

INlVi_U 1 ZZUJ 


riOmo Sapiens giyOAjrlalc rCUUUuiowllvuXiJAyjJViuvaic icuuwuww ^vjim u 


NM_012202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 

/f-Mf.^ mRMA 


INm U1ZUOH 


YXr\rr\r\ cani<»nc filntflmat** Hf»hvHropf*nflcf*-9 ^fil AJT^T-^ mRNA 
nUIIlU oaJJiviio vj l u lai I laic UCll yvii ugviiaov-.£ \\jlj\jm^*. jf iiiixi^^a 


iNlvi U 1 Z I 7 1 


Wnmri campn^ mitativf* tiimnr ^nnnrPQ^nr i'FI JS21 mRNA 


fNIVl U 1 Z I O J 


Wnmn Qanipn* fnrkheaH hnY F2 fFOXF?^ mRNA ' 


INIV1 UlZloJ 


HnmA C5ini>n« fnrlrhpaH Kay m TFOYm^ mRNA 

nOulO SapiCIlS lUrKJlCaLl UUA \JJ ^1 W/YL/ J j, nu\.i^rx | 


NM 012153 


Homo sapiens Ets homologous factor (EHF), mRNA 




rtomo sapiens uiNn segment, numerous wjpica, cApicootu ^vjoi gcncy 


INM UlZl^o 


numo sapiens uuuuie nomcuovA, j \ukj s\.j iiiinj^/a 


NM U IZI*W 


Un m n caniAnc H/"M i Kir* r\ m pnKnv 0 (TW FV9^ mRMA 

riomo sapiens uoudic nonieuuuA, l \ vj\j ), inrvjmrv 


Nlvl UIZ14D 


riomo sapiens ueoxyrnymiuyiaie Kinase ^uiyiiiiuyiaic Kinaocy \u i i iviry/, huvi^a 


NM U1Z144 


Unmn coniAno rlvrnoin ovnnpmal int*»rm**HiatP rw^lvDPDf iHp 1 /T)M A T 1 ^ mRMA 

nouiu Sapiens uynein, dAonciiiai, uuciiiicuiaLc pvii/jjcpnuc, i i^L/i^^iiy, iiuviin 


xjxyf n 10 1 An 
N 1V1_U 1 Z 1 hU 


Unmn canSpnc colntp raixipr familv 0$ (m\tnchnn(\r\a\ carrier* dicarhoxvlate 
trunQnnrtpri mpmhpr 10 r*9SA10^ mRNA 

irallSpUI ICI IIICIIIUCI IV ^OL»"viJAlU/j llllVl^rA 


IN iVl U 1 Z 1J / 


Hnmn canipnc Himpthvlarointnp Himethvlaminohvdrolase 1 fDDAHl^ mRNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LM0D1), mRNA 


XJ\/f A 1 o 1 W 
NM UlZlJJ 


Ur\mrk canipnc rnatnmpr nrntpin rnmnlPY Qiihlinit pamma 0 TC'OPfi^^ mRMA 
riorno Sapiens cuaiuilicr pruiviu "wUIIijjica, ouuuiiii gamma iiuvi^^a 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


vtx jf A 1 0 1 *i 1 
NM U1Z1 j 1 


riomo sapiens ciauuin i / ^i^luin if), nuviN/\ 


XTK4 A 1 0 1 1ft 

NM IMZIJU 


Ur\mr\ t-anianc r>lonH'n 1 A (C\ FlX1 1 A\ mRMA 

riomo sapiens ciauuin 1*4 i^i^Ld^fN i**^, itovinm. 


NM 012129 


Homo sapiens claudin 1 2 (CLDN 1 2), mRNA 


NM 012127 


Homo sapiens dpi -interacting zinc ringer protein ^iz-i ), iTiivrN/\ 


XIX >f Ant 

NM_01zIzo 


Homo sapiens caroonyarate ^iN-acetyigiucosamine o-uj suiiouansierase j 

/^ , l4CT^^ mRMA 
^CrtolDJ, ITLKJNA 


\J\A A10A"7< 
NM_U 1ZU Ij 


riomo sapiens v^onserveu gene icioincric iu myua giuuui ciuoici i^vvvj 1 tnunj, 

mpXJ A 
in IV IN /\ 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA I 


KfXjf A 1 O 1 1 £ 

NM_U 1Z1 10 


Homo sapiens cas-Dr-ivi ^munnej ectropic reuovirai uaiisiuiiiiiiig sequence ^ 

/pDf m p\lA 


XJXyf A 1 0 1 1 1 

NM U IZ1 i J 


rtomo sapiens caruuriiv/ aiuiyurasc ai v ^v-nitj, 1 1 u vi ^ *v 


XI\yf A10A01 
NM UlZU/l 


n Amri nnipnc RT IP nrntpin /RT IO\ mRMA 

Homo sapiens our protein ^Durj, imvi>i/\ 


XTKyf A 1 O 1 1 A 
NM U 1 Z 1 1U 


riomo sapiens cysicin'ncn iiyurupnuuiw uuniaui £. ^v/m^^y, uuvjin 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


XTX/f A 1 O 1 AO 

NM_l)lzlU/ 


Homo sapiens Dromooomain coniaining proicui / j kljh uumau nuiuuiug v*-** 

mDXT A 


NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


VTX A A111 AC 

NM 012105 


Homo sapiens oeta-site Arr-cieaving enzyme z ^da^cz;, nirviN/\ 


XIX jf A111 A*5 

NM 012103 


Homo sapiens ancient udicjuiious protein i ^nun ), nu\r*/\ 


XTX/f A 1 O 1 AO 

NM 012102 


Homo sapiens arginine-giutamic acm cupepuue ^ivc j rcpcaio iuivi^/a. 


XTX/f A 1 OAAA 

NM 012099 


Homo sapiens cuj-epstion-associatea protein, annsense to ciwa^-i ^/voc-i^, 

m DVT A 

mKINA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NM_0 12067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicinp factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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MK/f 007974 

IN IVl Uv 


Homo Qartipn< cvtosolic acvl coenzyme A thioester hydrolase fHBACH), mRNA 


MM 004174 

IN IVl Uw*r 1 / t 


Homo ^flnipn^ solute carrier familv 9 (sodium/hydroeen exchanger), isoform 3 
CSLC9A3 , i mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SQLE), mRNA 


MN4 00^^7R 

IN IVl UUJOIO 


Homo <;flnif»n<; nlakonhilin 4 fPKP4) mRNA 

ilUIIHJ odfjlvllo JJlaJ\.u|Jlllalll t ivl ~/> uuviin 


MM 00^7^4 

IN IVl \JV,/J / JH 


Homo Qanipn^ amine oxidase coooer containing 3 ( vascular adhesion orotein 1 ) 
rAOCl'i mRNA 


NM 003322 


Homo sapiens tubby like protein 1 (TULP1), mRNA 


MM 007747 


Homo QantprK mi toe en -activated orotein kinase 4 (MAPK4V mRNA 


NM 002078 

l^llVl vv&v / O 


Homo saniens polei autoantieen eolein subfamily a, 4 (GOLGA4), mRNA 


NM_006421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
fRTOn mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


MM (101104 


Homo cnnipnQ ananla^tic Ivmnhoma kinase ^K.i-1) TALK.). mRNA 

nUHIv/ OdJJlGllO dl It*}-' I GO la V 1 j lllJJIaVlllCl IV 11 lUJv V * / V* nuviii * 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 

mRMA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


lNM_UU0i:o / 


Li Arn « conipnc ticcnp fartor nathwav inhihttor Hinonrote in -associated coagulation 
iiuiiuiior ) ^ i rrij, iiiivin/\ 


MM 00004/1 
IN IVl uuuy*t*t 


u nmn canipnc nrot*»in nho^nhfltfl^e ^ ^formerly 2B^ catalytic subunit. aloha 
icoform ^ralrineurin A alnha^ rPPP3CA^ mRNA 

loUIUllll ^V>«l^tllVUI 111 / V <X.\\J\\<Xf ^111 ~J \*st\ J j llllV-l^/*. 


NM_001142 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 
^AMPT mRNA 


MM 001 171 

IN IVl \J\J I I / I 


Homo Qjmien*; ATP-hindinff cassette sub- family C fCFTR/MRP). member 6 
(ABCC6), mRNA 


MM 007TS1 
IN IVl UU / JJl 


pAmn contpnc mn Iti mprin ^N^l^RM^ mRMA 
liUIllU odptClla IllUlllllld 111 ^lviivirvi^^, l ill vi 


MM 0071 S^ 


Homo cnnipnQ hpat <:hock QOkD nrotein 1 beta CHSPCB^ mRNA 


MM 0077 S4 


Womn canipnc mitativp riRfi nrotein fGRri^ mRNA 
nuniU odpiClld Jjciuaiivc vjrvvi piv/i^ui ^vjivv/yj niixi^^k 


MM 007^Si 
IN lvl_Uv / J J J 


Homo <ianien<; guanine nucleotide binding orotein (G Drotein) alpha 12 (GNA12), 
mRNA 


MM 007766 

IN IVl wU/ JUO 


u nnin canipn<; nhrxnholinase A2 receotor 1 180kD fPLA2Rl). mRNA 


MM 007150 
IN 1V1_Uv / JJ\J 


Homo ^anien^ nleck^trin homoloffv-like domain, family A« member 1 

11 VJ 1 1 l\J OClLrlVllO |Jlv5V^OULH llUlllV/IV/gJ' 1IIVW UV/lllUlllj lulling < »f aamw«a«wwa > 

fPHLDAH mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


MM 00714? 

IN IVl UU/Jti 


Homo ^aniens nucleooorin-like orotein 1 fNLP 1 mRNA 


MM 007161 

IN IVl UU/Jvl 


Homo <:flnien^ nidopen 2 rNID2^ mRNA 


MM 007141 

IN IVl Uv / J*t 1 


Homo ^aniens SHI domain bindine glutamic acid-rich orotein (SH3BGR), 
mRNA 


MM 007170 

IN IVl UU / J / v 


Homo saoiens renlication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


MM 00714R 

IN IVl UU / JHO 


Homo ^aniens activating transcriDtion factor 6 f ATF6). mRNA 


MM 004850 

IN IV1_UUH0 Ju 


Homo qanien<; Rho-associated. coiled-coil containing orotein kinase 2 (R0CK2), 
mRNA 


MM 005574 


Homo ^anien^ I IM domain onlv 2 (Yhombotin-like H (LM02), mRNA 

llUI ll\J Od^r IVvllO L^liVl VlV/lllOlll yjlllj 4* ^IIIUIUVVIIII l»«vw my V 4 -' i * / » * 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NM_001607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondria! protein, 
mRNA 


NMJJ03145 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 
(SSR2), mRNA 


NM 000852 


Homo sapiens glutathione S-transferase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens glutamate receptor, ionotropic, AMPA I (GRIA1), mRNA 


NM_005252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 
mRNA 


NM 001130 


Homo sapiens amino-terminal enhancer of split (AES), mRNA 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM_005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


NM_001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NMJ)07315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1), 
mRNA 


NMJ)05005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM 005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NM_006412 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM_000810 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 5 
(GABRA5), mRNA 


NMJ)00430 ; 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


NMJ)02410 


Homo sapiens mannosyl (alpha- 1 ,6-)-glycoprotein beta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


NMJ)02409 


Homo sapiens mannosyl (beta-l,4-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NM_002408 


Homo sapiens mannosyl (alpha- 1 ,6-)-glycoprotein beta- 1,2 -N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


NM_002406 


Homo sapiens mannosyl (alpha- l,3-)-glycoprotein beta- 1,2 -N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


NM_005923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


NM_002225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


NM_000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mRNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (ITGA4), mRNA 


NM_003197 


Homo sapiens transcription elongation factor B (SHI), polypeptide I -like 
(TCEB1L), mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1 ), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


NM 002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


NM_000887 


Homo sapiens integrin, alpha X (antigen CD1 1C (pi 50), alpha polypeptide) 
(ITGAX), mRNA 


NMJ)00419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 



473 



(400/104) 



NM_000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


NMJ)00833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
iGRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000805 


Homo sapiens gastrin (GAS), mRNA 


NM_001940 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 
mRNA 


NM 001219 


Homo sapiens calumenin (CALU), mRNA j 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3 A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VIL1), mRNA 


NMJ307125 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA | 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


NM_007117 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


NM_007218 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 
mRNA 


NM_007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM_007111 


Homo sapiens transcription factor Dp-1 (TFDP1 ), mRNA j 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM_007108 


Homo sapiens transcription elongation factor B (SHI), polypeptide 2 (l8kD, 
elongin B) (TCEB2), mRNA 


NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NMJ)07163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3 A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor- 1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NMJW7284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens katlikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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NM 007254 


Homo sapiens polynucleotide kinase 3 '-phosphatase (PNKP), mRNA 


MM 007221 

IN IV1 V/V / 1 


Homo saniens nnlvamine-modulated factor 1 (PMFl^ mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


KIM 007 16Q 
IN 1V1 UU / 1 07 


Hnmn cantpnc nhncnhntiHvlpthannlamine N-methvltransferase ^PEMT^ mRNA 

nUIIIU adpiCHS pi 1US pUdUUjr 1 C U idl 1U Idl 1 1 u iw uivuijiuaiuivicuw y» » /» imuin 


\ty 00799Q 
IN [VI UU J ZZ" 


Hnmn canJpnc nrntpin Unacp r* anH casein kinase substrate in neurons 2 

nUIIIU jap 1CI IS prUlClU MlldoC Vw dllu Wwwui ivuihjv juuju aiv 111 uvuiviu a. 

(PACSIN2), mRNA 


xim 0071QO 
INIVl UU / 1 y\J 


Hnmo cQnipnc Q*v91-intf»rsirtino nrntpin n12^ fP19^ mRNA 
nUITlU SdpiCIlS jCvZ j-IIIlCrd^UIlg piuicui pi^J \r it.jjy mixi^r-i 


NM_007I60 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

mRNA 
IIlIVlNrY 


xjm nmi^ 

inM_UU 1 L 00 


u nmn cQnipnc enlntp nnrr\f*r famiiv 91 fnrcranir anion transnorter^ memher 9 

nOinO Sapiens SOlUie vdiTIvr Idlllliy Z.1 ^uigdiiiV/ diuuii uaiiapviiwiy, iiiwiiiusri 7 

(SLC21A9),mRNA 


rN i vi uu / 1 iz 


u Amn canipnQ nurlpnnnrin SOkD fNJUPSO^ mRNA 
nomu SdpiCIlS UULlCUpUI ill jukl/ ^nurjvy, 1 1 u vi ^ r\. 


MM 0071 0^ 
IN IV1__UU / i U J 


Hnmn cgnipnc MAHH rlphvHrnopnasp Aihiniiinnne^ flavonrotein 1 f S 1 1cD^ 

riUmU SdpiCIlS INAVLyri UClljrUlUJpVildov v UUlv^ulll\ylivy iiavvrpiviwui i » rsj^r j 

^MDTIPVn mRNA 


NM 0071 81 
IN ivi uu / 101 


Hnmn saniens mitn pen -activated orotein kinase kinase kinase kinase 1 
(MAP4FCH mRNA 


MM 007910 

IN IVI /iJU 


Hnmn saniens mannosidase aloha, class IB. member 1 (MAN1B1), mRNA 


MM 007164 

IN 1V1 UU / I U*t 


Hnmn ^anien^ mucosal vascular address in cell adhesion molecule 1 
(MADCAMl), mRNA 


MM 007716 

IN 1V1 UU / £. 1 0 


Hnmn cnnipn^ alnha inteoTin binding orotein 63 TFCIAA 1017V mRNA 

nUIIIU aapiCllo CXipild llll^^l 111 L/lllUlllg yiuivtu \J -/ ^i\innivi i jy " UV11J 1 


MM 007911 

IN 1V1 UU / L \J 


Hnmn cnnipn^ FM4 nrntpin ( TM4^ mRNA 

OUillU ddpiCllo J1V1*T plvivill ^Jivi^y, 1 1 UVi ^ i\ 


MM 007109 

IN IVI UU / 1 UZ 


Hnmn sanipns auanvlate cvclase activator 2B furofnianvlin) fGUCA2B). mRNA 


MM 007997 

IN IVI UU 1 £.L 1 


Hnmn csinipn^ ft nrntpin-cnunled receotor 45 TGPR45V mRNA 


NM 007275 


Homo sapiens lung cancer candidate (FUS1), mRNA 


MM 007969 
INIvl UU/ZOZ 


u nmn conipnc RMA-hinHino nrntpin rpQiilatnrv suhunit ^DJ-1^ mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 

mRNA 

mix in /\ 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


XlXvf OO/CSflS 

iNM UUujoj 


Uomn conionc nVi*trif>mr\in /*nntainino Tf^PI Slthlinit 8 ftheta^ fCCTJO mRNA 

nomo sapiens cndperonin vuniauiijig i v^r i, iuuuim o ^uicw; ^v^v^ uuuin 


MM OOTIfiS 
INM UU/lOJ 


Hnmn cQnipnc trim irlpntiHp rpnpnt rnntaininp 4 ^'T r NRC4^ mRNA 
riomo sapiens uinuvicuiiuc icpcdi cuuidniin^ y i i^ivv^t^, iiu.x±^i-v 


XTKyf 00*7070 

NM_UU /zzU 


t t ~ ronianr oorKnnio onhvHracp Wtl mitnpHnnHrial ( A. S R ^ nilflpar PPne 

riomo sapiens carDomc dnjiyurabc yd, iiuiuviiuuuiidi \y^r\jijjj uuvi&ai gvuv 
encoding mitochondrial protein, mRNA 


xixvf notion 
IN M_UU / 1 UU 


UAmA conionc ATP c\ynthi>c#» H+ tTancnnrtinCT mitnrhnnHHal F0 Comdex 

riomo sapiens a i r synuidoc, n« uaiiopuiLiiig, ninuviiuiiui idi i v wmpivA, 

cnhnnit p /'ATPSF^ mRNA 
SUUUHll C \r\ I rJ I j, IIUVlNrV 


MM 007711 
INIV1_UU/Zj 1 


Hnr«n canipnc cnlntp mrrlc*r familv 6 ^npiiro transmitter transDorterl member 14 

flUrriU adpivllb oUIUIC Vdlllwl IdlllllJ vl yilVUIvFU Olljilllitvl uaiupuiivi^ hivhiwi * ' 

C6A\A\ mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2), mRNA 


XIKjI 007707 
INM UU/ZUZ 


Hr»mn CQnipnc A trin^cp fPRKA^ anchor nrotein 10 ^AKAPIO^ mRNA 

riomo Sapiens r\ KllldoC r\J\_r\ J diiwuui pi uitiu iv ^nivni iv/, iittvi^i-k 


MM 00716ft 
iNIVl_UU / lOo 


u Amn conipnc ATT-hinHina rasQpttp siih-familv A fABCl^ member 8 

nOiTIO SdpivHS /A.l i s UIIlUUIg WdOdVfiiw, jUU lain ii j \^riuvi j y uivmi/vi w 

CABCA8), mRNA 


XIKvf OOOSOA 
INIviUUUJUO , 


u Amn conipnc rr»Qaii1atinn Fapfor If ^thrnmhin^ TP9^ mRNA 
HOmO Sapiens CUdgUlallUll Idk/lUI ll v uiiuiiiuiuy \i ^.y, mruin 


MM CinAIAI 
IN IVI UU4J4J 


nomo sapiens Cdirciicuiui v v^/A.j-»r\j, uirvi^i^ 


XTKvf OOA71£ 
NM UUO/JO 


LI nmA contonc Vi#>at chnrlr nrntpin npiirnnal DNAJ-like 1 fHSJl^ mRNA 

riomo sapiens neai snovK. pruiciii, ucuiuiidi -i iiw i \i i jj i uuu^n 


iNiVl_UU0Dj3 


ii rtrnrt eonionc *»rvtVimirl A\ fTprpntintinn and Hpnncleatinn factor 1 THFL-EDDGl^. 
nomo sapiens cry uiru ici uiiiciwiiudiiuii <uiu M^nuv'ivdiiwii iovwi i \»»» u v 

mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub- family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 1 5) (ZNF22), mRNA 
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NM_006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B). mRNA 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, D, lOOkD (TAF2D), mRNA 


NM 006950 


Homo sapiens synapsin I (SYN1), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (S WAP2), mRNA 


NM 006949 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NMJ)06948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 


NM 006945 


Homo sapiens small proline-rich protein 2B (SPRR2B), mRNA 


NM 006944 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 007009 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM 006940 


Homo sapiens SRY (sex determining region Y>box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y>box 22 (SOX22), mRNA 


NM_007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX 10), mRNA 


NMJ)06934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NMJ)06933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NM_006931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1A (pi 9 A) (SKP1A), mRNA 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRS1), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


Homo sapiens rabphilin 3A-like (without C2 domains) (RPH3AL), mRNA 


NM_O07055 


Homo sapiens polymerase (RNA) III (DNA directed) (155kD) (RPC155), 
mRNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


NM_007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSG1), mRNA 


NM_007016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_007031 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 007045 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NM_006889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 


Homo sapiens calpain 1 1 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101 F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


NMJ)06826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_006761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo sapiens transmembrane trafficking protein (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 1 1 (KLKl 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Homo sapiens transcription elongation factor A (SII), 1 (TCEA1), mRNA 


NMJ)06024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAX1RP1) T mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NM_006819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 
protein) (STIP1), mRNA 


NM 006780 


Homo sapiens SMA3 (SMA3), mRNA 


NM_006749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 
(SLC20A2), mRNA 


NM 006747 


Homo sapiens signal-induced proliferation-associated gene I (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-Iike factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 


Homo sapiens RAB3 1 , member RAS oncogene family (RAB3 1 ), mRNA 


NMJ)06839 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NM_006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NMJ)06865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LILRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM_006762 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAPTM5), mRNA 


NM_006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KJR3DL2), mRNA 


NM_006801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


NM 006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NM_006733 


Homo sapiens FSH primary response (LRPR1, rat) homo log 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1LI), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NMJ)06789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM_006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P>like (XPNPEPL), 
mRNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


NM 006564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


NM_006573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1 -like (TCTE1L), mRNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NM_006602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NM_006679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM_006654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM_006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM_006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3), mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7),mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


NM_006559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM_006511 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1 Al), 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM_006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM_006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTFl), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NMJ)06637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR511), 
mRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA ; 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA ! 


NM_006693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4), mRNA 


NMJ306669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM I 
and ITIM domains), member 1 (LILRB 1 ), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MLA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class 1 A, member 2 (MAN1 A2), mRNA 


NMJ)06498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NM_006611 


Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (IMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor I (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 1 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 


NM_002069 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 1 (GNAI1), mRNA 


NM 001165 


Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), mRNA 


NM_000391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
Bielschowsky disease) (CLN2), mRNA 


NM 005440 


Homo sapiens GTP-binding protein Rho7 (RH07), mRNA 


NM 005346 


Homo sapiens heat shock 70kD protein 1 B (HSPA1B), mRNA 


NM 005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1A), mRNA 


NM 003545 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HI FT), mRNA 


NM_003752 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8 (1 lOkD) 
(EIF3S8), mRNA 


NM 004929 


Homo sapiens calbindin 1 , (28kD) (C ALB 1 ), mRNA 


NM 006122 


Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA 


NM_006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 
mRNA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 006385 


Homo sapiens zinc finger protein 21 1 (ZNF21 1), mRNA 


NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM_006294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 
mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


NM_006284 


Homo sapiens TATA box binding protein (TBP>associated factor, RNA 
polymerase II, H, 30kD (TAF2H), mRNA 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NM_006283 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 2 1 (organic anion transporter), member 6 
(SLC21A6), mRNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mRNA 


NM_006379 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3C (SEMA3C), mRNA 


NM_006274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
(SCYA19), mRNA 


NM 006453 


Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (PSME1), mRNA 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NM_006261 


Homo sapiens prophet of Pitl, paired-like homeodomain transcription factor 
(PROP1), mRNA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM_006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 
(PRKAB1), mRNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
(PRKAA 1 ), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A), mRNA 


NM_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM_006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM_006358 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD5 1 -interacting protein (PIR51), mRNA 


NM_006223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


NM_006222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 - 
like (PIN 1L), mRNA 


NMJW6221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
(PINl),mRNA 


NM_0062i8 


Homo sapiens phosphoinositide-3-kinase, catalytic, alpha polypeptide 
(PIK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma I (muscle) (PHKG1), mRNA 


NMJW6305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 
(PFKFB2). mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM_006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NM_006205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NM_006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM_006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS I -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD)(NOLl), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 fNCKl), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2), mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA 


NM 006148 


Homo sapiens LIM and SH3j>rotein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KIP2), mRNA 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens mterferon regulatory factor 6 (IRF6), mRNA 


NM 006332 


_ _ _ , •■•11 i • /IPI1A\ n VTA 

Homo sapiens mterferon, gamma-tnducible protein 30 (IFI30), mRNA 


NM 006337 


Homo sapiens microspherule protem 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo salens enhancer of filamentation 1 (cas-hke docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM_006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 


NM_006338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-nch) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendntic cell protein (GA17), mRNA 


NM 006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot I region (DSSi), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


NM_006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-ceil chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-H (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3) f mRNA 


NM_006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM_006006 


Homo sapiens zinc finger protein 145 (Knippel-like, expressed in promyelocyte 
leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM_006003 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM_005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCD), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM_006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB 1), mRNA 


NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM_006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 
(SNAPC5), mRNA 


NM_006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (oAb), mKNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor I (PPYRl), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilm E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein l-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM_006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM_005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptiae-relatea sequence t> (MICd), mKiNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA ! 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NMJJ05924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NM_005920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


NM_005919 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


NMJ)05918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 


Homo sapiens methionine adenosyltransferase II, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


NM 005907 


Homo sapiens mannosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


NM_0O5898 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(MllSl),mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily 1 A, 1 (Ikaros) (ZNFN1A1), mRNA 


NM 006059 


Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (K1AA0757), mRNA 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A particle-promoted polypeptide (IPP), mRNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 


NM 006026 


Homo sapiens HI histone family, member X (HI FX), mRNA 


NM 006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


NM_006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CITED2), mRNA 


NM_005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NM_006030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NM_006015 


Homo sapiens S WI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCFl), mRNA 


NM_006066 


Homo sapiens aldo-keto reductase family 1, member A 1 (aldehyde reductase) 
(AKR1A1), mRNA 


NMJ)05891 


Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIII (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation l-like (UFD1 L), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-l), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM_005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, K, 18kD (TAF2K), mRNA 


NMJ)05643 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, I, 28kD (TAF2I), mRNA 


NM_005641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, E, 70/85kD (TAF2E), mRNA 


NM_005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, C, 1 lOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 


Homo sapiens synaptobrevin-like 1 (SYBLl), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint I (SSX1), mRNA 


NMJ)05871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX 13), mRNA 


NM_005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), ! 
member 8 (SLC6A8), mRNA 


NMJ)05630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2), mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NM_005623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM_005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM OOSnO/7 


Homo saoiens PTK2 orotein tyrosine kinase 2 (PTK2), mRNA 


NM 005789 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 
gamma; Ki) (PSME3), mRNA 


1N1VI \JVJJ\J 1 £. 


Homo <;anien<; nrostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


xixyf fifK77Q 
[NM 


Hnmn QamVnc npntidvlnrolvl isomerase F (cvcloDhilin F) (PPIF), mRNA 


KIM 005604 


Homo ^aniens POU domain class 3, transcription factor 2 (POU3F2), mRNA 


MM O0570Q 
IN [VI 


Homo saniens PDZ-73 Drotein (PDZ-73/NY-CO-38), mRNA 


MM 00^7^7 


Hnmn <;anipn<; nnrinereic receotor (Tamilv A erouD 5) (P2Y5), mRNA 


MM 005R15 


Hnmn ^anipn^ solute carrier familv 17 (sodium Dhosohate), member 2 
fST ri7A2^ mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 
anontosis-alnha^ OJM23-H6). mRNA 


MM 005600 
iNlvi uUjoUv 


Hnmo sanipn* nitrilase 1 fNITl^. mRNA 


MM 00550Q 
INivl UUJJ77 


Homo <mnien<; nescient helix loon helix 2 fNHLH2), mRNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


"MM OO^^OA 
[NM UUJJ70 I 


Hnmn cnnipnQ nnHpar factor I/B fNFIB^ mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 




Ui^mr» cnnipnc nacrpnt-nol vnpntidp-a^sociated complex aloha oolvDeotide 

nOuiO SdpiCIlS Ildo^CIlL -pVJljr pv^FiHa^/ aa.3\/vi<*iv*\* vv/ ihj/iv/\ ul p ,lu r V 

^^JAPA^ mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM UUjjyz 


Ur\mr\ conipnc mucrlp cVplptal rpcpntor tvrosine kinase (MXJSIO. mRNA 
nomo sapiens must'ic, oncicuh, iv^vpiui ijivamv • vi " ujv v itav - / ■ ^ * 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 ! 

/'AR^ , P4^ mRNA 


NM_UUjo /4 


Hrtmn canipnc Ipnlforvtp immnnoplobulin-Hke receotor, subfamily B (with 1M 
and ITIM domains), member 2 (LILRB2), mRNA 


NM UUjjoo 


Urimrt conipnc mpnrin A fllnha /'PARA oentide hydrolase) fMEPl A), mRNA 
riomo sapiens mcprin /a, dipua ^rAUA jjvpuu^ uj \+* v/it*ov.y j * 


XTXvf AHC<C7 

NM_UUDjo / 


n ArnA cQfiipnc \A AF>Q Kov tmnQcrintion enhancer factor 2. oolvoeDtide A 
riomo sapiens ivl/\l/o uwa u cuid^i ipuvu ^luicuiv^i iovwi j r j ^»w^v.^.^ 

^mvnrvfp pnhnnrpr factor 2A^ fMEF2A^ mRNA 


MM 00^810 
lN Ivl UUj O 1 U 


Hnmn Qflnipns killer cell lectin-like receotor subfamily G, member 1 (KLRG1), 

mRNA 


MM 00^581 


Hnmn canipnQ r ntheran blood proun CAubereer b antigen included) (LU), mRNA 


MM 00^^78 


Homo <:anipn<; I TM domain-containine Dreferred translocation partner in lipoma 
H.PP^ mRNA 


MM 005577 


Homo <;aniens linoorotein. Lo(a) (LPA). mRNA 


NM 005576 


Homo <;aniens lvsvl oxidase-like 1 (LOXL1), mRNA 


NM 005571 


Homo saniens lamin B 1 (LMNB 1 ), mRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


MM OO^^AR 
INivl UUjjOo 


Hnmo canien*; \ TM homeobox Drotein 1 (LHX1), mRNA 


NM UlO/oU 


Un mn conipnc linoma HMGIC fusion Dartner (LHFP), mRNA 


XTKyf OH^^<^ 

NM UUjjOO 


u« mn c'inipnc lartatp Hphvdropenase A fLDHA). mRNA 


NM 


Hnmn cnnJpn^ Unocal in 2 (oncogene 24d3) fLCN2), mRNA 


NM UUjjjo 


UnmA canipnc laHinin 1 ^LADH mRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 


NM 005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur I (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NM_005549 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM_005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA i 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (INSIG1), mRNA ! 


NM 005541 


Homo sapiens inositol poiyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5-phosphatase, 40kD (INPP5A), mRNA 


NM 005537 I 


Homo sapiens inhibitor of growth 1 family, member 1 (INGi), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta I (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM 005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


NM 005525 


Homo sapiens hydroxysteroid (1 1 -beta) dehydrogenase 1 (HSD1 1B1), mRNA 


NM 005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NM_00552l 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3-associated breakpoint) 
(HOX11), mRNA 


NM_005518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA 


NM 005844 


Homo sapiens PERB11 family member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 
56kD) (GTF2EI), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NMJ)05851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM 005800 


Homo sapiens highly charged protein (D13S106E), mRNA 


NM_005752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 1 (cartilage-derived) (CLECSFl), mRNA 


NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NMJ)05719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


NM 005883 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


NM 005858 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


NM 002023 


Homo sapiens fibromodulin (FMOD), mRNA 


NMJXXH08 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLD), mRNA 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001 101 


Homo sapiens actin, beta (ACTB), mRNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


NM_000054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2), mRNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM 005427 


Homo sapiens tumor protein p73 (TP73), mRNA 


NM__005425 


Homo sapiens transition protein 2 (during histone to protamine replacement) 
(TNP2), mRNA 


NMJ)05424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


NM 005423 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 


Homo sapiens tectorin alpha (TECTA), mRNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAIP), mRNA 


NM_005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
mRNA 


NM_005408 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 13 
(SCYA13), mRNA 


NM_005402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA). mRNA 


NM 005397 


Homo sapiens podocalyxin-like (PODXL), mRNA 


NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


NM 005394 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


NM_005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase ! 
(PCMT1), mRNA 


NM 005450 


Homo sapiens noggin (NOG), mRNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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NM_005374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2V mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


NM_005372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


NM 005357 

l 11*1 VV*rv ' 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM 005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM 005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NM 005456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM 005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), . 
mRNA 


NM 005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMG4), mRNA 


NM 005341 1 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


NM_005477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NM 005333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM 005327 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (HI F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (HI F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM 005316 


Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 
(GTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G prote 


n-coupled receptor kinase 5 (GPRK5), mRNA 


NM 005286 


Homo sapiens G prote 


n-coupled receptor 8 (GPR8), mRNA 


NM 005285 


Homo sapiens G prote 


n-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G prote 


n-coupled receptor 6 (GPR6), mRNA 


NM 005458 


Homo sapiens G prote 


n-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G prote 


n-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G prote 


n-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens G prote 


n-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G prote 


n-coupled receptor 41 (GPR41), mRNA 


NM 005303 


Homo sapiens G prote 


n-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G prote 


n-coupled receptor 3 (GPR3), mRNA 


NM_005302 


Homo sapiens G prote 
(GPR37), mRNA 


n-coupled receptor 37 (endothelin receptor type B-like) 


NM 005301 


Homo sapiens G prote 


n-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G prote 


n-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens G prote 


n-coupled receptor 3 1 (GPR3 1 ), mRNA 


NM 005298 


Homo sapiens G prote 


n-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G prote 


n-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G prote 


n-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G prote 


n-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protei 


n-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G prote 


n-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G prote 


n-coupled receptor 1 (GPR1), mRNA 


NM 005291 


Homo sapiens G prote 


n-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G prote 


n-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G prote 


n-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycero 1-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NMJ)05274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NMJ)05269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NMJ)05231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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NM 005227 


Homo sapiens ephrin-A4 (EFNA4), mRNA 


NM 005223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


NM_005216 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 
(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM_005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid- 1, (D10S170), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM_0052U 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline ! 
sarcoma viral (v-fms) oncogene homo log (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


NM_005188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha 1 F subunit j 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM_005177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protein 1 A (1 10/1 16kD) (ATP6N1A), mRNA 


NM_005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor I (ATF1), mRNA 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240). mRNA 


NM 005079 


Homo sapiens tumor protein D52 (TPD52), mRNA 


NM 005091 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


NM_005092 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 18 
(TNFSF18), mRNA 


NM_005118 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 5 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (TID1), mRNA 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23Al),mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM_005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 
(SLC17A1), mRNA 


NM_005073 


Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 
(SLC15Al),mRNA 


NM_005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4(SLC12A4),mRNA 


NM 005063 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 


Homo sapiens relaxin 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reelin (RELN), mRNA 


NM_005058 


Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 
(RBMY1A1), mRNA 


NM_005052 


Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 
binding protein Rac3) (RAC3), mRNA 


NM 005051 


Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 


NM 005048 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 


NM 005044 


Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM_005043 


Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7), mRNA 


NM 005042 


Homo sapiens proline-rich protein Haelll subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), mRNA 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB 1 ), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM_005027 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 2 (p85 
beta) (PIK3R2), mRNA 


NM_005026 


Homo sapiens phosphoinositide-3-kinase, catalytic, delta polypeptide (PIK3CD), 
mRNA 


NM_005021 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1A, calmodulin-dependent(PDElA), mRNA 


NM 005018 


Homo sapiens programmed cell death 1 (PDCD1), mRNA 


NM 005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRFI), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_005007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


NM_005004 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
ASHI) (NDUFB8), mRNA 


NM_005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B14.5a) (NDUFA7), mRNA 


NM_004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 


NM_004983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NM_004981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


NM_005136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2). mRNA 


NM_004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


NM_004978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4). mRNA 


NM_004977 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


NM_004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


NM_004975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 (K.CNB1), mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (IDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM_004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


NM_004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NM_005145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


NM 005142 


Homo sapiens gastnc intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5AI), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 fETVl), mRNA 


NM_004955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member I 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA \ 


NMJ)05093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NMJ)04628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM_004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NMJ)04664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHL1), mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 1 5 (TRIP1 5), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NMJ)04179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 


NMJ)04195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM_004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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NM_004613 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamine-gamma- 
gtutamvltransferase) (TGM2), mRNA 


NMJ)04612 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type Il-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


NM 004609 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (Sll)-like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


NM_004606 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, A, 250kD (TAF2A), mRNA 


NM 004710 


Homo sapiens synaptogyrin 2 (SYNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


NM 004603 


Homo sapiens syntaxin 1 A (brain) (STX1A), mRNA 


NM_004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NMJ)04599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 


NM_004176 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NM_000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


NM_004594 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


NMJW4173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


NM_00421l 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NM_004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_004731 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7), mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect I (MPDUl), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRSl 1), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM_004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16), mRNA 


NM_0G4588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM_004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB1 1 A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NMJ)04159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRKAR2A), mRNA 


NM_004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
IS mRNA 


NMJJ04576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B1 mRNA 


NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CBV mRNA 


NM 000942 


Homo saoiens DeDtidylprolyl isomerase B (cyclophihn B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription tactor l (FUU41-Z), mtus/\ 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PFCP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NMJ)04203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM). mRNA 


NM 004278 


Homo sapiens phospnatidylinositoi giycan, ciass l, ^nvjL,;, mivn/* 


NM 004569 


Homo sapiens phosphatidyl inositol giycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositoi giycan, class d (riUDj, mi%JN/\ 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTuba), mKNA 


NM_004567 


Homo sapiens 6-phosphofhicto-2-lanase/tructose-/,o-oipnospnaiase t 
(PFKFB4), mRNA 


NMJ)04566 


Homo sapiens 6-pnosphoiructo-2-lcinase/tructose-z,o-Dipnospnaiase j 
(PFKFB3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase suotilisin/icexin type / (ruaiw;, miuNn 


NMJ)00437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM_004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-oioxygenase (proline h- 

• • ■ \ _ i i ^ ilw-ww. AM i4-. A a. TT (TiA TJ A 0 \ mPM A 

hydroxylase), alpha polypeptide a (F4HAz), iiikin a 


■v t m M a A A t r A 

NMJJ04154 


Homo sapiens pynmiainergic receptor rz i , vj-proiein coupicu, o \r&r< i u;, 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation iactor i epsuon 1 ycci i^Uj 
mRNA 


NM 004741 


Homo sapiens nucleolar pnospnoprotein pi ju (r iju;, ituun/\ 


NM 004802 


Homo sapiens ototerlin (OlUr), mKiNA 


NM 004852 


Homo sapiens one cut domain, tamuy memoer z juinea^u iz;, iiuvin/\ 


NM_004254 


Homo sapiens solute earner tamily zz (organ ic anion transporter;, memoer o 

/fir /ii^ a ON ,,,n\T A 

(SLC22A8), mRNA 


NM 004298 


r T • ^ _ ..^l^^w-.^w*,*! 1 ^^IrH rK.IT TPI mRMA 

Homo sapiens nucleoponn Ijjku (rNUri jj), mi\jN/\ 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


t t — „w—J ~. 1 /XT TXT 1 \ mDKIA 

Homo sapiens netrin I (NTN 1 ), mKNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurtunn (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


_ _ • • • « /vttvitiN _n\T A 

Homo sapiens ninjunn 1 (NINJ1), mRNA 


NM_004552 


Homo sapiens NADH dehydrogenase (ubiquinone) re-b protein d (idku; 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NMJ)04551 


Homo sapiens NADH dehydrogenase (ubiquinone) re-5 protein j (^uku; 
(NADH-coenzyme Q reductase) (NUUrbJ), mKNA 


NM_004550 


Homo Scipiens NADH dehydrogenase (ubiqumone; re-i protein z ^^io^; 
(NADH-coenzyme Q reductase) iiNUurozj, miuN/\ 


NM 004540 


Homo sapiens neural cell adnesion moiecuie z ^in wvmz;, iiuviNn 


NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein i-uice j (iNAr ii^jj, ituvin/\ 


NM 004145 


Homo sapiens myosin 1XB (Miuyb), mKNA 


NM 004294 


Homo sapiens mitochondrial translationai release iactor 1 (m i ivt i hiiuna 


INlYl UVJHy^J 


Homo saniens met^llnthionein-like 5 t testis-specific (tesmin) (MTL5), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-nch carboxy- 
terminal domain, 1 (CITED I), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD163 antigen (CD163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A 1 ), mKN A 


NMJ)04721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM_002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 


NM_004863 


Homo sapiens serine palmitoyltransferase, long chain oase suounn z tar i llzj, 
mRNA 


NM 004737 


_ _ • i >> t i a _ _ /TAD C\ mDX! A 

Homo sapiens hke-glycosyltransferase (LAROb), mKN A 


NM 004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinestn family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AA IK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subtamny, memoer i 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NMJ>04732 


Homo sapiens potassium voltage-gated channel, shaker-related subtamny, oeta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NM_004791 


Homo sapiens integnn, beta-like 1 (with EGF-like repeat domains; \i I udl i 
mRNA 


NM 004517 


ww • «a • I • | |1 • / TT I/ 1 \ -hDXI A 

Homo sapiens integnn-lmked kinase (ILK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding tactor 1 (iLr l j, rrwiNA 


NM 004633 


_ _ • * | • « FT /IT 1 DO*\ ml? XI A 

Homo sapiens interleukin 1 receptor, type 11 (1L1R2), mKMA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte cnemoattractam lacion wlioj* iiusjn/\ 


NM 004512 


ww • | I'll _ _ „| — Via /IT 1 ID A\ mD\I A 

Homo sapiens interleukin 1 1 receptor, alpha (1L1 IKA), mKiNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member l (lubr/), itwjn a 


NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDHjuj, mniNA 


NM 004134 


Homo sapiens heat shock 70kD protein vo (mortaiin-zj ^narA^o;, nuuN/\ 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HFKI'JKJ, itikina 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNhJA), mKN a 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM 004834 


ri _ _ :^_, c mitnopn artivatpH nrotpin kinase kinase kinase kinase 4 
riomo sapiens miiogen-at-iivaicu i/iuicui mh<uv mikuw imhujv ^" ,ujv 

(MAP4K4), mRNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NMJ)04904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H GSl65L15.1),mRNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA _ 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBPl), mRNA 


NM_004128 


Homo sapiens general transcription factor I1F, polypeptide L (JUitu suounuj 
(GTF2F2), mRNA 


NM 004491 


Homo saDiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GR1A2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (UK±J14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSRl), mRNA 


NM_004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


NM_004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 


NMJ)04188 


Homo sapiens growth factor independent IB (potential regulator of CDKN1 A, 
translocated in CML) (GFI1B), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (UCN i i), 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor l (UBMJ, fukina 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


NM_004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen; i irui.ni;, 
mRNA 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2). mRNA 


NM 004472 


Homo sapiens forkhead box Dl (FOXD1), mRNA 


NM 004471 


Homo sapiens forkhead box G1A (FOXG1 A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NM_004469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


NM 004462 


Hnmo sapiens farnesvl-diphosphate famesyltransferase 1 (FDFT1), mRNA 


NM 004107 


Homo sapiens Fc fragment of IgG, receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA 


NM 004461 


Homo sapiens phenvlalanine-tRNA synthetase-like ^AKSL), mKNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like l (t2KLi), mniNA 


NM 004235 


Homo sapiens Kruppel-Iike factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (bXTLl ), itikjna 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_004447 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


NM 004446 


Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


NMJ)04099 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


NM_004437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked) (EPB41), mRNA 


NM_004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJW4434 


Homo sapiens echinoderm microtubule-associated protein-hke (EMAPL), 
mRNA 


NM_004433 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 1 
specific ) (ELF3), mRNA 


NM_004096 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
(EIF4EBP2), mRNA 


NM_004095 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
(EIF4EBP1), mRNA 


NM 004430 


Homo sapiens early growth response 3 (EGR3), mRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


NM 004429 


Homo sapiens ephrin-Bl (EFNB1), mRNA 


NM 004428 


Homo sapiens ephrin-Al (EFNA1), mRNA 


NM 004867 


Homo sapiens integral membrane protein 2A (ITM2A), mRNA 


NM 004415 


Homo sapiens desmoplakin (DPI, DPII) (DSP), mRNA 


NMJ)04760 


Homo sapiens serine/threonine kinase 1 7a (apoptosis-inducing) (STK17A), 
mRNA 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


NM 004088 


Homo sapiens deoxynucleotidyltransferase, terminal (DN IT), mRNA 


NM 004412 


Homo sapiens DNA (cytosine-5-)-methyltransferase 2 (DNMT2), mRNA 


NM 004411 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


NM_004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
(DLGAP1), mRNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


NMJ)04900 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
(DJ742C19.2), mRNA 


NMJJ04404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
5 (NEDD5), mRNA 


NM_004402 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 


NMJ)0440l 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


NM 004734 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


NM_004393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens co factor required for Spl transcriptional activation, subunit 2 
(150kD)(CRSP2),mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NMJJ04861 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1 -like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NMJ)04356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD 1 5 1 antigen (CD 151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homo log Bl (BRAF), 
mRNA 



503 



(400/104) 



NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), mRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
(ABCG2), mRNA 


NM 004326 


Homo sapiens B-ceil CLL/lymphoma 9 (BCL9), mRNA 


NM 004765 


Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (BAX), mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 
hydrolase) (BAP1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATS V), mRNA 


NM_004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD(ATP6F), mRNA 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NMJHH683 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM 004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A 13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1A; salivary (AMY1A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BIN1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


NM_004208 


Homo sapiens programmed ceil death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 


Homo sapiens inositol polyphosphate phosphatase-like 1 (INPPL1), mRNA 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contracture! arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3A), mRNA 


NM_003205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF12), mRNA 


NM_000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA 


NM_000806 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtihsin/kexin type 1 (PCSKl), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM_000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NM_000229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NM_000211 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1 ; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM_000208 


Homo sapiens insulin receptor (INSR), mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 


NM_OOO350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA 


NM 000110 


Homo sapiens dihydropyrimidine dehydrogenase (DPYD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen IH synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM_000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM_000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM_000340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
(SLC2A2), mRNA 


NM_000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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hydroxylase, Ehiers-Danlos syndrome type VI) (PLOD), mRNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 

l • C . ill /rr>/^ T*" 1 \ /no T> r\ \ _ -DVT A 

hepatocyte nuclear factor l alpha (TCFl) (PCBD), mRNA 


NM 000277 


« V . • 11 • t J ...1 /n A Y T\ , p VTA 

Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM_000436 


Homo sapiens 3-oxoacid CoA transferase (OXCT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephrophthisis 1 (juvenile) (NPHP1), mRNA 1 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NM_000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens siahdase I (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


ww • ^ - t t • • ] ■■ y"v J A A \ r\ VTA 

Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NMJ300261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NMJ300258 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


WW • ■ -'I/* 1 . »• I /■__ *~\./'T ^ \ 

Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)00254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal tnglycende transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens microphthalmia-associated transcription tactor (Ml 1 h), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


ww • . www a ww . , • . / A »T T ^ A \ — . T> VTA 

Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple enaocnne neoplasia i v.ivii_,i i mi ), mi\yi/\ 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_000428 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 
mRNA 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCNH2), mRNA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_O00235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 
(LIPA), mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1 ), mRNA 


NM_000233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NM_000228 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NM_000226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratin 1 7 (KRT1 7), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT10), mRNA 


NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM_000218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCNQ1), mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE1), mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 
mRNA 


NM_000212 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 
(ITGB3), mRNA 


NM_000209 


Homo sapiens insulin promoter factor 1, homeodomain transcription factor 
(IPFl),mRNA 


NM 000207 


Homo sapiens insulin (INS), mRNA 


NM 000418 | 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


NM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA 


NM 000415 


Homo sapiens islet amyloid polypeptide (IAPP), mRNA 


NM_000200 [ 


Homo sapiens histatin 3 (HTN3), mRNA 


NM 001538 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NM_000859 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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riomo sapiens UDfNr iamiiy receptor aipna j vvjrKA.jj, mKJNA 


NM 001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


INM UUUozU 


Homo sapiens growth arrest-specinc o (OAoo), mKJNA 


NM 000155 


Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 


vii 1 AAA 1 CI 

NM 000153 
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Homo sapiens galactosylceramidase (Krabbe disease) (GALCj, mRNA 


NM_000816 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 

rj X I A 

mRNA 


NM_000811 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 

( r> a or> A _T\ n V I A 

(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 

//-» xnn a a\ nvt a 

(GABRA4), mRNA 


VII / AAAOAO 

NM_000808 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 
(UABKA3), mRNA 


NM_000807 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 

/r.ADD m n\IA 

(OAdKAz), mKJNA 


XIX A (\(\f\ 1 C 1 

N M_UUU 1 _> 1 


Homo sapiens gIucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von oience aiseasej v vjOrv-j, miviNA. 


XTKyf C\(\ 1/4^0 
INM UU14JZ 


riomo sapiens iorKneao oox rz v rLfArzj, miviNA 


INM UUUIjo 


norno sapiens iionnm i v Manan synaromej v roiNi j, niKiNA 


XTl./f AAA 1 "_/- 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


XTXyf AA1/1/K 
INM UU144j 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens ratty acid amide hydrolase (F AAH), mRNA 


NM 000401 


T¥_ .. _ * _ _ _ ________ / _ _\ *> /PV'l y >\ -■— nvf A 

Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


VII A AAA1 ^1 

NM 000127 


tt _ ___.___l__.___-.__ / i a • i __. \ 1 _f r^ j ^/' r _n t \ __- _ \T A 

Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


VII / AA| iT) 

NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 


X T V A AAA 1 

NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 

(LKLtj ), mKJNA 


xiX/f AAA 10 1 

MM UUUlzl 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


XTK/f AAA 1 OA 

INM UUUliU 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 


NM_000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


I j _ ___ _ ___I__-. I~? 1 A l_ !_. J !_, _ _,_ +_ !_. _1rtA /CD .AA\ mDXI A 

Homo sapiens bl A binding protem pJUU (brJUUj, mKJNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu- Weber syndrome 1) (ENG), mRNA 


VII / AAA 1 1*7 

NM 0001 17 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_0001 12 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


WW • 11*111 *_ /T Xm^\.T\ VI __ll * \ \ l 

Homo salens dohchyl-phosphate (UDP-N-acetylglucosamine) N- 
aceiyigiucosaminepnospnouansierase i ^oiciN/\c-i-r uansierasej ^ur/wji i ), 
mRNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEiAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 



508 



(400/104) 



NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceniloplasmin (ferroxidase) (CP), mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


NM_000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM_00075l 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


NM_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNB 1 ), mRNA 


NM_000079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (EN I FL>5), 
mRNA 


NM_001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 
mRNA 


NM_001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM_000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36), mRNA 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


NM 000071 


Homo sapiens cystathionine-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hvperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1 S subunit 
(CACNA1S). mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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MM 000£O£ 
INM UUUOUO 


riOmO SapicnS COmLMCmcni COITipUIlCIll O, gamma pvliypcpilUC ^vOVJy, iiuviin 


INM uuuuoo 


no mo Sapiens complement compoiicm o» ueia puiypepuuc ^vod^ uuxiin 


mm nnn^A9 

INM UUUJOZ 


nOlTlO Sapiens complement component O, alplla pui/pcpilUC ^Vw/O^vy, nuvi^ir\ . 


mm nnn^87 

NM UUUjo/ 


nomo Sapiens complement component / / iiijvin/a 


mm onooAd 


nomo Sapiens complement component j j 9 iiuvin/a 


mm finnfl/u 

NM UUUUOl 


nomo Sapiens Druion agarnrnagioouiincmia tyrosine Kinase \d i rvy, iuivm/\ 


INM UUIZUO 


I-I/\m/\ ronionc Kacir* francrnntiAn plpmpnt hinHino nrAfpin 1 ^RTFR 1 1 mRNA 

nomo Sapiens oasic transcription element uuiuing protein i \o i qdi j, nii\i^r\ 


NM_000060 


Homo sapiens biotinidase (BTD), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


XTK/f AA 1 0 AA 

NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


XTKvf AAATQiC 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


XTK/f AAAACT 

NM UUUUj/ 


Homo sapiens Bloom syndrome (BLM), mRNA 


NM 001198 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


NM 001 196 


Homo sapiens BH3 interacting domain death agonist (blU), mKNA 


\ t\ / c\r\f\f\c f 

NM_000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BKCAl associated K1NU domain 1 (dAXui mKJNA 


XIX 4 AAA*7AC 

NM 000705 


Homo sapiens A 1 rase, H+/K+ excnanging, oeta poiypeptiae (A l r4oj, mKJNA 


\T\ / t\f\(\f\ A C\ 

NM_000049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASPA), 

O XT A 

mKNA 


NM UUU04O 


Homo sapiens aryisuitatase d (AKod], mKNA 


XI\vf AAA/C2Q 

NM__UU0ojV 


Homo sapiens tumor necrosis iacior ^iiganaj supenamny, memoer o ^ iiNroroj, 

mDXT A 
mKINA 


XTM OHOO/IO 
INM UUUu^Z 


mo mo sapiens aponpoproiein n ^ocia-^-giycopruiciii \) \t\r\jv\ ihivi>i/\ 


NM 000041 


Homo sapiens apolipoprotein E (APOE), mRNA 


XTXvf AAAAHA 

NM 0UU040 


Homo sapiens aponpoproiein c-ni ^Arvjujj, miviNA 


XTK/I AAAA'JO 

NM 000039 


Homo sapiens aponpoproiein a-i ^ArvJAi itlkjna 


XTKyf AAAATO 

NM OOOOJo 


Homo sapiens adenomatosis polyposis con ^ArLj, rniviN/\ 


XTXif AA 1 1 < *7 

NM 001 157 


1 1 . _ nMMAm j>«n All / A xrv A 1 1 \ mDXT A 

Homo sapiens annexin A 1 1 (an aa i i j, mKNA 


NM 001147 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA 


NM 001 145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M)(AMPD1), 
mRNA 


NM 001 141 


Homo sapiens arachidonate 1 5-lipoxygenase, second type (ALOX15B), mRNA 


\t\ / AAAAT C 

NM 000035 


Homo sapiens aldolase d, tructose-oispnospnaie {/xuukjd), huvjna 


NM 000034 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 


NM_000032 


Homo sapiens aminolevulinate, delta-, syntnase z ^siaerooiasiic/nypocnromic 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


XTKif AAAA^A 

NM 000030 


Homo sapiens aianine-giyoxyiaie aminouonsierase ^oxalosis i, nyperoxdiund i, 
glycol icaciouna, serine-pyruvaie ammouansicrasej ^aua i j, nuxrttx 


NM_001126 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA 


NM 000684 


Homo sapiens adrenergic, beta-U, receptor (ADRB1), mRNA 


VII/ AA 1 1 *^ C 

NM 001125 


Homo sapiens ADP-nbosylarginine nydroiase (AJJrKrij, mKNA 


MM 0.01116 
in lvi i no 


Haitia canipriQ aHpnvlatp tvaIaqp Q ^ADPYQ^ mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metal loproteinase domain 8 (ADAM8), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001 107 


Homo sapiens acylphosphatase 1 , erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NMJXM043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN\ mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM_002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15),mRNA 


NM 001534 


Homo sapiens homeo box 1 l-like 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NM_00400l 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA . 


NM 003461 


Homo sapiens zyxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM_003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-tinked (ZFY), mRNA 1 


NM 003410 


Homo sapiens zinc finger protein, X-iinked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NM_003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 
mRNA 


NM 003931 


ww • «i r i i~i • • • « i /li r i pp i \ r* VTA 

Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


ww • « 1 I t • 1 f \ rr> TS 1 \ T> VTA 

Homo sapiens vaccinia related kinase I (VRK1), mRNA 


NM 003383 


ww • • « • . 1 ■ • - fw rw w-v T 11 \ Tm VTA 

Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VIPR2), mRNA 


NM 003381 


ww * . « ' . . * | . ■ j f\ T1TW n\I A 

Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 1 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 j 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM_003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NMJ)03365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NMJW3360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
_galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide BI7 (UuIzdI/j, 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NMJ)01075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 (sentrin)(UBLl), mRNA 


NM 003347 


Homo sapiens ubiquitm-coniugating enzyme E2L 3 (UBE2L3), mRNA 


NM_003337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), I 
mRNA 


NM_003336 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


Homo sapiens ubiquitm-activating enzyme El -like (UBE1 L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 


NM 003329 


Homo sapiens thioredoxin (TXN), mRNA 


NM 003328 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 


w w * .111*1 . • ^ /rw i p tf T> \ r% VTA 

Homo sapiens tubby like protein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


NM 003321 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


NM 001070 


Homo sapiens tubulin, gamma 1 (TUBG1), mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


NM 000371 


Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


NM_000370 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin E deficiency) (TTPA), mRNA 


NM 003319 


Homo sapiens titin (TTN), mRNA 


NM 003318 


ww * i| - i it w * * • /mmf/\ T*% VTA 

Homo sapiens TTK protein kinase (TTK), mRNA 


NM 003317 


Homo sapiens thyroid transcription factor 1 (TITF1), mRNA 


NM 003315 


Homo sapiens tetratncopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratncopeptide repeat domain I (TTC1), mRNA 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NMJ)03310 


Homo sapiens tumor suppressing subtransferable candidate l (TSSCl), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM_003496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA 


NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


NM 003299 


Homo sapiens tumor rejection antigen (gp96) l (TRAl), mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


NM 003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


NM 003595 


Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), mRNA 


NM_003292 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase II (TPP2), mRNA 


NM 000547 


Homo sapiens tnyroia peroxidase \ \ r\J) 9 nuciear gene encoding miiocnonundi 
protein, mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin I (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM UU3935 


UAmA tnnrtlcnmoropo /TWJ A \ III Koto fTOP^R^ mRNIA 

Homo sapiens topoisomerase iuin/\j hi ueia y iKjrjoj, nuu^n 


NM UUIOo/ 


riomo Sapiens tOpOlSOuierase (LTS/vj " aipna ivaaj) ^ i urzn;, iiuvi^rv 


NM 003285 


Homo sapiens tenascin k ^restnctin, janusinj v 1 lNI v» huxtna 


xixx r\f\i^QA 
NM_00j284 


Homo sapiens transition protein i pouring nibiunc iu piuuuumc itjjia^ciutiii/ 

/T\jn 1 \ f-nD XI A 

^ I INr 1 ), ITLKiNA 


vtl i AAA1 HA 

NM 000364 


Homo sapiens troponin 1 z, caraiac ^ i in in t niru>i/\ 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow (TNNT1), mRNA 


NM 000363 


Homo sapiens troponin 1, cardiac ( 1 nnij;, iiikjna 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow ( l NNU j, mKJNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NMJXH244 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSro), 
mRNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNhbhv), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein I, 34kD) (TNFSF4), mRNA 


NM.003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member I A 
(TNFRSF1A), mRNA 


NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 

( r\*\(*e\r\Tc\\f*af>r\ri \ /'TNFR^Fl 1 mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 la, activator 
of NFKB (TNFRSF1 1 A), mRNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NMJ)03842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo «mnif»nQ tronomodulin fTMOD^ mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM 1 ), mRNA 


NM 003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM 003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM 003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 




Hnmo ^aniens tieht junction Drotein 1 (zona occludens H fTJPl) mRNA 


NM 003256 


Homo ^aniens tissue inhibitor of metalloDroteinase 4 fTIMP4\ mRNA 


NM 003254 


Homo <;anien<? tissue inhibitor of metallooroteinase 1 fervthroid ootentiatinc 
activitv colla^enase inhibitor) (TIMP1). mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM 000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo saniens thrombosnondin 1 fTHBSl). mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000160 

1>I IVl \J\J\JJ\J\J 


Unmn csinipns tvrosinf* hvriYoxvlase (TH^ mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


INIVi_UUjZ*f j 


Linrvirt conipnc franco 1 > itaminacp 1 (X* nolvripntiHp nrotpin-ol utam np-pamm3- 
tlOmO Sapiens iraJlbglUlUITlUldoC j JAJljrpvpuuc, jjiuiciu ^luiOJiim^ gaiiuua 

oliitjimvlrransfpraspl flTiM^ mRNA 


tNlVl V/UvJJ/ 


Homri ennipne tran^olntflminjKe 1 (1C nolvnentide eoidermal tvne I Drotein- 
olntamini*-oammfl-ol litem vlfransferase^ fTGMl^ mRNA 




Homo Qanien^ transforming erowth factor beta receotor III fbeta&lvcan. 300 kD) 
TTOFRRl^ mRNA 


NM 00194? 


Homo ^aniens transforminff erowth factor beta receotor II ^70-80kD) 
CTGFBR2) mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 00191Q 


Homo ^aniens transforminp erowth factor beta 3 (TGFB3). mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein I (ARFRP1), mRNA 
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NM 003219 


Homo <tanipnc tplnmerase rpvprcp tTan^crintaQP iTERT^ mRMA 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 1 


MM 001217 


Unmn conlpnc fpctiQ Pnhnnr»*»rl n/>np trjincrrtnt ^TFOT^ mRMA 
IlUlllVJ oapiCIIb ICjIIj vlUlaJ ICCU f^CIIC tl CUlovl IjJl \ 1 LjVJ 1 1 1 1 IVl ^ r\ 


MM 001916 


Urimn canine thvrntmnhif* pmKrvAnir fa/*tnr rTFF^ mRMA 

IlUIliVs OdpiCIld UlY l Vl* VJpIlIL* CIUUI jrUlIILf lavlUI ^ 1 LI )y HI I VI ^ /A 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


mm noi9 1 1 

IN IVl UUjZ 1 I 


nuiiio sapiens inyiiiiiic-L«/jNA giycusyiosc ^ 1 l/vjj, iiiivjna 


mm ncn^os 


numu sapiens vj pruiciii-VfUupicu receptor uj ^vjrivuj^, iiiivjna 


MM AAAK^ 
NM UUUjJJ 


riomo sapiens cranscoDaiamin 11, macrocyxic anemia v t v->inzj, iuj\jna 


NM_001062 


Homo sapiens transcobalamin I (vitamin B12 binding protein, R binder family) 
^ l v^in i j, rnrvJN a 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 




Homo sapiens transcription lactor o-iiKe i v mitocnonanai uanscnpuon iacxor i - \ 

IiVa* (TCVM n mRMA 


mm nn^ioo 

IN IVl UU J I 77 


nomo sapiens transcription laLioiH v-rtj, iiitvina 




riomo sapiens uanscnpuon iacior z i ^ iv^rz i y, rnjvrN a 


NM_000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 

/LTMITI'N alKiimtn nrAvimot fortAr /TPPH mRMA 

(niNr i j, aiDumin proximal iactor v 1 i j, rniviN a 


NM_003198 


Homo sapiens transcription elongation factor B (SIII), polypeptide 3 (I lOkD, 
eiongin A; \ i tcoj j, ituvjn a 


mm aaiaaa 

IN IVl UUIUOU 


Uahia coniAnc tUrAmKAvonP A 7 rPAPntAr (' 1 W Y A 9R ^ mRMA 

riomo sapiens uiromooxane az receptor ^ i DAAzivj, mivi> a 


xnv>r aai 1 0/i 


UiAmn rnnianc TATA Ua v Ki rt/4 i n rr nrAtplfl /' I "Ll D\ mRXF A 

riomo sapiens iaia dox oinaing proiein ^lorj, rniviNA 


MM rim 1 00 


riomo sapiens ruouun-spcciiic cnapcrune c \ i di^v^^, iiixvina 


NM_000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 
iiDroeiasiosis z, Darin syndrome j ^ i az>^, nuviNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitocnonanai protein, miviNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


XIAvf f\f\1 1 OA 

NM UUilVU 


Homo sapiens i Ar oinaing protein {tapasmj { lAror), miviNA 


xix>f rim i on 
NM UUiloV 


Homo sapiens i -ecu acute lympnocyxic leuicemia i ^iali j, rruuNA 


NM__UU31oo 


Homo sapiens mitogen-activatea protein Kinase Kinase Kinase / v.MArji\./;, 

mKNA 


XIM AA"5/!C*7 
NM_UUJ4o / 


Usxrfist rinianr TATA Ivrvv KinHinrr nrAfpin / TU D\ accn^iiitpH fo /^trvr RMA 

Homo sapiens iaia oox oinaing protein ^ i Dr^-associatea idctor, injna 

nr\l\^nf»rijci» II M £Rk-n ^RM A -hinHino nrn tpin A F2M^ mRMA 
polymerase 11, in, ookj^ ^iviNA-oinuiiig prutciu jo; ^ irvr^iN^, huvi^a 


mm nn^i87 

INM UUj 15/ 


Ui^vmr* e^nionc TATA Vvr* v KinrtinfY r\mtf*\ n f I'trK P^-QCCAPiilt^H T5>f*tnr R^JA 

nomo sapiens iaia dux oinuuig proiciii ^iur y-ossuciaicu laciui, ivi^i/\ 
nnlvmpracp IT Ct T?kD rTAF20^ mRMA 


MM 0010^7 
rN ivl Uu 1 \JJ 1 


nUIIlU Sapiens lavliyivIIHII ivvcpiui \ I AW^rvx, nuvi^/V 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


MM fifnftCK 
NM UUJoVD 


Homo sapiens synaptojanui 1 i ixj 1 j, uusjy a 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


XTfc>f AA"2 1 TO 
NM UUi 1 /o 


Homo sapiens synapsin 11 ^oYNzj, mKNA 


NM_003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM 003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 

fDUFAl .nrpfprrino mptnfvr 1 (^lll T2AH mRMA 

\L/nC»r\) -piClCI 1 1 life) HIvIIlUvI 1 ^JwL/l*>Al ^| 1 1 Llvl ^ rx 


NM_001056 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2(SULTlA2),mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003163 


Homo sapiens syntaxin IB (STX1B), mRNA 


NM 003159 


Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


NM 003158 


Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


NM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-Iike) (STK13), mRNA 


NM 003156 


Homo saniens stromal interaction molecule 1 fSTIMl) mRNA 


NM 001155 


Hnmn ^anipn^ ^tanniocalcin 1 fSTCI) mRNA 


NM 003877 


Homo sapiens STAT induced STAT inhibitor-2 (STATI2), mRNA 


NM 0011 54 

IN IVl \J\JJ 1 J*t 


Hnmn *anipnQ xtatherin ^TATT-H mRNA 

ilUlilU daUlvlld otauivllll 1 A i ny, 1 1 ll VI > r\ 


NM 0011 51 

IN IVl \J\JJ I J j 


Hnmn c^r\ipnc cional IrancHiifpr anH aptivatnr nf trancpri^tinn ft intprlpnHn-4 
IlUlilU jauivlla oigiiai 11 di ijuuuci cum aciivaivji ui u cuiovi ifjuuu u, uiitutUMWt 

induced (STAT6), mRNA 


NM 0011 59 


Hnmn canipnc cicrn^l tran^HiiPPi* anH apfivatnr nf* trancprintinn 5A fSTAT'SA^ 
numu oajjiviia oi^iiai uaiijUUwi cuiu avuvaiui sji u as iavi ipiiuii ja i a i JAj, 

mRNA 


nm nnn 5i 

IN IVl UUJ I J 1 


nOulO SapiCHa MgllcU llallbUU^CI cUlU aCllvalur UI li alldvripilUIl t 1 rtltj, llUVlNrV 


NM 001150 


H/\mr» contpnc cicrnul trancHiifpr anH flptiVQtnr nf trancprintinn 1 ( 5iPiitp— nna^P 
numu bupiciib Mgiiai iroiibuuvcr «uiu acuvaiui ui ucuibwiuiiuii j ^cu/ULc-piiaov 

rp<:nnnQP factor} ( STATIC mRNA 


NM 000149 


Hnmn canipnc ^tprniHnapnif* finite reoulatorv nrotein fSTAR^ mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif* 1 fSTAM> mRNA 


NM_003149 


Homo sapiens sre homology three (SH3) and cysteine rich domain (STAC), 
mRNA 

imvi i a 


NM 001048 

i>ivi uuiuto 


Hnmn sanierK somatostatin fSST^ mRNA 


NM 001146 


Hnmn ^anierK structure snecific recognition nrotein 1 fSSRPl^ mRNA 


NM 001745 


Hnmn canipn^ lAlv' hinHino nrntpin fSSl-1^ mRNA 


NM 001080 


Hnmn ennipn^ alHphvHp HphvHrncrpnyKe 5 familv member Al fsuccinate- 

semialdehyde dehydrogenase) (ALDH5A1), mRNA 


NM 001 HQ 

IN IVl UUJ 1 J7 


Wnmn canienQ cianal rprnonitinn nartirlp rpcentnr ^'Hockinp nrntein 1 ^ ^SRPR^ 
mRNA 


NM 001118 


Hnmn <;aniens SFRS nrotein kinase 2 fSRPK^ mRNA 

i ivji iiu jup i wi io \jt i\o yji \j tv< in iv ii inov ^ ^ljivi ivt j j uu\iin 


NM 003135 


Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


NM 00111? 

INiVl UuJ VOL 


Hrimr* canJpnc cnprmiHinp Qvnthncp ^^RN4^ mRNA 
nuiuu oajjiviid o|jci iiuuiuc ojuukuc ^oiviviyj ii uvi ^ 


NM 001110 


Hnmn cartipnc cnrpSn ^^RT^ mRNA 


NM 001047 
IN IVl U v 1 v*+ / 


Hnmn canienc ctprniH-5-a1nha-rpHnrta<;p alnha noIvnentiHe 1 ^l-oxo-5 alnha- 

steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM 001741 

IN IVl UvJ / *♦ J 


UArnn canipnc niir'ipiir rp<"*pi^tnr pnaptivatnr 1 /^If^O A 1 ^ mRNA 
nuiilU d<tpiCIlo UU^lCai vudV/li voiui i ^I'lv^vrv i j) iiiivi^r^. 


NM 001198 

IN IVl UvJl^O 


Hnmn canipnQ Qivrfrin hpta nnn-ervthrocvttc 1 fSPTBNl^ mRNA 

IlUlilU oaplvlld opvdlUl, Lrvtcif Hull VI j till \J\*j liv i ^ui i um 1 y ? imuiri 


NM 001197 

IN 1VI UUJ 1 Z 1 


Hnmn cani pne cnertrin alnha nnn-ervthrnrvtic 1 ralnha-fodrinWSPTANl ^ 

mRNA 


NM 00119A 

IN 1VI \J\JJ 1 


Lfrtmn canipnc crM*ftrin alnVia prvthrnr^vtif' 1 ^pllintOCVtn^i^ 9^ rSPXAl^ mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


NM 007194 
IN IVl UUjIZ** 


riomo sapiens sepiapicnn rcuucuioc ^/,o-uiii/uiuuiuuiciui.iNr\.i-/r • 
oxidoreductase) (SPR), mRNA 


INM UUjIZJ 


UninA coniAtic c 1 a lr\r\Kir»rin ( frnl 1 1 *\ lp»iilrr\ci c« ] in tfTl41^ ( QPN^ mRNA 

rtomo sapiens siaiopnorin ^gpLri i j, leuKObiaiin, k^vj^j ) ^ortN^, iiuvinav 


NM 003121 


Homo saniens Soi-B transcrintion factor fSoi-l/PU.l related) (SPIB). mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 
spil (SPI1), mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM_003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens SRY (sex determining region Y>box 4 (SOX4), mRNA 


1N1V1 uwJ I UO 


nOIuU oa.pl 6nS ^ova uClCnuiIllIlg rCglUIl I /^wa 1 l ^juA 1 1 ), uiivi>i/\ 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM UUJ1UZ 


rtomo sapiens superoxiae aismuiase j, exiraceuuidr v o^jl/j j, mivjN/\ 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


XTKyf nAi 1 f\f\ 

NM UUJIUU 


Homo sapiens sorting nexin l (oNXzj, mKNA 




Homo sapiens small nuclear nDonucieoproiein poiypepuue c v oinivj*cj, itunJna 


NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A' (SNRPA1), 

mKNA 


NMJ)03089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNKr/U), mRNA 


NM UUJ4yo 


Homo sapiens stannin (bNNj, mKNA 


NM_003087 


Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), 
mKNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(bNArtz), mKNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(aNArti), mKNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM__003078 


Homo sapiens S WI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


\fi / AA^AT^ 

NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


VIl l AA1/A1 

NM_00360l 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


XIX t AA1 All 

NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


X fi / A A*) A 

NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


XII 1 AA1 A/A 

NM 003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
sysiem j, memoer l ^oLL//uj, mtsjNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 1 (SLC7A1), mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 



518 



(400/104) 





member 3 (SLC6A3), mRNA 


IN IVl_U U J U *t Z 


UnmA cantpnc coliitp rnmpr familv f\ /^piirorrarKmittpr rrarKnorter.. GABA^ 

nUIIlU oapicns 5UIUIC voiiid lailllljr v ^iivui cuiaiiiuiwi uoiiopvi wi> VJi lL,ri /> 

member 1 (SLC6A1), mRNA 




U/NfYiA conionc cnliitf rarripr Familv £ /'npiirntran^mittpr trarKnArter 
numo Sapiens SOIUIC Carrier larnuy v ^iiGUiv/uaiijiiiiu.vi uaiiopviivi, 

betaine/GABA). member 12 (SLC6A12), mRNA 


xix/f aaa/1 <^ 


Unmn poniAno r »lnfa rQmpr familu ^ ( cr\Hinm inHiHp cvmnortpr 1 mpmhpr S 

riomo Sapiens soiuie carrier larnny <j ^suuiuih iuuiuc bympuii^iy, intmuci j 
(SLC5A5), mRNA 


NM_UUJv4 1 


riomo Sapiens soiuie cdrner iamny j ^suuiuiii/giucusv cuuanopvuci^, mtuiuci £. 
(SLC5A2), mRNA 


NM_000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(olcja i ), miNJN/\ 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 

mpmhranp nrntpin KianH l-lilfp \ \ (*\] CdA0\ mRNA 

memDrane proiein uaiiu j-iikg i ) \oLt\^*r/\z.), nu\iin 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
memurane proiein Dana j, uiego oiouu groups ^oi-a^*t/\i j, iiirvj^rv 


NMJ)00341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 

fponrnArtorc rxr>tt\mir\r r%f rvctinp HiKcjcir' anH npiitral Aminn sipSH rran<inArt i 

irons porters, acuvaior 01 eysunc, uiuaoic aiiu ucuuai aiuuiu awu uauopuny, 
member 1 (SLC3A1), mRNA 


INM_UUloOU 


n AfT1A ronionc crklntf* rQixipr familv ^ 1 ( PAnnpr trancnArtpr^ mpmnpr z 
riorno sapiens suiuic caiiivi lamiiy ji ^lA/ppei uaiiopuiivioy, mviuuvi 

(SLC31A2),mRNA * 


XIlVvl AAlft^Q 


UAmA conipnc cnlntp r»arripr familv ^ 1 (rnnnpr trarKnArtPPs^ member 1 

riomo sapiens soiuie carrier laiuiiy ji \vuppci uaiiopuueiaj, iiitim^i i 
(SLC31A1), mRNA 


xixvf Ammo 


Li Am A com'pnc cnlutA Mrr\f*r familv 9 ffarilitflfpH pliicn^e transnorter^ member 5 

ll(JI IIU SapiCilj SUIUIC vai 1 1CI lailllljr t. ^lav/iiuaitu giuwow uaiiopuiiwi^j iiivuiuvi -j 

(SLC2A5), mRNA 


xtx/i aaia/io 


UAmA eanipne cnlntp» /*arri*»r familv 0 ^fnrilitatpfl oliif!A^p tran^norter^ member 4 
nomo sapiens soiuie idmcr laiuuy ^la^tiiiaivu giutusc uaiiopvuviy, uiwuiuwi ~ 

(SLC2A4), mRNA 


NM_UU3 /{)D 


u rtTY , n rmianr cr w|.,tp oorripr familv 9 S (m itnfh AnHrin 1 rarripr Aralar^ member 
riomo sapiens soiuie carrier iamny ld ^iiiiiuciiuiiuiiai caiuo, rviaiaiy, umuuvi 

12(SLC25A12),mRNA 


xtkji aata^ca 
NM_UUjU0U 


n nrV i A (.A-.'ano c/\lntA /*<nrnpr familv 00 ( i\ro^T\\c c*c\\\r\r\ triincnnrtpr^ mpmnpr S 
MOmO Sapiens SOlUie earner lamiiy CL ^Ulgailiw vaiiuu uanopuiici^, nicuiuw j 

(SLC22A5), mRNA 


xrx>f aaia^c 
NM_UUJU-)o 


riomo sapiens soiuie earner iduiiiy ^urgaiin c-aiiuu uoiidpuiiwi^, uiwiuu^i ^ 
(SLC22A2), mRNA 


XllV/f nmfK7 


t T r> m r\ ronionc cr*lntf» ^orripr familv 00 ff\ro^T\ic patinn traiiinArter i member 1 
riomo sapiens soiuie cdiricr laiuiiy ^.z. ^uigaiuv ^aiiun uaiiopuiiv/iy, munuvi i 

(SLC22A1), mRNA 


XIKif AA^X") 

NIVI_UUJjOZ 


n*---. ronianc c/^ilt ito r»orri*»r familv 0 ^ ^mitorVirinrlrial pjirnpr* A YAdll iterate 

riomo sapiens soiuie earner laimiy ^niiiut'iiuiiui iai ^ainvi, uAugmuuaiv 
carrier), member 1 1 (SLC25A1 1), mRNA 


XTKyf AAIA^O 

fSM_UUJU3o 


rj rt _, rt ranluoc r>/-i1iitA r>orripr familv/ 1 ^frl I itamQfp/nPI itT^ll amino APIA tm T1 ^ DO rtP T 1 

MOmO Sapiens SOlUie Comer lamiiy I igiuialliaic/uwuuai annnu aviu uaiiapvri tuiy, 

member 4 (SLC1 A4), mRNA 


XT\/f AA1A<iC 


UAmA nn*«<AMc< csxliitA rorripr familv 10 ^ fr\ I Qtf trotiQnnrtPr^ mPTTlnPr 1 

riomo sapiens soiuie earner iamny 17 ^iuiaic uaiidpuiici^, mcmuvi 1 
(SLC19Al),mRNA 


NM_003U55 


TJ rtf vift nrxlnfA /^Qiripr f«3tYlilv 1 ft ( l/AC \ rt 1 1 H T PPfV 1 P fl PI 1 1 PI P^ mPITinPr 1 

Homo sapiens soiuie earner iamny 10 ^vesicular ai/ctyiiuuimc/, uicuiuci j 
(SLC18A3),mRNA 


XIX if AA1AC/1 


LIa*m/% <om«a«c oAlnfp oorrtpr familv 1ft ( upc i pi 1 1 n r mnnnaminp^ mpmhpr 7 

riomo sapiens soiuie earner lainiiy 10 ^vcoiwuiai uiuiiuaiuiii&y, uivmuu 
(SLC18A2), mRNA 


NM 003053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_OO3052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_0O3051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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MM OOO^^O 


Hnmn con lAnc crJntP parripr familv 19 fanHilim/chloriHp tranQnortPrO mPITlhpr *\ 
numu bapicnb ouluic Soulier lallillY \£» ^avuiuiii/v/iiiviivjw uaitopvjiiviaj, uiviiiisvi j 

fSLC12AT\ mRNA 


NM_001046 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (*s\ T1?A2^ mRNA 


NM 000452 


Homo sampnc Qolntp rarripr familv 10 fcodium/bile acid cotransDorter familv^ 
member 2 (SLC 1 0A2), mRNA 


NM 003049 


Homo sanien*; solute carrier familv 10 (sodium/bile acid cotransDorter familv} 
member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM 003616 


Homo saniens survival of motor neuron orotein interacting orotein 1 fSIPH. 

1 Iviiiu JUUIVIU O V*l f 1 Till V# l 1 1 ivy kvl i ivui vii r** wvii i uuvi uv ^ l,, n k a \ ** 

mRNA 


NM 003035 


Homo sapiens TALI (SCL) interrupting locus (SIL), mRNA 


NM_003032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-siaIytransferase) 
fSLATH mRNA 


NM. 00 1041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 00^027 


Homo saniens ^H3-domain GRB2-Iike 3 CSH3GL3} mRNA 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 




Hnmn Qimipnc ^l-H-domain ORR?-1ikp 1 ^SH^GT W mRNA 
liUillv/ bap l Clio ori.j~viullla.ui vJ rvxj z. 1 1 ivc i ^jiuvjli y, nuvi^i^v 


NM 003023 


Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA 


INIVI 


nUIIlU bd.piClli> onj UUUldUl DlilUUlg glUUUIllv aWlLl-Il^ll piUlvlll IIKC ^OnJDulVL/, 

mRNA 


MM 000, 1QQ 
IN IVI UUUiyy 


Y\r\mr\ ciniAnc XT ciitfrto1nr>rtcam \nt* cnlfnliViHrnlsicp f ciilfiimirlaQP^ / ^G^*W^ 

noiiio Sapiens iN-suiiugiUMJSaiiiiiic suiiuiiyuiuiaoc ^buucuniuaocy ^ovjony, 
mRNA 


NM ofno?o 


Mnmn Qjinipnc epprptorv orflnnlp npuropnHncrine nrotein 1 ^7R2 nrotein^ 

IiUlIlU bapidla jCL'ICIUI ^lailUlw, IIVUI UtllUUvl lllw piV/lwilt 1 \l LJ£* yJi VIA* u I J 

CSGNEH mRNA 


NM 000117 


Homo ^anien^ sarcoelvcan delta T35kD dvstroohin-associated elvconrotein^ 
CSGCD) mRNA 


NM 000232 


Homo saoiens sarcoelvcan betaf43kD dvstroDhin-associated clvcoorotein) 
(SGCB), mRNA 


NM 003019 

i. 1 1 T 1 \J \J ^/ V I ✓ 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


NM 003018 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 00"?fll 1 

1^1 1VI v/VJul 1 


Hnmn cnnipnQ ^FT tran^loration fmveloid Ieukemia-a<i^ociatedWSET^ mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 




Hnmn canipne. cplpnnnrotPin W 1 ^FPWH mRNA 


mm firnona 


riorno sdpicrib 2>cincuugciLii 11 \,vj^a v *^j^/> nuvi^rv 


mm nrnnrn 


U/imn caniAnc cpmpnAOplin 1 ( N/f f"r 1 ^ mRNA 
nuniu oapiCllb bCulCtlUgClUl 1 ^Odivivji fy iiixvi^irv 


NM_003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
lilrp^ trQncmpmKnnp Hnmain (T}J[\ and ^hnrf cvton1a<;mic domain fcemanhorin^ 

HKC^, IT ailblllCIUUlailC uuuiaui ^iiviy aiiu jhuu vjr tupiaoiiiiv uu 1 1 1a.11 1, ^viuapuvji uij 

5A (SEMA5A), mRNA 


mm nmoYV) 


LiAmn cinlano cnrri'natp HpnvHrncrpnacp pnmnlpv ciiKunit O intpcral mpmhranp 
nUIIlU Sapiens SUCCinalv UClljUiUgvllaoC WllipivA, ouuuiiii Ly, iiii^giai iiiviiiui ojiw 

protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


MM nrnooo 


nomo sapiens synaecdn *♦ ^aiiipiiigiycaii, iyuuu^aii^ ^oL/vtj, huvi^va 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM 002996 


Homo ^aniens small inducible cytokine subfamily D fCvs-X3-Cvs). member 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


NM_003175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NMJ)02991 


Homo sapiens small lnducioie cytoKine suDiamuy a ^v-ys-v^ysj, mcmoer 
(SCYA24), mRNA 


NM_002990 


Homo sapiens small inducible cytoKine suDiamuy a vwS-wsj, mcmocr 
(SCYA22), mRNA 


NM_002989 


Homo sapiens small inducible cytokine suoiamuy a (^ys-uys;, memoer ^ i 
(bCYAzl), mKMA 


NM_002988 


Homo sapiens small inducible cyioKine suoiamuy a vw s ^j*)* incmucr 10, 
pulmonary ana acuvation-reguiatea ^ov^ i r\ i o), iui\jn/y 


NM_UU29o / 


Homo sapiens sman inauciDie cyiuiunc buoicunuy r\ w^y^ \^joj y mcuiuci i / 
(SCYA17), mRNA 


XlXyf OAOOQA 

NM_UUzyoo 


U A „ rt einiAnc email inrlii^iKlf* fvtnUnP CI lKFum 1 lv A ^ Pv^rVS 1 ITlPm HPT 1 I 

Homo sapiens smaii inuucioie cyiuiunc buuicuimy t\ v^-v** v^/aj, muuuti i » 
(eotaxin) (SCYA 11), mRNA 




Homo sapiens sxeroi earner protein z ^jv^r^^ inivi^rv 


NM 001039 j 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium cnannei, nonvonage-gaiea i , uciui vo^pu 1 * uuvi^n. i 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NM_002977 


Homo sapiens sodium cnannei, voltage-gatea, type ia, aipna poiypepxiae 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium cnannei, voltage-gatea, type vi, aipna poiypepiiae 

/P/^VI/ A \ „ r> XT A 

(SCN6A), mRNA 


NM_000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 

/Ci^Xfyl A\ -.DMA 

(oCN4A), mKNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SChL), mKNA 


NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, a tax in 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia i (puvopontocereDeuar ataxia i, duiubumcu 
dominant, a tax in l ) (6L.AI), itikina 


NM 002971 


Homo sapiens special A i -ncn sequence oinaing proicin i ^uuiua iu uuwi^ai 
matrix/ scaiioia-associanng uis/\ idi;, inrvi^r^. 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NM_003870 


Homo sapiens iv£ moui containing vj i rdoc dcuvaiiug piuicm i ^iv^vj^i iy, 

mPXJ A 

mKXNA 


NM UOzVo/ 


Homo sapiens scanoia attaenmem idviur d \ot\r d j, uuuin. 


NM 000331 


Homo sapiens serum amyloid A I (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor j ^ki ivjj, nuviN/\ 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-oteinberg ceii-expressea lniermeaiaie nidmcni- 
associated protein) (KbN), mKNA 


NM 001033 


Homo sapiens ribonucleotide reductase mi poiypeptiae ^ivinjvii;, miuxn 




Homo saniens ras resoonsive element binding protein 1 (RREB 1 ), mRNA 


NM_003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 


NM 002946 


Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 


NM 002945 


Homo sapiens replication protein Al (70kD) (RPA1), mRNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


NM 002943 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM 003799 


Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 


NM 002939 


Homo saniens ribonucleaNe/anpiot?enin inhibitor fRNH^ mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA 


NM 002938 


Homo saniens rint? flneer nrotein 4 fRNF4^ mRNA 


NM 002940 


Homo vanipnQ ATP-hinHina ea^iette viiK-familv P fOARP^ mpmhpr 1 

CABCEli mRNA 


NM 002936 


Homo saoiens ribonuclease HI fRNASEHH mRNA 


NM 002935 


Homo saniens ribonuclease RNase A familv 1 Teo^inonhil rationir nmtpirA 
(RNASE3), mRNA 


NM_002934 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB5-mediating protein (RMP), mRNA 


NM 003821 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA | 


NM 003687 


Homo sapiens LIM domain protein (RIL), mRNA 


NM 002929 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


NM 000324 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


NM 003835 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


NM 003617 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 


NM 002922 


Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo ^aniens regulator of O-nrotein sitmallinp 15 fRCiS12^ mRNA 


NM 003834 


Homo saniens regulator of G-orotein sipnalline 1 1 ^ROSI 1^ mRNA 

1 1V111U •JUU1V1IJ I VgUlUlUt \J L VJ UlVlvllI iJ 1 C,l 1U 1 1 LI 1 g i 1 1 1\\JU 1 1 f, 1 1 11 VI 1 IV 


NM 002921 


Homo <;anien<; retinal Ci nrotein counled recentor fRCiR^ mRNA 

1 1V/I11V/ JUUIVIIJ 1 VlUIUl VI Ul Vlwlll VUUUIVU 1 VVvUlUI 1 l\\Jl\f) iiuxiin 


NM 000538 


Homo saoiens reculatorv factor X-associated nrotein fRFXAP^ mRNA 


NM_003721 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANIG mRNA 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 
fRFXn mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1)4 (37kD) (RFC4), mRNA 


NM 00291^5 


Homo vanierK renliration fartor C fartivatnr \ \ % C\%VXW CRFP^ mRNA 


NM 002914 


Homo vanietiN renliealion factor P f activator W 9 ^40kD^ fRFP9^ mRNA 


NM 005704 

l^ivi \J\J J f \J-f 


Unmn Cfinfpnc o^np with miiltinlf* cnlipf* variantc npar HH 1nr*nc nn Ar\\f\ 'X 

t\\J\\\\J 3<XplvIld gvllG W1U1 IllUlLlfJlC ofJllUC VCU loll Id HCdi 1 1 YJ lUtllj \3\\ *tLIIU.J 

fRRS4-22^ mRNA 


NMJ)02908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REG I A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


NM 002905 


Homo sapiens retinol dehydrogenase 5 (U-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticutocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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riomo sapiens kjna oinoing moui protein ** ^ivdivih^, ihivin a 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), mRNA 


NIV1 UUUJZi 1 


nomo sapiens reunooiastoma 1 ^inciuoing osteosarcoma^ ^kdi j, mKJNA 


XTXvf AAAOAA 

NM DUUVoo 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


INlVl OUUVO't 


nomo sapiens rennoic acio receptor, aipna i^kaivaj, tjuxtna 


XTk>f AAOCQ^ 

NM UUzottj 


Homo sapiens KAr i, ui rase activating protein 1 ^KAr i \jt\ i ), uiivjna 


XT\/f AAOCflA 

NM UUzoo** 


nomo sapiens KAr i a, memoeror kao oncogene iomiiy \t\j\ri/\) y misjNA 


NM UU/ooJ 


Homo sapiens Kan u irase activating protein i vKAiNUAr i ), itikina 


NM_UUzool 


nomo sapiens v-rai simian leuicemia virai oncogene nomoiog d ^ras rcidieu, 
uir oinoing proteinj ), uuvina 


INIVl UUZfi / 1 


UAmn oont/»*io DAD IntaroMinn fo^tAf /D A HlP 1 mDXI A 

riomo sapiens kad interacting iactor^tvAJDir^, huvtna 




•Ulrtmrt rontonc DART m*>mK*»r D A Q nnrnopnp familv-l 1 f R A R 71 1 ^ mRNA 

riomo sapiens kad /, memoer kao oncogene idrnuy-iiKc i ^ivtyd ii^i j, iiu\jn/\ 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM UU/005 ! 


Homo sapiens RAdjd, memoer KAo oncogene larnuy ^kadjdj, mKJNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3 A, member KAo oncogene tamiiy (KAUJ aj, mKJNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


NM 000320 


Homo sapiens qumoid dihydroptendine reductase (vJUPK), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NMJ)02863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdenyde synthetase) (PYCb), mKNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALd), mKNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta(PTX3), 
mRNA 


XIH M AAA! 1 1 

NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


vr\# AA1 OCt 

NM_00285l 


Homo sapiens protein tyrosine pnospnatase, receptor-type, z, poiypepuae i 

/DTDD7H mDXTA 

(r 1 r KZ 1 ), mKiN A 


NM UUiojU 


Homo sapiens protein tyrosine pnospnatase, receptor type, o i^r i rivaj, miviN/\ 


NM 002846 


Homo sapiens protein tyrosine pnospnatase, receptor type, in i^r irKiNj, nuuNA 


XIX /f AAOO/1C 

NM 002845 


Homo sapiens protein tyrosine pnospnatase, receptor type, ivi i^r i riuvij, itu\j>a 


NM 002844 


Homo sapiens protein tyrosine pnospnatase, receptor type, i rrviv^, nuviN a 


NM 002843 


Homo sapiens protein tyrosine pnospnatase, receptor type, j ^r i rKJ;, nuviNA 


NM 0U2842 


Homo sapiens protein tyrosine pnospnatase, receptor type, n ^rirruij, nu\jN/\ 


NM 002840 


Homo sapiens protein tyrosine pnospnatase, receptor type, r v r i rivr ), nusss/\ 


NM 002839 


¥ T " - ■ - - ^^a»i A iaa 4-* r>!t«/\ nli/xiMUntnfia paAant/\r fima Tl I I/I 'DD Til m D XI A 

Homo sapiens protein tyrosine pnospnatase, receptor type, u^ri rKuj, miuN a 


XIX /T AA101>I 

NM 002824 


Homo sapiens para thymosin (PTMS), mRNA 


NM 002823 


Homo sapiens protnymosin, aipna (gene sequence Zoj ^r i maj, mKiNA 




Hnmn ^aniens narathvroid hormone receotor 1 (PTHR1V mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EPl), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM_0003I4 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1 ^ fPTEN) mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM 002818 


Hnmn QanipnQ nrotca^nmp fnrn^nmp marrnnain^ artivatnr cnhiinit 2 TPA28 hpta^ 

(PSME2), mRNA 


NM 00281 1 


Ufimn csinipnc nrntpacnmp ( nmQnmp maprnnain^ 7/»Q cnhiinit nnn-ATPacp 7 
i lumu jdjJicuD piuivosuiiic ^|_u Uounic;, uidvi ufJdiiij ouuuuit, iiwii / \ i raoc, / 

(Mov34 homolog) (PSMD7), mRNA 


NM 002806 

1N1V1 VU^OuU 


Hnmn canipnc. nrotpao.nmp ^ nrn^nmp marrnnain^ 26^ cnhiinit ATPacp 6 

(PSMC6), mRNA 


NM 002805 


Homo canipnc. nrntpacomp inrnwmp marrnnain^ 26S ^nhunit ATPacp S 

(PSMC5),mRNA 


NM 002804 


Hnmn canipnc: nrntpacnmp ^ nrrtcnmp marrnnair^ 26^ cnhiinit ATPacp 

(PSMC3),mRNA 


NM 00280^ 


I4nmn canipnc nrntpacnmp ( nrncnmp maprnnain^ 76^ cnhiinit ATPacp 7 
tiuiiils odijiviio lm uiwOoiFiiiv ^jJiuowniCj iitdViV/Udiiiy w o ouuuiiii, r\ I r aov, x« 

(PSMC2),mRNA , 


NM 002802 


Hnmn Q^nSpnc nrntpfl^nmp i nrn^nmp marrnnain^ 76^ cnhiinit ATPacp 1 

(PSMCl),mRNA 


NM 002800 


Hnmn canipnc nrntpflsnmp ^ nrn^nmp marronain^ cnhiinit hpfa tvnp 9 Harop 

multifunctional protease 2) (PSMB9), mRNA 


NM 002799 


Hnmn canipnc nrntpacnmp ( nrn^nmp macmnain^ cnhiinit hpta tvne 7 ^P^N^R7^ 

mRNA 


NM 002797 


Hnmn canipnc nrntpacnmp (nrncnmp macrnnain^ cnhiinit. heta tvne S fPSMRS^ 

mRNA 


NM 002796 


Hnmn canipnc nrntpa^nmp ^nrn^nmp marrnnain^ ctihunit hpta tvnp 4 fP^M"R4^ 

mRNA 


NM 00279S 


Hnmn Qanipnc nrnfpaQnmp I'nm^nmp marrnnain^ cnhiinit hpta tvnp 1 fP^MTl'?^ 

mRNA 


NM 002704 


Hnmn cQnipnc nrntpQcnmp fnrncnmp maprnnain^ cnhiinit hpta tvnp 7 ^P^\/1T^7^ 

norno bdpicno pruicdouiuc ^piuouuic, iiidwrupdiiiy ouuuiui, ucid i^pc, z. ^roivixjz,^, 

mRNA 


NM 002791 


Hnmn C5ir»i#»nc nrntpQcnmp ^ nrncnmp maprnnain^ cuhiintt hpta tvnp 1 ^PSN^ft 1 ^ 

nUIUU oCMJlCIlo UlUlCdoUfllW ^jJlUjUlIIC, UldL/IVJ^dlll^ oUUUlliL, Uvld IJrJJC, 1 JIVUJI y, 

mRNA 


NM 009801 


T-lnmn coniAnc nrntpQcnmp ( r\ rr\ c n m f* marrrtnam^ cnhiinit hpta tvnp 10 

noino bd.picub pruLcdounic ^piubuiuc, iiiadupdifi^ auuuiui, uc id iyyjsz 9 iu 
TPSMRIO^ mRNA 


NM 002790 


Hnmn ^anipn^ nrntpa<»nmp rnrn^nme macronain^ suhunit. alnha tvne 5 

1 1V/1UVS OdU Ivllj L/I \J ItuoU i 1 Iv ^L/lv/dVJlllV) III OL« IVJLyClllI J JUUUII1L, <*l|Jlia IJf |/V^ •/ 

TPSMA5^ mRNA 


NM_002788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 
rpsMA3) mRNA 


NM 002786 

1^1 1V1 \J\J£m 1 OW 


Homo ^aniens nroteasome ^nrosome macronain^ subunit. aloha tVDe 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 

III"! \J\J ±+ I \J w 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


NM_002785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSGl 1), mRNA 


NM 002784 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM_002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo saniens nrotease serine 1 (trypsin 1 ) (PRSS 1 ), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neuro trypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


NM 002767 


Homn <;ampns nhosnhorihosvl ovroohosDhate svnthetase-associated protein 2 
(PRPSAP2} mRNA 

^ * IVI Uill mm J , III**-* ^ * 


NM 002766 


Homo ^aniens DhosDhoribosvI DVroohosDhate svnthetase-associated protein I 
(PRPSAPl),mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo saniens nhosDhorihosvl ovroohosDhate synthetase 1 (PRPS1), mRNA 


NM 003891 


Homo saniens nrotein Z vitamin K-denendent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PR0X1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NM 000312 


Homo ^aniens nrotein C Cinactivator of coaeulation factors Va and Villa) 
(PROC^ mRNA 

y A i / ^ iiuvi in 


NM 002762 


Homo saoiens protamine 2 fPRM2). mRNA 


NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo saoiens nrolactin fPRLV mRNA 


NM 002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 

1 11*1 W # ■ f 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK.1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo saniens nrotein kinase C-like 1 (PRKCLn. mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 




Homo <;ani<*n<; nrotein kinase C beta 1 ( PRKCB 1 ) mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


IN IVl_UUz / JO 


n nmr . einipnc nrotein W'inacp r A MP-HpnpnHpnt rppulatorv tvne II beta 

rlOmO Sapiens prOlClIl KllldoC, CrVlvir-vlCJJvUUCiit, itguiaiui^, i;pv uwua 

(PRKAR2B), mRNA 


fNivl_UlFZ /J*f 


u Amr . cantAnc nmfpin IrinQcp rA MP-Hf»npnHpnt rppulatorv tvne I alnha f tissue 

rlOmO Sapiens pruiClIl K.lllaoC, CrVlvir -UCpCXlUCHi, icguiaivnjr, ijy*' *> aipnc* \ llJJWV 
cnprifir pvtinoni«;hpr HfPRKARlA^ mRNA 


MM 009771 


Hnmn Q^nipnQ nmtpin kinase AMP-activated pamma 1 non-catalvtic subunit 
(PRKAG1), mRNA 


mm 009771 

INlVl_UvJZ / J I 


Mr»mr» Q^nipnc nmtpin kinase r AMP-denendenL catalvtic beta ( PRKACB). 
mRMA 


MM 002730 


Homo <caniens nrotein kinase cAMP-deoendent. catalvtic, aloha (PRKACA), 
mRNA 


MM 000047 


Hnmn <;nnipn<5 nrimase nolvnentide 2A ^58kD^ ^PRIM2A\ mRNA 


MM O00Q46 


Homo <sanien<; nrimase nolvnentide 1 f49kD") fPRIMl). mRNA 


NM_002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan I, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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INlvl UUUJlv 


Hnmn <:^nipn«; nalmitovl-nrotein thioesterase 1 (ceroid-liooftiscinosis, neuronal 1, 
infantile) (PPT 1), mRNA 


\]\A 009770 
FN 1V1_UU£ / A\3 


Homo <:aniens Drotein nhosnhatase 4 ( formerlv X), catalytic subunit (PPP4C), 
mRNA 


KINyf 0097 1Q 


Homo ^aniens Drotein nhosnhatase 2, reeulatory subunit B (B56), gamma 
isoform (PPP2R5C), mRNA 


IN IVl UVi / I J 


Homo <;aniens Drotein nhosnhatase 2 ( formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


MM 0097 n 


Homo <;aniens orotein nhosohatase 1. reeulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 007712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NM_002710 


Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
fPPPl CCY mRNA 


NM 002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 


NM_002708 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 


NM OOO^OQ 


Homo saniens DrotoDornhvrinoeen oxidase (PPOX), mRNA 


NM 007706 


Homo saoiens orotein phosphatase 1 B (formerly 2C), magnesium-dependent, 
beta isoform (PPM IB), mRNA 


NM 002705 


Homo sapiens oeriplakin (PPL), mRNA 


NM 000943 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


NM 000308 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 
(PPGB), mRNA 


NM 002703 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


NM 003712 


Homo sapiens phosphatidic acid phosphatase type 2C (PPAP2C), mRNA 


NM 003713 


Homo sapiens phosphatidic acid phosphatase type 2B (PPAP2B), mRNA 


NM 003711 


Homo sapiens phosphatidic acid phosphatase type 2A (PPAP2A), mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6FI), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM 002700 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 0ft96QQ 

IN IVl 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor I (POU2F1), mRNA 


inivi_uuujuo 


Homn canipnc POl I domain class 1 transcriDtion factor 1 (Pitl, growth hormone 
factor 1 ^ (POU1 Fl). mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PON I), mRNA 


KI1VX nOAQTQ 

INM_UUU7J7 


14 r»mr» canipnc nrnnninmplanocortifl radrenOCOrticOtTODin/ beta- llDOtTO Din/ alDha- 

m^lnnnrvtp stimulating hormone/ beta-melanocvte stimulating hormone/ beta- 
endomhinWPOMO mRNA 


NM 007601 

IN IVl UUiD7J 


Homo saoiens Dolvmerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


NM_002691 


Homo sapiens polymerase (DNA directed), delta I, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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VfXjf AA^ ZT *7 A 

NM 002674 


Homo sapiens pro-meianm-concentrating normonc ^nvi^nj, nLrvp</\ 


NM_002ooo 


Homo sapiens proieoiipio proicin t ^co ionic epiuiciiuiii-cnncneuj ^rur *.j f 
mRNA 


NM_U0UyjD 


Homo sapiens procoiiagen-rysine, z-oxogiuutnuc j-uioAygcnd5c v ijauic 
nyoroxyiasej z ^riAJL/z;, mivi>/\ 


NM UU200/ 


Homo sapiens pnospnoiamoan v rL<rNj, mi>jN/\ 


NM 002666 


Homo sapiens perilipin (PLFN), mRNA 


NM 002665 


Homo sapiens plasminogen-Iike (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NM_000445 


Tf * — 1 A.i 1 * ' _ ~J 1 n a. _ | nM am * Kin/linn *«rsx+Af n ^/lflU^ /Pi 1 \ 

Homo sapiens plectin 1, intermediate tuament Dinaing protein, duuku ^rLcti j, 
mRNA 


NM 002663 


Homo sapiens pnospnoupase uz (rLuzj, mivjNA 


NM 002662 


Homo sapiens pnospnoupase ui, pnopnauayicnoiine-speciiic \ri^ui), miviN/\ 


NM_002661 


Homo sapiens pnospnoupase C, gamma z (pnospnatiayiinositoi-speciiic; 

/DT ^/ r ~10'\ mD\l A 

(rLLOz^, mKINA 


NM_002660 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 

_nvi a 

mKNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 


Homo sapiens plasminogen activator, uroKinase recepxor ^rLAuiyj, mi\j>i/\ 


NM 002658 


Homo sapiens plasminogen activator, uroKinase (rLAUj, miviN/\ 


NM 002655 


Homo sapiens pleiomorphic adenoma gene I (PLAG1), mRNA 


NM 000929 


Homo sapiens pnospnoupase az, group v ^rLAzvjjj, mi\jN/\ 


NM_003706 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 

(PLA204C), mKJNA 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
(rLAzCjZA), nuclear gene encooing muocnonunai proicin, itii\jn/\ 


NM 003561 


Homo sapiens pnospnoupase Az, group a ^rUAZvjiuj, misJN/\ 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


XT* M AAA1A/T 

NM 000296 


Homo sapiens polycystic Kianey oisease 1 (autosomal aominani; ^rr^i^i;, 
mRNA 


\Ti / AA?^A7 

NM 003607 


Homo sapiens oer- mr protein Kinase reiaieu 10 uic myoiunic uybuupiiy piuicui 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene trom Nrz/meningioma region 01 zzqiz ^rM.j;, mj%aN/\ 


NM 000325 


Homo sapiens paired-like nomeoaomain transcription ractor i \y\ i azj, miviN/\ 


NM 002653 


Homo sapiens paired-like nomeoaomain transcription ractor i ^riiAi;, miviN/\ 


NM 002652 


Homo sapiens prolactin-induced protein (PIP), mRNA 


NM_003558 


Homo sapiens phosphatidylinositol-4-pnospnate j-kinase, type i, oeta 
(PIP5K1B), mRNA 


NMJ303557 


Homo sapiens phospnatiayiinositol-4-pnospnate j-Kinase, type i, aipna 
(PlrDKl AJ, mKJNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, ngnt poiypeptiae ^riiN;, mi\j></\ 


XTXjT A AO £. AO 

NM 002648 


Homo sapiens pim-i oncogene ^riivii j, uuvin/v ^ 


NM_00265 1 


Homo sapiens pnospnatiayunositoi *f-Kinase, caiaiyuc, ocia puiypcpuuc 
TP1K4CB^ mRNA 


NM 002643 


Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM_000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NMJ)02632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PG AMI), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM_003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZKl), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NMJ)02601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p2l (CDKN 1 A)-acti vated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH 1 B2), mRNA 


NM_002571 


Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
binding protein p55) (P4HB), mRNA | 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxy lase), alpha polypeptide I (P4HA I ), mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


NM_002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM_002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NMJ302561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 


NMJ)02560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM_002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


NM_003696 


Homo sapiens olfactory receptor, family 6, subfamily A, member I (OR6A1), 
mRNA 


NM_002550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NMJ)02548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NMJ)02543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 1 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NMJ)03633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM UUJo/2 


Homo sapiens neuropuin I (NKrZj, mKJNA 


NM 003873 


Homo sapiens neuropilin 1 (NRPl), mRNA 


XTAjf HAO/IOQ 

NM UUJ4oy 


Homo sapiens nuclear receptor interacting protein 1 ^iNtvir i mKJNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mKNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NFt^kj, mKNA 


VIE M AAAAAH 

NM 000909 


Homo sapiens neuropeptide Y receptor Y I (Nr i ikj, mKNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM 000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor (NrKj ), mKJNA 


\[V i AAAAA^ 

NM_0 00906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM_002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAM), mKNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


ww It ♦ A /"V T S~\ T A \ n V T A 

Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 

/"V f T ^ \ W\ VTA 

(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactm) (NID), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NM_002502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKJB2), mRNA 


NM_002501 


Homo sapiens nuclear factor I/X (CCAAT-binding transcnption factor) (NMX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
^iNAi^ri-coenzyme reductase j v.rNL/uroHj, miviN/\ 


NMJ)02494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 , subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NMJ)02488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8)(NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM_001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDSTl), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NM_002483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NMJ)00662 


Homo sapiens N-acetyltransferase 1 (ary (amine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease MB) 
(NAGLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (M YT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NM_002472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, mtestinal/tracheal (MUC2), mRNA 


NM 002456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDT1), mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM_002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM_000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17), mRNA 


NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associatea via death domain (r ADD), mKNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NMJ)02430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA 


NM_002417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKJ67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NM_002415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MIF), mRNA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


NM 000900 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methyIguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NMJ)00529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NM_002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin basic protein (MBP), mRNA 


NM 002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NM_000898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibnl-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, family B, I (MAGEB1), mRNA 


NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroKlobulin receptor-associated protein 1) (LRPAP1), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mKJMA 


NM 002319 


Homo sapiens leucine-nch neuronal protein (LRN), mKJMA 


NM 002317 


Homo sapiens lysyl oxidase (LOX), mRNA 


NM 002316 


Homo sapiens LIM homeobox transcnption factor 1, beta (LMX1B), mRNA 


NM 002315 


Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl ), mRNA 


NM 002312 


Homo sapiens ligase IV, DNA, ATP-dependent (LIG4), mRNA 


NM_002306 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


NM 002302 


Homo sapiens leukocyte cell-derived chemotaxin 2 (LECT2), mRNA 


NM 001290 


Homo sapiens LIM domain binding 2 (LDB2), mRNA 


NM 003893 


Homo sapiens LIM domain bmding 1 (LDB1), mRNA 


NM .002299 


Homo sapiens lactase (LCT), mRNA 


NM_002297 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prealbumin) (LCN1), mRNA 


NM 002296 


Homo sapiens lamin B receptor (LBR), mRNA 


NM 002291 


Homo sapiens laminin, beta 1 (LAMB1), mRNA 


NM 002289 


Homo sapiens lactalbumin, alpha- (LA LB A), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 [ 


Homo sapiens keratin 19 (KRT19), mRNA 


NM 002275 j 


Homo sapiens keratin 15 (KRT15), mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


NM 002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPN A3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 
mRNA 


NM 000893 


Homo sapiens kininogen (KNG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3 -hydroxylase) 
(KMO), mRNA 


NM_002258 


Homo sapiens killer cell lectin-like receptor subfamily B, member 1 (KLRB1), 
mRNA 


NM 002257 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


NM 002256 


Homo sapiens KiSS- 1 metastasis-suppressor (KISS 1 ), mRNA 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM_00224! 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG 1 ), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA \ 


NM 002233 


_ _ . w * .it lit i * i i f * i 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 
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Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens jun B proto-oncogene (JUNB), mRNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear factor I (JEM-1) (BLZFl), mRNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSNl), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-tnphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1 ,4,5 -triphosphate receptor, type 2 (ITPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (ITM1), mRNA 


NM_002218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (ITIH4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2_polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (ITIH1 ), mRNA j 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_0022ll 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51)(ITGAV),mRNA 


NM 002209 


Homo sapiens integnn, alpha L (antigen CD1 1 A (pi 80), lymphocyte tunction- 
associated antigen 1 ; alpha polypeptide) (ITGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (ITGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 


Homo sapiens insulinoma-associated l (lNoMi j, itikjna 


NM 002195 


Homo sapiens insulin-like 4 (placenta) (INSL4), mRNA 


NMJKH565 


Homo sapiens small inducible cytokine subfamily tJ (Cys-x-cys;, memoer iu 
(SCYB10), mRNA 


NM_002192 


Homo sapiens inhibin, beta A (activin A, activin Ats alpha polypeptide; 
(INHBA), mRNA 


NM 001564 


Homo sapiens inhibitor of growth tamily, member l -nice (INoilj, itikjna 


NM 003669 


Homo sapiens inactivation escape I (INbl), mRNA 


NM_000884 


Homo sapiens IMP (inosine monophosphate) aenyarogenase i {imrum), 
mRNA 


NM_000883 


Homo sapiens IMP (inosine monophosphate) aenyarogenase i {iMrum), 
mRNA 


NM 001557 


Homo sapiens mterleukm 8 receptor, beta (iLoKn), mwNA 


NM 000634 


Homo sapiens mterleukm 8 receptor, alpha (ILokaj, itikjna 


NM 002185 


Homo sapiens mterleukm 7 receptor U^/K), itikjna 


NM 000880 


ww • . i | • *7 /if »t\ _n\IA 

Homo sapiens mterleukm 7 (IL7), mRNA 


NM_002184 


Homo sapiens mterleukm 6 signal transducer (gpuu, oncostatin m receptor; 

/IT f O T\ n V! A 

(ILoST), mRNA 


NM 000565 


Homo sapiens mterleukm o receptor (ILok;, itlkjna 


NM 000879 


Homo sapiens mterleukm d (coiony-stimuiating iacior, eosinopnuj nu\rs/\ 


NM 000589 


Homo sapiens mterleukm 4 (IL4), itikjna 


NM 000588 


Homo sapiens mterleukm J (coiony-stimuiaung iacior, muuipie; mswri 


NM 000878 


Homo sapiens interleukin 2 receptor, beta (IL2RB), mRNA 


NM 003854 
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Homo sapiens mterleukm 1 receptor-hke l (lLiKi^z), mKiNA 


NM 002182 


Homo sapiens mterleukm 1 receptor accessory protein (iLiKArj, nuuNA 


NM 000877 


Homo sapiens mterleukm I receptor, type 1 (iLiKi j, mKJNA 


NM 003853 
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Homo sapiens mterleukm 18 receptor accessory protein ULioKAr;, miviNA 


NM 003855 


Homo sapiens interleukin 18 receptor 1 (IL18R1), mRNA 


NM 001562 


Homo sapiens mterleukm 18 (interferon-gamma-inducing tactor)ULio;, itikjna 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 
8) (IL17), mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mKNA 


NM 002188 


Homo sapiens mterleukm 13 (IL13), mRNA 


NM 001559 


Homo sapiens interleukin 12 receptor, beta 2 (IL12RB2), mRNA 


NM_002187 
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Homo sapiens mterleukm 12B (natural killer cell stimulatory tactor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NM_000882 


Homo sapiens mterleukm 12A (natural killer cell stimulatory tactor l, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


NM 000628 
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Homo sapiens mterleukm 10 receptor, beta(lLlOKli), mKJNA 


NM 001558 
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Homo sapiens mterleukm 10 receptor, alpha (ILIUKA), mKJNA 


NMJ)03639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 

. ■ /ii/ f» wr \ T> VTA 

kinase gamma (IKBKG), mRNA 


NM_003640 


Homo sapiens inhibitor of kappa light polypeptide gene ennancer in o-cens, 
kinase complex-associated protein (iKJiKAt'), itikjna 


INIVl UUlJfZ 


Hnmo ^anien*; immunoglobulin suDerfamily, member 3 (IGSF3), mRNA 


NM 001555 


Homo sapiens immunoglobulin superfamily, member I (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 


Homo sapiens interferon-related developmental regulator 1 (IFRD1), mRNA 


NM 002177 
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Homo sapiens interferon, omega 1 (IFNW1), mRNA 


NM 002176 
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Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


NM 000874 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (IFN AR2), mRNA 


NM 002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (IFNA21), mRNA 


NM_002t73 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


NM_001549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 
mRNA 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), 
mRNA 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 
mRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NMJ)02168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM__001546 


Homo sapiens inhibitor of DNA binding 4, dominant negative helix-loop-heiix 
protein (ID4), mRNA 


NMJ)021 66 


Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix 
protein (ID2), mRNA 


NM_002165 


Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix 
protein (ID1), mRNA 


NM 002160 


Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 


NM 000871 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 


NM 000869 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3 A (HTR3A), mRNA 


NM 000868 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2C (HTR2C), mRNA 


NM 000867 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 


NM 000865 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTR1E), mRNA 


NM 000864 
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Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTR1D), mRNA 


NM_000863 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IB (HTR1B), mRNA 


NM 000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTR1A), mRNA 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


NM 002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


NM 002155 


Homo sapiens heat shock 70kD protein 6 (HSP70B') (HSPA6), mRNA 


NM 001539 


Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA 


NM_000198 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 2 (HSD3B2), mRNA 


NMJ)00862 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 1 (HSD3B1), mRNA 


NM 000414 
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Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA 


NM 002153 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase I (Haul /ol), mKiNA 


NM 000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (1 1 -beta) dehydrogenase 2 (HSD1 1 B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D 10 (HOXD10), mRNA 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXB1), mRNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA j 


NM 002141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 000522 


Homo sapiens homeo box A 13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y(HMGIY), mRNA 


NMJ)02130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCS1), mRNA 


NM_002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMG1), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
(HLALS), mRNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 
DQB1), mRNA 


NM_001530 


Homo sapiens hypoxia-inducible factor 1, alpha subunit (basic helix-loop-helix 
transcription factor) (HIF1 A), mRNA 


NM 001528 


Homo sapiens HGF activator (HGFAC), mRNA 


NM_000187 


Homo sapiens homogentisate 1 ,2-dioxygenase (homogentisate oxidase) (HGD), 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thioIase/enoyl-Coenzyme A hydratase (tri functional protein), beta subunit 
(HADHB), mRNA 


NM_000182 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HADHA), mRNA 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 


NM 003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


NM_003612 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor, (semaphorin) 7A (SEMA7A), mRNA 


NMJ)02104 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 
mRNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glycophorin E (GYPE), mRNA 


NM 000181 


Homo sapiens glucuronidase, beta (GUSB), mRNA 


NM 000858 


Homo sapiens guanylate kinase 1 (GUK1), mRNA 


NM 001522 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCYI A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCYI A2), mRNA 


NM 000409 


Homo sapiens guanylate cyclase activator 1 A (retina) (GUCA1 A), mRNA 


NM_001517 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


NM_002096 


Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA 


NMJ)02095 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


NM_001513 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZ1), mRNA 


NM 000853 


Homo sapiens glutathione S-transferase theta 1 (GSTT1), mRNA 


NM 000851 


Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


NM 002094 


Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 


NM 000177 j 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GROl), mRNA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NMJXHH76 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM_002085 
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Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA j 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NMJXH503 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 
mRNA ^ ^ , 


NM_000408 


Homo sapiens glycero 1-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 1 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 1 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease HID) 
(GNS), mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone) (GNRH1), mRNA 


NMJ)02075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 



539 



(400/104) 



NM_002067 


Homo sapiens guanine nucleotide Dinaing protein protein;, aipna 1 1 juq 
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class) (ONA1 1 ), mKiNA 


NM 003875 


Homo saptens guanine monpnospnaie synineidae ^vjiviroj, itiivlnm 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GUr-mannose 4,o-aenyaratase (umuoj, miuNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (giutamine syntnase; (ululj, mKJNA 
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NM 002064 


Homo sapiens glutaredoxin (thioltransterase; (ULKAj, mKiN a 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-uke peptide 1 receptor (GLP1R), mKJNA 


NM_000170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (OLA), mKM A 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


NM_000166 


Homo sapiens gap junction protein, beta 1, 32kD (connexin i^, cnarcot-iviane- 
Tooth neuropathy, X-linked) (OJB1), mKNA 


NM 002060 


Homo saptens gap junction protein, aipna 4, 3 /ku (connexin j i) ^uja^;, mi\jN/\ 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (OOCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell derived neurotrophic tactor (OUNr), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


NMJXM491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transterase l, core z (Deta-i,o-iN- 
acetylglucosaminyltransferase) (GCNT1), mRNA 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


»» • * • || i»/~ t /•/— < O A O \ ± i. L D XT A 

Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


Homo sapiens growth arrest-specific 1 (GAS1), mRNA 


NM 001481 


Homo sapiens growth arrest-specific 1 1 (GASH), mRNA 


NM 000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


V T & M A AAA i /• 

NM 002045 


Homo sapiens growth associated protein 43 (uANj mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo sapiens galactokinase 1 (GALKJ), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 
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NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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mRNA 


NM_002042 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, rho 1 (GABRR1), 
mRNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NM_000I50 


Homo sapiens fucosyltransferase 6 (alpha (1 ,3) fucosyltransferase) (FUT6), 
mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NMJ)00149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM_000148 


Homo sapiens fucosyltransferase i (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferntin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA | 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM_001463 


Homo sapiens frizzled-related protein (FR2B), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 
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Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mKNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fms-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM_002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03A (FOX03 A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL 1 ), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NMJ)0200I 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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rtomo sapiens tTuctose-i,o-bispnospnatase z (rt>rzj, mRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2), mRNA 
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Homo sapiens forknead box HI (rOXHl), mRNA 




Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM UUiy/D 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple>like 3 (EXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


vit m f\t\ 1 An ^ 

NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group I (includes overlapping antisense sequence) (ERCC1), 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


NM_001981 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS 15), 
mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorphin (EPIM), mRNA 


XIX/ A A 1 A "> 1 

NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1-like 2 (EPB41L2), mRNA 


\ti jf a A 1 jI *> A 

NM 001430 


Homo sapiens endothelial PAS domain protein l (EPASl), mRNA 


NM 001977 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NM 001974 


Homo sapiens egf-hke module containing, mucin-hke, hormone receptor-like 
sequence 1 (EMR1), mRNA 


NM 001425 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) (ELAVL1), mRNA 


NM_00I972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mRNA 


NMJ)01418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM_001416 


Homo sapiens eukaryotic translation initiation factor 4 A, isoform 1 (EIF4AI), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


NMJKM568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6), mRNA 


NMJ)03754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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1 50/ 1 70kD) (EIF3 S 1 0), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(E1F2S3), mRNA 


NM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM_001966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM_001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NMJXH958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NM_003775 - 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo sapiens endothelin converting enzyme I (ECE1), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NM_001945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NMJ)01939 j 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NM_001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DR1), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM_001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NMJ)03863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5->methy!transferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease Mike 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM_001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesteroI reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NMJXH354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxy steroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NMJJ00790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM_000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 


Homo sapiens deoxvcytidine kinase (DCK), mRNA 


NMJ)01919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NMJXH918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBT), mRNA 


NMJMH352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP), mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-like (DAZL), mRNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM_000776 


Homo sapiens cytochrome P450, subfamily IILA (niphedipine oxidase), 
polypeptide 3 (CYP3A3), mRNA 


NM 001916 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NM_001914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA j 


NM 001333 


Homo sapiens cathepsin L2 (CTSL2), mRNA 


NM 000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


NM 001910 


Homo sapiens cathepsin E (CTSE), mRNA I 


NM 001909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


NM_001904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNB1), 
mRNA 


NM_003798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 
mRNA 


NMJKH903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(CTNNA1). mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin o (Cb 1 4j, itusjna 


NM_000099 


Homo sapiens cystatin u (amyioiu angiopainy anu ccrcorai nemorrnagc; ^v*o u;, 
mKWA 


XTKvf AA 1 m 

NM UUlJZz 


riomo sapiens cysiaun oa ^co i £>)<> nuvi>A 


NM UUloVo i 


riomo sapiens cysiaun oin ^lo i 1 ), uuvjn/\ 


xt \a rid noi 


riomo sapiens cysteine ana giycine-n^u piuicui ^oi\_rz^, iuivrM/\ 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


\tl < AAI OAC 

NM 001895 


Homo sapiens casein Kinase z, alpna 1 poiypepnae (Coinis^ai;, iiuvjn/\ 


V T X t AA 1 OC\A 

NM 001894 


Homo sapiens casein Kinase I, epsuon ^oinkic;, mt%jN/\ 


NM 001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CaNKl Al j, mKNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mKNA 


NM 001890 


Homo sapiens casein, alpha (CSN 1 ), mKNA 


NMJ)00760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 


Homo sapiens colony stimulating tactor J ^granulocyte; j;, miviNA 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating tactor i ^macropnage; i mruN/\ 


NM 003651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


\it i AA 1 ^ 1 C 

NM 001315 


Homo sapiens mito gen-act lvateo protein Kinase ih ^ivi/\rrvi*tj, riii\j>/\ 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM 001313 


Homo sapiens collapsin response meaiator protein i ^ivivir i j, nuviN/\ 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP I), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of El A-stimulated genes (CRbO), mKNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NMJJ03805 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 1 (CK^), 
mRNA 


NM_000098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_001876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1A), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)01875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CFM;, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)00097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO), mRNA 


NM 001871 


t T - ' _ — — _L ^ ... ,., J nra D 1 / fieri ia\ ^ 1^ DD 1 \ m D M A 

Homo sapiens carooxypeptidase d i ^tissue; ^rt> i j, mtssH/\ 


MM 0-015170 

IN tVl \J\J 1 O f\J 


Hnmn <;anien<; carhoxvnentidase A3 (mast cell) TCPA3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens caiponin j, acidic jcninj^, itouna 


NM 001299 


Homo sapiens caiponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (lnuaj/, itikjna 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha l (CNGAl), mRNA 


NMJ)03570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NMJKH831 


Homo sapiens clustenn (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), mRNA 


NM_001294 


Homo sapiens cleft hp and palate associated transmembrane protein i 

/ /~\ r iypi/1 \ .n\r t 

(CLPTM1), mRNA 


NM_003476 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
(CSRP3), mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, ia {clinoia;, miuNA 


NMJJ03277 


Homo sapiens claudin 5 (transmembrane protein deleted in veiocaraioiaciai 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudin 3 (CLDNJ), mRNA 


NM 001829 


Homo sapiens chloride channel i (CLCINjj, mKiNA 


NMJMU284 


Homo sapiens adaptor-related protein complex 3, sigma I subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase I (CKazj, mKiNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKJvl), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransterase 1 (CHM i) f 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHKNtwj, 
mRNA 


NMJ)00749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHKJNBj;, 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NMJ)00746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (LHRNA 
mRNA 


NMJ)00745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHKNA4;, 
mRNA 




u nm n cani^nc /*hftlinprair rprpntor nicotinic aloha DolvDeDtide 3 (CHRNA3), 
mRNA 


NMJ)00742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


1 Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM_001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


NMJXH816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM_001815 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NMJHM808 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NM_001805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA i 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001264 


Homo sapiens corneodesmosin (CDSN), mRNA 


NMJHH263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 (CDS1), mRNA 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


_ _ « m * t ft . » 1 / A \ ✓ ✓"^ fx fl i \ TV VTA 

Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens CD84 antigen (leukocyte antigen) (CD84), mRNA i 


NMJHH781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 
(CD58), mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


NM_000733 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 
mRNA 


NM_000732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


NM_001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


INM UU1 / / J 


riomo sapiens i^uj't anugen mi\jN/\ 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Homo sapiens CD1B antigen, b polypeptide (CD1B), mRNA 


NM 001838 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1)(CCND1), 
mRNA 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM_003688 


Homo sapiens calcium/calmoduhn-dependent senne protein kinase (MAGUK 
family) (CASK), mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsohn-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit j 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 1 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subunit 
(CACNA1C), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNA1B), mRNA 


NM_001739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


# l j*v / S^H/W r% VTA 

Homo sapiens complement component 9 (C9), mRNA 


NM 001736 


Homo sapiens complement component 5 receptor 1 (C5a hgand) (C5R1), mRNA 


NM 001735 


Homo sapiens complement component 5 (C5), mRNA 


NM 003956 


Homo sapiens cholesterol 25-hydroxylase (CH25H), mRNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subfamily 1, member A 1 (BTN1 Al), mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCBll), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactencidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NMJ)01722 


Homo sapiens BN5 1 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NMJHM719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN), mRNA 


NMJ)0071! 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-denved neurotrophic factor (BDNF), mRNA 


NM 000710 


¥ T * 111'" f\ i /r\ f-v T r T~\ r% 4 X. T\ VTA 

Homo sapiens bradykinin receptor Bl (BDKRBlJ, mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCASl), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA ! 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAI1), mRNA I 


NM_001186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor l(BACHl), mRNA 


NMJ)01701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2 -glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM_000053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 1 kD (ATP6E), mRNA 


NM_001693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJ)01691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, /UKJj, isotorm I (AiroAi j, ituvina 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 0 
subunit (oligomycin sensitivity conrernng proiein; ja i rDuj, misJNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (A I r jd), nuclear gene encoaing muocnonanai proiein, nuviN/\ 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM001684 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (A i tvo<»;, 
mRNA 


NMJXH682 


Homo sapiens ATPase, Ca++ transporting, plasma membrane l (A i rzts i j, 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NMJHM679 


Homo sapiens ATPase, Na+/K+ transporting, beta J polypeptide (A i kidj;, 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta l polypeptide (Ai riaz), 
mRNA 


NM_00I677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (A l r ibi;, 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (A I rlAJ), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (AiriAZ), 
mRNA 


NM_000701 


If • A '|"«r» _ _ _ VI- 1 /¥_/" I ■ - - - n1«%Un 1 n/\limA«ttf/4a / ATD1 All 

Homo sapiens ATPase, Na+/K+ transporting, alpha l polypeptide (A i ri ai j, 
mRNA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and U) (A l M J, mKiN a 


\ r» I AA1 ^nc 

NM 001675 


Homo sapiens activating transcription factor 4 ^tax-responsive ennancer eiemem 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene aeieies in veiocaraioiaciai synaromc 
(ARVCF), mRNA 


NM 001179 


Homo sapiens AUr-nbosyltransterase i (AKi j;, ituvjn a 


NM 000047 


Homo sapiens arylsultatase b (cnondrooyspiasia punciaia i j ^aivoc^, mruN/\ 


Vis 4 i\f\ % 1 TO 

NM_001 178 


Homo sapiens aryl nydrocaroon receptor nuciear uansiocaior-iiKe ^/vajn i l*;, 

_n\f a 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADr-nbosylation tactor-UKe z ^akjlz^, mruNA 


NM_00U76 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homo log gene tamily, member O (rno u; ^akj-iu;, miviNA 


NM 001661 


Homo sapiens ADP-nbosylation factor 4-like (AKr4L), mKiN a 


NM 001659 


Homo sapiens ADP-nbosylation ractor 3 (AKr J), itikina 


NM_001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 

mRMA 
inivrN/\ 


NMJHH654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAFl), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 



550 



(400/104) 



NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


NM 000384 


Homo saniens aoolioonrotein R fincludine Aft(x) antieenl TAPOB) mRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 001 168 


Hnmn ^anipnc hamlnviral IAP rpnpat-mntaininp S fcurvivin^ fRIRC5^ mRNA 


NM 001 167 


Hnmn QanipnQ harulnviral IAP rpnpat-cnntainint? 4 fR!RP4^ mRNA 

i ivjiiiu ocx^i^iid uavuiwiiai iai icjjvciiwii warning » inivi^n 


NM 001 164 


Hnmn sanipn^ amvlnid beta (Ad} nrecursor Drotein-hindinP familv B memher 1 
(Fe65HAPBBn mRNA 


NM 001 163 


Homo saniens amvloid beta fA4^ nrecursor Drotein-bindine familv A. member 1 
(XU)(APBAl),mRNA 


NM_001161 


Homo sapiens nudbc (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2) mRNA ' 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


NM 001630 


Homo sapiens annexin A8 (ANXA8), mRNA 


1N1V1 UUJJOo 


Unmrt coniAnc onnAVin A Q /AXJYAQ^ mRWA 

nomo sapiens annexin t\y ^/\fNA_r\.yj, itii\jn/\ 


NM 000700 


Homo sapiens annexin A 1 (ANXA1), mRNA 


XIKyf An 1 1 CO 

INIV1_UU 1 1 j I 


riomo sapiens soiute earner iamny zd ^muocnonanai earner, adenine nucieonue 
iranMUCdiurj, memoer j ^oLvyZjnjj, iiu^icar gene cinuuuig iiuiuMiuiiuiiai 


NM_00il51 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 

tranclnr'atrir^ mpmhpr A C**)^A£\ nnrlpar crpnf* pn^nHinff mitnrhnndrial 

protein, mRNA 


NM 001 1 SO 

IN 1V1 \J\J I 1 J\J 


Wr»mn carti*»nc afiinvl ( mpm Kr^np^ aminnnf*ntiHacf* ^amiriArw*ntiHacf* N 
IIUIIIU odlJICllo aiailYl ^111C111L/I allCJ allliilv/Ly^^lllUCuv ^cuillllv/^/v^ylluaov l^, 

aminAnpnttdacf* M miprAQomal aminAivntida^f* r^Ol^ nlSO^^ANPPP^ mRNA 
dill ill L/^JCjJUiiciow ill 1^1 yj junicii aiiiiiiv/pvjjiiuaov, v_/ i j, \r\.\.^w i— <i y, i i li vi ^ rv 


NM 001 146 


Hnmn <ianif»nQ anpiAnoiptin 1 ^ANOPTl^ mRNA 


NM 000699 


Hnmn QanipriQ amvla^f* alnha 9A* narirrpatir TAMY2A^ mRNA 

I luuiu od^Jidis cuiijriciov, alalia pcuivi vaiiW' ^^witi i x>/v uuviin 


NM 000481 


Homn wntpnQ aminnmpthvltran<;fpra^p fplvrinp rleavape <;vstem nrotein 
CAMT'i mRNA 


NM 000480 


Homo saniens adenosine mononhosohate deaminase nsofonn E) fAMPD3). 

1 Ivlllv JttL/lvllJ UUvllvJIllV Ulvllx/UllV JL/llUlv WVUIlllllUJV I IwvlVI III * — * J \ * ii'** ' — ' / ) 

mRNA 


NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo saniens ameloeenin ( Y chromosome^ f AMELY^ mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


NM 000698 


Hnmn saniprK ararhidonate S-linoxvpenase fALOX5^ mRNA 


NM 001 140 

1^1 ivi \J\J i 1 *tv 


Hnmn ^anipnQ ararhidnnatp 1 S-linnYVffpna^e TAI OX1 mRNA 


NM 001139 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000607 


Hnmn ennipne arafhidnnatp 1 ^-linnwoPnaQP ^AT OX 19^ mRNA 


NM 001698 


\Anmn caniAnc o1rlr\_lrp»tr^ r^dnr'tacp familv 1 mpmhpr R 1 ^ a1Hn<5P rpdiiPtaQP^ 
nuiUU od.piCIlo alU.U~K.CUJ iCUUtUuC lailllljr l, iiiviiii/wi u i ^aiuvjot iwuuvuu^y 

(AKR1BH mRNA 


NM 000696 


Hnmn QnnipnQ aldphvdp dphvdrnapna<;p Q fpamma-aminnhutvraldehvde 

OVJlllVJ odL/lCllo olUviijrViv Uwiijr uiugviiciov s ^^aiiiiiia aiiuiiuuuijiaiuwujruv 

dehydrogenase, E3 isozyme) (ALDH9), mRNA 


NM 00060? 


Hnmn conipnc qIHpHuHp HpK>vHrAOPnacP S ^A I OHS^ mRNA 

nurnu* bapiciio aiucnyuc uciiyuju^ciiaoc j ^ALuru imvi^ri 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 

Hphvdrnopnacp* nvrrnlinp-S-rarKnYvlate dphvdrnoenase^ TAI .OH4\ mRNA 

UCIiyUl UgvllOOC, Ujr 1 1 wllllw~J~v<ll UVAjr lai^ uwiljruiv/g^liaow/ ^rVLiUl i~r iiiixai/^k 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


NM 000689 


Homo sapiens aldehyde dehydrogenase 1, soluble (ALDH1), mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


NM 001622 


Homo sapiens alpna-z-Hb-glycoprotein (AHoUj, mKJNA 


NM 003659 


Homo sapiens alley igiycerone phosphate syninase (Auro/, itu\jn/\ 


XT* M AA I 1 11 

NM 001 133 


Homo sapiens afamin (AFM), mRNA 


VI\ M AA 1111 

NM 001 131 


Homo sapiens aciflic epioiaymai giycoproiein-iiKe i ^aculi;, rru\jN/\ 


NM 003938 


Homo sapiens adaptor-related protein complex j, aeita 1 suounii \i\rjui), 
mRNA 


NM_001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


NM 000676 


Homo sapiens adenosine Azb receptor (almjkazdj, nruviNA 


NM 000674 


Homo sapiens adenosine Al receptor (ADORAl), mRNA 


VIII A A 1 11/1 

NM 001 124 


Homo sapiens adrenomedullin (ADM), mRNA 


\ ii / AA 1 1 1A 

NM 001120 


Homo sapiens tetracycline transporter-iiice protein v 1 ti kainj, itiisjn/v 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 
type I (ADCYAP1R1), mRNA ! 


NM 000666 


Homo sapiens aminoacyiase i (AtY i j, nusiNA 


NM 001613 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


V T» M f\l\ 1 f\l\ m 1 

NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase z, orancnea cnain ^au-uazj, misjN/\ 


NMJJ01098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


NMJJ01609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACdj, miuNA 


NM 001089 


Homo sapiens ATP-binding cassette, sub-ramily A (ArJCi memoer j 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRN A synthetase (AAKa), itlkjna 


NM 021123 


Homo sapiens G antigen 7 (GAGE7), mRNA 


NM 006994 


Homo sapiens butyrophihn, subramuy 3, member A3 (d injaj), mKJNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC5 loiy), mKiNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


NMJ)07326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (UlAi), nuciear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 

All t a J \ / A r\ T ^ \ a - -— - - ^ -!m4 . • ma a ■* ^ a rti 1J 1^.1 A 

Abelson-related gene) (ABL2), transcript variant a, mKJNA 


NM 004441 


Homo sapiens EphBl (EPHB1) mRNA 




riomo sapiens oeiia siecp uiuu^ing pepuue, iiiuiiuiivjivovn-ri i^, n"^"* 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NMJJ01396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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What we claim is: 

A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 

5 sense region comprises a nucleotide sequence that is complementary to said 

antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 

10 molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

15 12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2'-0-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
20 2'-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3'-end, or both of the 5' and 3' 

25 ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2 , -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 , -Omethyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
1 0 molecule comprise 2 1 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5'-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule ,for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41. The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 31 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1. 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 2 1 nucleotides. 
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ABSTRACT OF THE DISCLOSURE 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 

5 small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the 
treatment of any disease or condition that responds to modulation of gene expression or 

1 0 activity in a cell, s tissue, or organism. 
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